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C4b-binding protein; Proteolysis; Subunit chain structure 
(Nagasawa, S. (164) 135) 
Active site 
Neutral protease; Thiol protease; Amino acid sequence; Car- 
boxymethylation. Calpain; Ca* + activation (Suzuki, K. (152) 
67) 
Thioredoxm; Peptide disulfide; Fluorescent peptide; Trypto- 
phan fluorescence (Kishore, R. ( 159) 22 I) 
Active site labeling 
Multifunctional protein; Fatty acid synthase; Enoyl reductase 
(McCarthy, A.D. (162) 300) 
Actomyosin 
Tropomn T; ATPase; Enzyme inhibition; Troponin I; Tropo- 
nin; (Rabbit skeletal muscle) (Chong, P.C.S. (153) 372) 
Tropomyosin binding; Calmodulin; Actin binding; ATPase; 
CaZ+ regulation (Stewart, D.I.H. (157) 129) 
Actomyosin dissociation 
Arrhemus plot; Subzero temperature stopped-flow; Ethylene 
glycol (Millar. N.C. (160) 141) 
Acute-phase protein 
Cell-free translation; a,-Macroglobulin; al-Acid glycoprotein; 
ai-Proteinase: Enzyme-inhibitor; Transferrin; (Rat serum albu- 
min) (Northemann. W. (161) 319) 
Acvl transferase 
Ammo acid sequence; Serme; Fatty acid synthase (McCarthy, 
A.D. (160) 296) 
Acylation 
Fatty acid desaturase; Phosphohpid; Aging; Ca2+, (Lupin see- 
dling) (Citharel, B. (161) 251) 
Acyl-CoAxholesterol acyltransferase 
Enzyme Regulation; Phosphorylation; Liposome; (Rat liver, 
Rat intestine) (Suckling, K.E. (151) 11 I) 
Phosphorylation; (Rat liver) (Suckling, K.E. (159) 29) 
Acyl-CoA synthetase 
Chloroplast membrane; Acyl-CoA thioesterase; Galactosyl- 
transferase (Block, M.A. (153) 377) 
Acyl-CoA thioesterase 
Chloroplast membrane; Acyl-CoA synthetase; Galactosyltrans- 
ferase (Block, M.A. (153) 377) 
Adaptation 
Myosin isozyme; Myosm light chain: Cardiac hypertrophy 
(Bugaisky, L.B. (161) 230) 
Adenine arabinoside 
Antiviral drug; Drug targeting; Hepatitis B; Lactosaminated 
albumin; Asialoglycoprotem receptor (Flume, L. (153) 6) 
Adenine nucleotide 
Ammomum succinate; Aging; (Rat liver) (Kammsky. Yu G 
(159) 259) 
Adenine nucleotide translocator 
Oxidative phosphorylation; Control strength, Respiration; 
Computer simulation; (Rat liver mitochondria) (Tager, J.M 
(151) 1) 
Adenosine 
Insulin; Catecholamme; Glucose transport; 2-Deoxyglucose 
uptake; Adipocyte (Green. A. (I 52) 261) 
Adipocyte; 
(155) 31) 
Adenylate cyclase; Lipolysis; Insulin (Lambert, B. 
Adenosine receptor; Solubilization; fl-Phenyhsopropyladeno- 
sine; (Rat brain membrane) (Nakata, H (158) 93) 
Adenosine deaminase 
Hypothyroidism; Cyclic AMP; Forskohn; p-Adrenergic agonist 
(Malbon, C.C. (155) 35) 
Diabetes, Glucagon; Lipolysis; Streptozotocm; (Adipocyte) 
(Chatzipanteh, K. (155) 135) 
Glycolysis; Blood glucose; p-Phenylisopropyladenosine; Insu- 
lin sensitivity, (Rat soleus muscle) (Espinal. J. (158) 103) 
Adenosine receptor 
Adenosine; Solubihzation; w-Phenyhsopropyladenosine; (Rat 
brain membrane) (Nakata, H. (158) 93) 
Adenosine salvage pathway 
Adenosine transport: Marme bacterium; Bacterial transport; 
Nucleoside metabolism (Bengis-Garber, C. (160) 3 I) 
Adenosine transport 
Marine bacterium; Bacterial transport; Adenosine salvage path- 
way; Nucleoside metabolism (Bengis-Garber, C. (I 60) 3 1) 
S-Adenosylmethionine synthetase isozyme 
Cell-free translation; mRNA; Enzyme regulation; (Ehrlich 
ascites tumor cell, Mouse liver) (Sato, F. (I 5 1) 148) 
Adenylate cyclase 
Activating factor; Forskolin; (Sperm membrane, Bovine bram) 
(Johnson, R.A. (I 52) I 1) 
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Forskohn, Short-cham alcohol; Ethanol; (Rat heart) (Robber- 
echt, P (154) 205) 
Guanylate cyclase. Excttable membrane; Ciliary membrane; 
(Purumeciumi (Schultz. J.E. (154) 347) 
Adtpocyte, L~polys~s; Adenosine; Insuhn (Lambert. B. (155) 31) 
Trypsm, Cyclic AMP; (Bovine thyrotd) (Knopp, J. (155) 47) 
Glucagon. Mn”‘, Guanine nucleottde: Receptor coupling 
(Houslay. M.D. (155) 311) 
Islet-activating protein; GTPase; Nicotmtc acid; (Borderellaper- 
IWSIS toxin, Rat adtpocyte) (Aktories, K. (156) 88) 
Islet-acttvatmg protein, GTPase; Somatostatm; Inhtbttory gua- 
nine nucleottde sate. (Bor&erel/upertussrs toxin) (Aktories. K. 
(158) 169) 
Cholera toxm; GDP; ADP-ribosylatton: Plasma membrane; 
(Ltver) (Shtmada, N (I 59) 75) 
VIP receptor: Eptthelial membrane: GRF; PHI; Secretin, (Intes- 
tme) (Laburthe. M. (I 59) 89) 
Angtotensm II: Receptor; Adrenal cortex (Mane, J. (159) 97) 
Pertussts toxm: a,-Adrenoceptor; &Adrenoceptor; Glucagon, 
Ureogenests: Enzyme regulation (Pushpendran. C.K. (160) 198) 
Enzyme mhtbttion; Magnesium; Guanosme triphosphate 
(Bockaert. J. (161) 113) 
Insuhn; Islet-acttvating protein; Ltpolysis: (Rat adipocyte) 
(Kather. H. (161) 149) 
Synaptic membrane; Vasopressm binding. (Htppocampus) (Bar- 
beris. C ( 162) 400) 
Guanme nucleottde-binding protem. (Sperm) (Hanski. E. (162) 
447) 
Hepatocyte: cychc AMP. Vasopressm; Glucagon: Ca2+ (Mor- 
gan, N.G. (163) 277) 
Guamne nucleottde-binding protein; Protein synthesis; ADP- 
ribosylatton: Tubuhn, Vtsual transduction (Hughes, S.M. (164) 
1) 
a,-Adrenergtc receptor; ADP receptor. Nucleottde-binding pro- 
tein: Guanme nucleottde (Motulsky. H.J. (164) 13) 
Cholera toxin. Lectm: Hybrtd protem: Lectm-peptide conmgate 
(Van Heymngen, S. (164) 132) 
Forskolin; GTP-bmdmg protein; Reconstitutton; Guanine nuc- 
leotide (Pfeuffer, T. ( 164) 154) 
,%Adrenergtc receptor; Actmomycin D; Cycloheximide; Primary 
culture: (Rat hepatocyte) (Refsnes. M. (164) 291) 
VIP receptor: Intestinal epithehal membrane; (Gila monster 
venom) (Amiranoff. B. (164) 299) 
Vasopressin; Receptor; Platelet aggregation (Vanderwel, M. 
(164) 340) 
Adenylate kinase 
Enzyme purtfication. Cibacron blue-Sepharose; P’,P-Di(ade- 
nosme-5’) pentaphosphate; f E. colr) (Birzu, 0. (153) 280) 
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Glucose transporter: Insulin; Photoaffimty labehng (Horuk, R 
(164) 261) 
Adipocyte precursor 
Polypeptide; Growth factor; (Pttuttary) (Lau. D.C.W. (153) 
395) 
Adipoeeneais 
Serumfactor; (3T3-Li preadipocyte); (Genetically obese rodent) 
(Loffler. G. (153) 179) 
Adipocyte 
Insulin; Catecholamine; Adenosme; Glucose transport: 2-Deox- 
yglucose uptake (Green, A. (152) 261) 
Adenylate cyclase. Ltpolys~s; Adenosme; Insulin (Lambert, B 
(l55)31) 
ADMR 
Triplet state, Photosystem II; ESR; Absorbance difference spec- 
troscopy (Den Blanken, H.J. (157) 21) 
Triplet state; ESR; Primary donor; / Chlorofie.xus uurm~uus) 
(Den Blanken. H.J. (161) 185) 
ADP receptor 
a,-Adrenergtc receptor: Adenylate cyclase, Nucleottde-bmdmg 
protein; Guanine nucleotide (Motulsky, H.J. (164) 13) 
ADP stimulation 
ATP syntheses, Cal+ effect; Md+ antagomsm: ATPase-mhtbt- 
tor protein; Respiratton: Enzyme mhibttor protem (Bram mito- 
chondria) (Hillered. L. (154) 247) 
ADP,ATP transport 
Transport mhibitton: 2,4,6_Trimtrophenyl dertvative. (Rat liver 
mitochondrta) (Schhmme. E. (155) 6) 
Mitochondria; Transport model; Metalloprotein; Catalysis 
(Boos, K -S. ( 160) 1 I ) 
ADP-ribosylation 
Cholera toxin; Adenylate cyclase; GDP. Plasma membrane; 
(Liver) (Shimada. N. (159) 75) 
Guamne nucleotide-binding protem; Protem synthesis: Adeny- 
late cyclase; Tubuhn; Visual transductton (Hughes. S M ( 164) 
1) 
ADP-ribosyltransferase 
Mono(ADP-rtbosyl)ation, NAD; cychc AMP-dependence, Pro- 
tein kinase, Phosphorylation; Htstone (Tamgawa. Y. (160) 217) 
Adrenal cortex 
Angiotensm II; Adenylate cyclase; Receptor (Marie. J. (159) 97) 
a-Adrenergic receptor 
Glycolys~s; Glucose uptake; Glucose output; Exercise, Catecho- 
lamine: (Muscle. Liver) (Clark, M G (158) I) 
ADP receptor; Adenylate cyclase; Nucleotide-binding protein, 
Guanine nucleotide (Motulsky. H.J. (164) 13) 
Pyruvate dehydrogenase; Glucagon; Ca* +; Ionophore A23 187; 
(Liver) (Asstmacopoulos-Jeannet. F. (159) 83) 
a-Adrenergic stimulation 
Phosphatidylinositol: Muscarinic agonist: Receptor. (Rat paro- 
tid) (Lupu, M. (162) 133) 
a,-Adrenoceptor 
Pertussis toxin; j&-Adrenoceptor; Glucagon; Ureogenests. Ade- 
nylate cyclase; Enzyme regulation (Pushpendran, C.K. (160) 
198) 
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/?-Adrenergic agonist 
Hypothyrmdlsm; Cychc AMP; Forskolin; Adenosme deammase 
(Malbon, C.C. (155) 35) 
/I-Adrenergic receptor 
Forskoiin; Protein secretion (Mauduit, P (153) 21) 
Adenylate cyclase, Actinomycin D; Cyclohexlmide; Primary 
culture; (Rat hepatocyte) (Refsnes, M. (164) 291) 
/I*-Adrenoceptor 
Pertussis toxm; a,-Adrenoceptor; Glucagon; Ureogenesis; Ade- 
nylate cyclase; Enzyme regulation (Pushpendran. C.K. (160) 
198) 
Adrenocorticotropin 
Peptide hormone-lipid membrane interaction; Hydrophobic 
photolabeling; Dynorphin; Enkephahn; Endorphm; Liposome 
(Gysm. B. (158) 12) 
Adriamycin 
5-Iminodaunorublcin, Cardlotoxicity; Mitochondrial mem- 
brane; Llposome: Respiratory chain (Pollakis, G. (155) 267) 
Erythrocyte, EPR. Spin trapping; Hydroxyl radical (Bannister, 
J.V. (I 57) 170) 
Chem~hnnmescence; AntIbody; Anoxia; Glucose; (Ehrlich 
ascites cell) (Cheng, B. (160) 169) 
Daunomycin: Superoxide; Spm trapping; 5,5-Dimethyl-l-pyrro- 
line l-oxide; 4-(N-Methylpyridinium) I-butyl nitrone (Carrnl- 
chael. A J. (164) 401) 
Adriamycin (doxorubicin) 
Anthracycline; 5-lmmodaunorubicin, Cancer chemotherapy; 
Mitochondria; Electron transport: Free radical (Davies, K.J.A. 
(153) 227) 
ADRY reagent 
Tris washing; Chloroplast, Photosystem II; Signal IIf; pH ef- 
fect; Kinetics (Yerkes, C.T. (158) 359) 
Affinity chromatography 
b-Endorpi-un precursor; b-Lipotropm; Monoclonal antibody; 
Immunoblotting: Radiobinchng assay (Thorpe, R. (I 5 1) 105) 
5 S RNA-protein complex; Subunit association; Ribosome; CE. 
coli) (Metspalu, E. (153) 125) 
Lectm: Ganglioside; Glycosphingolipid; Liposome membrane 
(MAnsson. J.-E. (156) 249) 
S-100 protein; Microtubule; Microtubule assembly; Ca* + 
(Endo, T. (161) 235) 
Neuropeptlde hormone; Neurophysin; Prohormone association; 
Hormone-protein interaction (Chaiken, I.M. (164) 361) 
Affinity labeling 
tRNA photoreactlve derivative; Ribosome; tRNA-binding site; 
Rlbosomal protein; Photocross-linking (Babkina. G.T. (153) 
303) 
Fatty acid synthase; Cerulenin; Macrohde antibiotic synthase; 




Cross-hnking; Ohgonucleotlde (Vlassov, V.V. 
Ag+ 
Cytochrome d, Nitrate, Nitrite. Trroxodinitrare; (Escherichia 
co/i) (Hubbard, J.A.M. (164) 241) 
Agarose gel electropboresis 
small nuclear RNA; Ribonucleoprotein, (Rat liver) (Guiahs, A 
(151) 127) 
Agglutination 
a-Pheromone-bmding protein; cc-Pheromone; Receptor. (Sac- 
charomyces cerevisiae) (Fujimura, H. (153) 16) 
Lipopolysaccharide-binding factor; Lectm, Llpopolysaccharlde; 
Encapsulation; (Cotton leaf. Beyerinckra) (Murty. M.G. (158) 
159) 
Aging 
Osteogenesis imperfecta: Glycosammoglycan; (Skin fibroblast) 
(Kapoor, R. (152) 183) 
Myelin; Lipid phase; Lipid peroxidation (Chla. L.S. (I 57) 155) 
Adenine nucleotlde; Ammonium succinate: (Rat hver) 
(Kaminsky, Yu.G. (159) 259) 
Protein synthesis. Elongation: Elongation factor I, Peptidy 
transferase (Gabms, H.-J. (160) 115) 
Fatty acid desaturase; Phospholipid; Acylatlon; Ca2+; (Lupin 
seedling) (Citharel, B. (161) 251) 
Aglycosylation 
Protem A; Tunicamycin; Carbohydrate; Secondary function; 
lmmunoglobulin G: (Mouse) (Leatherbarrow. R.J. (164) 227) 
a-Agonist 
Desensitization; Vasopressin; Hepatocyte; CaZ+: (Perfused rat 
liver) (Klemeke, J. (153) 174) 
Alamethicin 
Membrane channel, Helix &pole; Amphipathic helix; Mem- 
brane transport: PeptIde aggregation (Mathew. M.K. (157) 1) 
Alanine enrichment 
Protein sequence; p-Crystalhn: N-terminal extension; Proline 
enrichment; Domain structure: (Bovine lens) (Berbers. G.A M. 
(161) 225) 
Albumin 
Glutathione S-transferase; Gossypol; Bllirubin (Royer. R.E 
(I 57) 28) 
Alcohol dehydrogenase 
Iron (II); Cobalt; Product activation; (Zymomonas mohrhs) 
(Scopes, R.K. (156) 303) 
Alkaline phosphatase 
Tubulin; MIcrotubule-associated protem; Acid phosphatase 
(Prus, K. (151) 54) 
Alkaloid synthesis gene 
Qumolizidine alkaloid; Induction; Cell suspension culture 
(Wmk. M (159) 196) 
Alkalophile 
DNA; Transformation; Alkalophilicity; (Bacillus subrills) (Tak- 
imshi, H. (154) 201) 
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Alkalophilicity 
Alkalophile; DNA: Transformation: lEacillus subtilis) (Taki- 
mshi. H. (154) 201) 
Alkane formation 
Diethyl dithiocarbamate; Lipid peroxidation; Chemilumines- 
cence; Free radical (Bartoli, G.M. (164) 371) 
2-AlkyM-hydroxyquinoline N-oxide 
Respiratory chain; Cytochrome b: Redox titration, Funiculosin; 
Myxothiazol (Kunz. WS (155) 237) 
Allosteric regulation 
Citrate synthase, Cross-linking; Cooperativity, Dithiobis(succi- 
mmidyl propionate); ( Acinefobacter calcouceticus) (Mitchell, 
C.G. (151) 260) 
Conjugation: Lactose carrier; Solute transport; (Rhodopseudo- 
monas sphaerordes, Escherlchia coli) (Elferink, M.G.L. (164) 
185) 
Allosteric site 
Fructose-1,6-bisphosphatase; Fructose 2,6-bisphosphate; N- 
Ethylmaleimide; Substrate mhibition (Meek, D.W (160) 105) 
Amidation 
Thyrohberm: Carboxy-terminal amide: (Bovine pituitary) 
(Husam. I. (I 52) 277) 
Amiloride 
Insuhn; Protein phosphorylation. Protein kinase (Holland, R 
(154) 269) 
Mitochondria; Na+/Ca2+ antiporter: Benzamil; Diltiazem; 
CaZ+ antagonist (Jurkowitz. M.S. (162) 262) 
Amine inhibiton 
Photosystem II, Oxygen evolution; Cl-; Bridging ligand; Signal 
IIr(Sandusky, P.O. (162) 339) 
D-Amino acid dehydrogenase 
Solubilization; Membrane-bound enzyme (Jones, H. (151) 189) 
Amino acid hydrophobic@ 
Acetylcholine receptor; Subunit structure; Tertiary structure; 
Ion channel location; Single group rotation (Kosower, E.M. 
(155) 245) 
Amino acid sequence 
Pro-OmpC protein, OmpC gene: Promoter region; Porin; DNA 
sequence; (Escherichra cob) (Mizuno, T (I 51) 159) 
Hydrophilicity index; Pilin; Secondary structure prediction, 
(Pseudomonas aeruginosa) (Sastry, P.A. (151) 253) 
Enterotoxm; Fast atom bombardment mass spectrometry 
(Takao, T. (152) 1) 
Neutral protease; Thiol protease. Active site; Carboxymethyla- 
non; Calpain; Ca* + activation (Suzuki, K. (152) 67) 
Primary structure; Amylase (Friedberg, F (152) 139) 
Bifunctional enzyme inhibitor, a-Amylase; Trypsin; Sequence 
homology, (Ragi seed) (Campos, F.A.P. (152) 300) 
Neuropeptide, Glucagon-secretin family; C-terminal amide; 
Chemical assay; (Porcine brain) (Tatemoto, K. (153) 248) 
Molecular mass; Secondary structure; a-Helix; Protein homo- 
logy; (Bacdlus stearothermophdus) (Yaguchi, M. (154) 21) 
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Histone H2A.Z: Nucleosome; Evolution; Histone variant, 
Chromatin (Ball. D.J. (I 54) 166) 
C4d: Polymorphism; (Human serum) (Chakravarti, D.N. (I 54) 
387) 
Protein structure; Secondary structure prediction (Kabsch. W 
(155) 179) 
Heat stability Enterotoxm; Compensated amino acid exchange; 
(Escherichia co/i) (Ronnberg, B. (155) 183) 
Peptide toxicity; Geographutoxin; Hydroxyprohne; (Conus geo- 
graphus) (Sato. S. (155) 277) 
Lectin; Subunit structure; (Lathyrus odorafus) (Sletten. K. (156) 
253) 
Serme endopeptidase; Chymotrypsin; Protease; Evolution; 
(Invertebrate) (Jany, K.-D. (158) 98) 
RNase C:; (Aspergillus cluvafus) (Bezborodova. S.I. (159) 256) 
Serme; Acyl transferase; Fatty acid synthase (McCarthy. A.D. 
(160) 296) 
Ferredoxin; Archaebacteria; Phylogeny: Cysteine distribution: 
(Thermoplasma acldophrlum) (Wakabayashi, S. (I 62) 2 I ) 
Storage protem; Legumin; Glutelin; (Oryzea satira) (Zhao, W.- 
M. (162) 96) 
Conformation prediction: Phosphohpase A,; Sequence homo- 
logy (Dijkstra, B.W. (164) 25) 
Branched-chain 2-oxoacid dehydrogenase complex: Phosphory- 
lation site; (Bovine kidney cortex) (Cook. K.G. (164) 47) 
Gastrointestmal polypeptide; C-terminal amide; Biological ac- 
tivity (Tatemoto, K. (164) 124) 
Apoferritin; (Human liver) (Addison. J.M. (164) 139) 
Pilin; Ovine footrot, (Bacteroides nodosus) (McKern, N.M. 
(164) 149) 
Amino acid sequence analysis 
Proteolysis; Protein processing; Protein heterogeneity (Jornvall, 
H. (156) 47) 
Hemoglobin heterogeneity; Homology (Naqvi. S. (162) 290) 
Amino acid supplementation 
Membrane transport; Amino acid transport; Membrane vesicle; 
Trans-inhibition; (Muscle cell, Myoblast) (Khp, A. (152) 171) 
Amino acid transport 
Membrane transport, Membrane vesicle; Amino acid supple- 
mentation; Trans-inhibition: (Muscle cell, Myoblast) (Khp. A. 
(152) 171) 
y-glutamyl transpeptidase; Glutathione; y-glutamyl cycle; Lac- 
tation, (Rat mammary gland) (Vnia, J. (159) 119) 
Enterocyte; Sugar transport; K+ transport; (Rabbit. Small 
intestine) (Brown, P.D. (163) 203) 
Amino group-specific reagent 
Elongation factor 2; Ribosomal Interaction; Guanosme nucleo- 
tide; Sulfhydryl group; N-Ethylmaleimide (Nurten. R (154) 
391) 
Aminoacylation 
tRNA, Aminoacyl-tRNA synthetase; Presteady-state kinetics 
(Trezeguet, V. (157) 210) 
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Aminoacyl-tRNA 
Bottromycin; Polysome; Acceptor site; Protein synthesis 
(Otaka. T. (I 53) 53) 
Elongation factor Tu; Ethylnitrosourea; Protein synthesis 
(Riehl. N. (154) 42) 
Free amino acid; Sulfur deficiency; Seed development; (Pisum 
satrvum) (Macmcol, P.K. (156) 55) 
Aminoacyl-tRNA competition 
Translation accuracy; Poly(U) misreadmg: isoacceptor tRNALeu 
(El’skaya, A.V. (164) 93) 
Aminoacyl-tRNA synthetase 
Pyrophosphate; Enzyme pyrophosphorylation (Kovaleva, G.K. 
(151) 79) 
Enzyme specificity; Binding site interactton; Proofreading 
mechanism: Tryptophanyl-tRNA synthetase (Degtyarev, S.K. 
(154) 293) 
Isoelectrtc focusing; Protein heterogeneity (Lorber, B. (156) 
209) 
tRNA, Aminoacylatton: Presteady-state kinetics (Trezeguet, V. 
(157) 210) 
Aspartyl-tRNA synthetase; Glycosylation: Protein modification 
(Colas, B. (163) 175) 
4Aminobutyrate aminotransferase 
3’P-NMR; Nanosecond fluorescence spectroscopy; PyridoxalS- 
phosphate (Churchich, J.E. (160) 221) 
y-Aminobutyric acid 
Synaptosome: Lysis; Antiserum; Lactate dehydrogenase; Gluta- 
mate decarboxylase (Docherty, M. (I 52) 57) 
y-Aminobutyric acid receptor 
Photoaffinity label; Muscimol; Benzodiazepine receptor; Fluni- 
trazepam: (Rat cerebellum) (Asano, T. (15 I) 277) 
I-Aminoryclopropane-l<arboxylic acid 
Ethylene synthesis; Membrane potential; Proton flux (John, P. 
(152) 141) 
Ethylene; Mttochondria: Submitochondrial particle; Nigericin 
(Vinkler. C (162) 252) 
2-Amino-2-deoxyglucose 
H + symport; Glucose transport; Membrane potential; (Chlor- 
ellu) (Komor, E. (156) 6) 
3-Amino-94hylcarbazole 
Synthetic fluorogemc substrate; Plasminogen activator; Serum 
substttute; (BHK 21 C 13 cell) (Obrenovitch, A. (157) 265) 
Aminoglycoside phosphotransferase 
Antibiotic production: Antibiotic resistance; Butirosin; DNA 
sequence; (Bacdlus circuhns) (Herbert, C.J. (160) 67) 
Amino-imino equilibrium 
NMR: W-Methoxyadenosine: Urtdine; Hydroxylamine muta- 
genesis; Base-pairing shift (Kierdaszuk. B. (I 58) 128) 
a-Aminoisobutyric acid 
Channel-forming ionophore; Decapeptide; X-ray structure ana- 
lysis; 3i0 helix (Francis, A.K. (155) 230) 
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&Aminolevulinate synthase 
Succinylacetone; Heme; Cytochrome P450: Porphobihnogen 
synthase; Tyrosmemia; (Hepatocyte culture) (Giger. U. (153) 
335) 
Aminolevulinic acid 
Porphyna; Uroporphyrin; Polybromobiphenyl; (Chick embryo 
liver) (Sinclair, P.R. (152) 217) 
S-Aminolevulinic acid 
Chlorophyll a; Chlorophyll b; i3C-NMR: Glutamic acid; ISce- 
nedesmus obliquus) (Oh-Hama. T (153) 404) 
5Aminolevulinic acid synthase 
Porphyria; Heme, N-Methylprotoporphyrin; 3.5-Diethoxycar- 
bonyl-1.4-dihydrocollidine: (Liver) (De Matteis. F. (159) 127) 
Aminopeptfdase 
Astrocyte; Leu-enkephalin; Enkephahnase A; (Rat brain) 
(Lentzen, H. (153) 93) 
Aminopropyltransferase 
Spermidine synthesis; Polyamine; Reaction mechanism; Bacter- 
ial growth (Pegg, A.E. (155) 192) 
Aminopterin 
Dihydrofolate reductase; Carboxymethylation: i3C-NMR. 
Methtomne (London, R.E. (160) 56) 
Ammonia 
i5N-NMR; Nitrite; Isotope shift, Nitrification: (NltrosomonuJ) 
(Andersson. K.K. (164) 236) 
Ammonia excretion 
Glutamme synthetase, ;I-Glutamyltransferase; Cyanobacterium, 
L-Methionme-D, L-sulfoximme; Nitrogen fixation (Smgh. H.N 
(154) IO) 
Ammonium chloride 
Transferrin; Endocytosis; Acidic compartment; Monensin; 
(K562 cell) (Rao, K. (160) 213) 
Ammonium succinate 
Adenine nucleotide; Agmg; (Rat hver) (Kaminsky, Yu.G. (I 59) 
259) 
Ammonium transport 
Methionine sulfoximme transport; (Klebsiellapneumomae, 
Azosprrillum brasilense. Rhodospirillum rubrum. Rhodopseudo- 
monas sphaeroides) (Kleiner, D. (I 64) I2 I) 
AMP 
Aspartate ammotransferase; Pyridoxal 5’-phosphate (Di 
Donato, A. (153) 98) 
cyclic AMP 
Phosphorylation; Isocitrate dehydrogenase; Protem kmase; 
(Escherichiu coli, Mutant) (Malloy, P.J. (151) 59) 
cychc GMP; Protein kmase; Autophosphorylation; Heat stabi- 
lity; Inhibitor protein (Hofmann, F. (15 7 I) 
Vmblastine; Autophagocytosis; Glycogen; (Mouse liver) (Hirsi- 
mlki, P. (151) 89) 
Maturation; Forskohn; Oocyte; (Ovarian follicle, Germinal 
vesicle) (Dekel, N. (151) 153) 
Phosphodiesterase; Calmodulin: Carbamylcholine: 
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Protein kmase; Membrane phosphorylation; Polyphosphoi- 
nositide; Phosphattdylinositol metabolism; Lymphocyte (Sar- 
kadi, B. (I 52) 195) 
Hepatocyte; Glucagon; Angtotensm II. Phosphorylase; Gluco- 
neogenesis (Morgan, N G ( 153) 77) 
Phospholipid transmethylatton; Superoxtde generation, Wheat 
germ agglutinin; Phorbol myrtstate (Yagawa, K. (154) 383) 
Hypothyroidism: Forskolin; p-Adrenergic agonist; Adenosine 
deaminase (Malbon. C.C. (155) 35) 
Enzyme inactivation: Glucose: (Yeast) (Tortora, P. (155) 39) 
Adenylate cyclase. Trypsin; (Bovine thyroid) (Knopp, J. ( 155) 
47) 
Protein phosphorylatton; Surface potenttal; Monoamme oxi- 
dase; Mitochondrta, Membrane protem (Famulski. K S. (157) 
124) 
Thyroid; Thyrotropin; Forskolin; DNA synthesis: Cell prohfe- 
ration: Serum-free culture (Roger, P.P. (157) 323) 
Protein S6; Phosphopepttde pattern; Secretagog; CaZ + stimula- 
tion; (Guineapig parotid gland) (Padel, U. (I 59) I 12) 
Phosphorylation: Myosin light chain: Ca2+: Isoelectric focus- 
mg: Casein kinase (Singh. T.J ( 159) 2 17) 
Sarcoplasmtc reticulum. Phospholamban; Calmoduhn; Phos- 
phorylatton: (Heart) (Chtest. M. (160) 61) 
Cazt. Mitogen. Growth control (Ralph, R.K. (161) I) 
Protein kinase: Membrane phosphorylatton; Polyphosphoi- 
nostttde: Phosphatidylinosttol metabolism; 24 kDa phospho- 
protein (Enyedi, A (161) 158) 
Hepatocyte; Vasopressm. Adenylate cyclase; Glucagon: CaZ+ 
(Morgan. N G. (163) 277) 
Phospholamban: Sarcolemma; CaZ+ channel; Phosphorylation; 
(Cardiac muscle) (Huggms, J P (163) 297) 
Lipid methylation; Membrane flutdtty: (C, cell) (McKenzie, 
R C. ( 164) 244) 
Histamme; Cimettdme; Diphenhydramme; Pyrilamme; (Retmal 
pigment eptthelium) (Koh. S.-W.M (164) 277) 
cyclic AMP dependence 
Protein phosphorylation; Sttmulus-secretton coupling; Caz ’
dependence; (Exocrine gland) (Jahn, R (153) 71) 
Phosphofructokmase; Phosphorylation; Peptide mapping, Pro- 
tem kmase (Brand, I.A. (154) 65) 
Protein kmase: Mono(ADP-ribosyl)ation; ADP-ribosyltransfer- 
ase. NAD; Phosphorylation; Histone (Tanigawa, Y. (160) 217) 
Protein kmase. Phosphorylase; Glycogen synthase: Fructose- 
l.6-bisphosphatase; (Yeast) (Wingender-Drissen, R. (163) 28) 
Phosphorylase: Phosphorylase kmase: Protem kinase, (Yeast) 
( Wmgender-Drissen. R. (163) 33) 
cyclic AMP modulation 
cyclic AMP receptor protein: N-terminal core; DNA binding; 
Nitrocellulose filter bmding assay (Clore, G.M. (164) 57) 
cyclic-AMP phosphodiesterase 
Guanyl nucleotide; Insulin; Phosphorylation; Guanyl nucleo- 
tide regulatory protein: Plasma membrane; (Rat liver) (Heyw- 
orth. C.M (154) 87) 
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cyclic AMP receptor protein 
DNA binding; Synthetic oligonucleotide, CD (Martin, S.R 
(159) 102) 
N-termmal core; cyclic AMP modulatton: DNA bmdmg: Nttro- 
cellulose filter binding assay (Clore. G.M (164) 57) 
Amphipathic helix 
Membrane channel; Alamethicin; Helix dipole; Membrane 
transport; Pepttde aggregation (Mathew. M.K (I 57) I ) 
Amphipathic hydrolase 
YGlutamyltranspeptidase. Brush border membrane: Propeptide 
cleavage; Oligosaccharide processing, (Kidney proximal tubule) 
(Capraro, M A. (I 57) 139) 
Amphipathic region 
Diphtheria toxin; Fragment B; Lipid-associating domam: Vol- 
tage-dependent conductance: Proline isomertzatton (Deleers. M 
(160) 82) 
Amylase 
Primary structure, Ammo acid sequence (Friedberg, F (I 52) 
139) 
a-Amylase 
Btfunctional enzyme inhibitor: Ammo acid sequence; Trypsin; 
Sequence homology, (Rag] seed) (Campos. F.A P (152) 300) 
Anaerobiosis 
H+-ATPase: Protonmotive force; Phosphorylation potential; 
Stoichiometry; (Eschrrichra coli) (Kashket, E.R. (154) 343) 
Cell cycle, Deoxyribonucleotide pool, Ribonucleottde reduction 
(Loffler. M. (I 56) 72) 
Analgesia 
Neo-kyotorphin; Peptide synthesis; Kyotorphm: Hemoglobin: 
(Bovme brain) (Ktso, Y. (155) 281) 
Anaplerotic reaction 
Glycolys~s; Tricarboxyhc acid cycle; Heterocyst; (Vegetative 
cell, Anahaena cylindrica) (Neuer, G. (I 58) 79) 
Angiogenesis 
Procollagenase: Heparin: Lymphoma: (Endothehal cell, Ftbrob- 
last) (Weiss, J.B. (163) 62) 
Angiotensin II 
Hepatocyte; Glucagon; cyclic AMP: Phosphorylase; Gluconeo- 
genesis (Morgan, N.G. (153) 77) 
Ionophore A23 187; Vasopressm; Hypothyroidtsm, Glycogeno- 
lysis. (Rat hepatocyte) (Corvera, S (153) 366) 
Adenylate cyclase; Receptor; Adrenal cortex (Marie, J. ( 159) 
97) 
Cal+; Glucose release; Glycogenolysis, Ca2+ Influx. Hormone 
receptor (Dewitt. L.M. (160) 259) 
2,5-Anhydro-D-mannitol 
b-Fructofuranosidase: Invertase: Inulinase (Workman. W.E. 
(160) 16) 
Anion transport 
Band 3 protein: Erythrocyte membrane (Kaplan, J H. (156) 
175) 
Cholesterol: Phosphate uptake; Band 3 protem. (Human eryth- 
rocyte) (Gregg, V.A. (I 57) 159) 
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Band 3 protein: I-Fluoro-2,4-dmitrobenzene: 4.4’-Diisothiocya- 
nodihydrostilbene-3.2’-disulfonic acid; Erythrocyte (Rudloff, V. 
(163) 14) 
Anionic phospholipid 
Bacterial membrane; Respiratory chain, (Escherichra coli) 
(Demant, E.J F (155) 197) 
Annulate lamella 
51 
Cytochrome-c oxidase; Reconstituted vesicle: Proton pumpmg: 
Chemiosmosis (Chan, S.H.P. (162) 344) 
Ribosomal protein Sl7; lmmunoelectron mtcroscopy: Fluores- 
cence amsotropy; Ribosomal protein L6: Fluorescence quench- 
ing (Stiiffler-Meilicke, M. (163) 94) 
Chromogranin; Chromaffin; mRNA (Kilpatrick, L (164) 383) 
Antibody attachment 
Drug targeting; Collagen; Avidin: Erythrocyte (Samokhin, G P 
(I 54) 257) 
Antibody idiotype 
Acetylcholine receptor; Monoclonal antibody; Antibody speci- 
ficity; Myasthenia gravis; (Human muscle) (Tzartos. S. (158) 
116) 
Antibody interaction 
Phosphofructokinase; (Yeast) (Huse, K (155) 50) 
Antibody specificity 
Acetylchohne receptor; Monoclonal antibody; Antibody idio- 
type; Myasthenia gravis; (Human muscle) (Tzartos. S. (158) 
116) 
maternal mRNA: Poly(A)+ RNA; Repetitive sequence: Mic- 
roinjection: Oocyte: Maturation, (Amphibian) (Shiokawa, K. 
(151) 179) 
Anoxia 
31P-NMR: Heart metabohsm; High-energy phosphate; Reco- 
very (Neurohr. K.J. (159) 207) 
Chemilummescence: Antibody: Adriamycin; Glucose; (Ehrlich 
ascites cell) (Cheng. B. (160) 169) 
Anthracycline 
Adriamycm (doxorubicin); 5-Iminodaunorubicin; Cancer che- 
motherapy; Mitochondria: Electron transport: Free radical 
(Davies, K.J.A (153) 227) 
Antibiotic 
Polyphenol ox&se; Rifamycm B oxidase: Rifamycm (Han, 
M H. (151) 36) 
Bacterial membrane: Pemcilhn-binding protein; Photoreacti- 
vity; /j-Lactam. Membrane photolabeling: Photocross-linking; 
/E.wherichiu co/i) (Aran. V. (153) 431) 
Ribosome; Translocation: Protein synthesis, Ribosomal A site 
(Hornig. H. (156) 311) 
deacylated tRNA-ribosome interaction; Ribosome exit site, 
Tetracycline, Edeme; Intersubunit site distribution (Kirillov, 
S.V. (157) 91) 
Antibiotic-polydeoxynucleotide interaction 
Z-DNA-B-DNA transition: Netropsin; Distamycm-3; Small 
groove-binding antibiotic; Purme-pyrimidine alternation; DNA 
conformation (Zimmer. C. (I 54) 156) 
Antibiotic production 
Aminoglycoside phosphotransferase: Antibiotic resistance; 
Butirosm; DNA sequence, (Buc~//us crrculuns) (Herbert, C.J. 
(160) 67) 
Antibiotic resistance 
Tetracycline; Ribosome (Mikulik. K. (152) 125) 
Aminoglycoside phosphotransferase: Antibiotic production; 
Butirosin; DNA sequence; (BaclNus circulans) (Herbert, C.J. 
(160) 67) 
Antibody 
Myeloid leukemic cell, Bone marrow cell); Differentiation fac- 
tor; Colony-stimulating factor (Tomida, M. (151) 281) 
Asialoglycoprotem receptor; Electron microscopy; Ligand 
uptake: (Hepatocyte, Liver macrophage) (Roos. P.H. (157) 253) 
Antigenic structure; Immunoblotting; Immunoglobulin M; 
Immunoglobulin G; I To.wplusmagondrrI (Partanen. P. (158) 
252) 
Chemilummescence; Adriamycin, Anoxia; Glucose; (Ehrhch 
ascites cell) (Cheng. B. (160) 169) 
Antigen 
Lymphocyte; Radiolabeling; 2D gel electrophoresis, Electrob- 
lottmg; Peptide analysis; (Spleen) (Reske. K. (I 59) 153) 
H-2 antigen 
Protein A-gold complex; (Blastocyst outgrowth, Trophoblastic 
cell) (Leclipteux. T. (157) 277) 
I Antigen 
p-3-N-Acetylglucosammyhransferase; /I-6-N-Acetylglucosami- 
nyltransferase; N-Acetyllactosamme synthase; Lactose; N-Ace- 
tyllactosamine: (Human serum) (Zielenski. J. (158) 164) 
/I( I -*_I)-N-Acetylglucosammyltransferase; /I( I +6)-N-Acetylg- 
lucosammyltransferase; Lactose; i phenotype: (Human serum) 
(Zielenski, J. (163) 114) 
large T antigen 
Simian virus 40; Cell fractionation: Post-translational modifica- 
tion; Protein acylation; Membrane-protein association (Klock- 
mann, U (151) 257) 
Lp(a) antigen 
Lp(a) lipoprotein; Atherosclerosis (Utermann. G. (154) 357) 
Antigenie community 
Concomitant immumty; (Schutosoma munsoni) (Dissous, C. 
(162) 355) 
Antigenic determinant 
Acetylcholine receptor; Monoclonal antibody; Phosvitm (Piz- 
zighella. S. (159) 246) 
Antigenie site 
Actin-antibody interaction; Chemical modification; Polymeriza- 
tion (Benyamm, Y. (160) 41) 
Antigenic stimulation 
Ca2+; intracellular pH; Thymocyte; Fluorescence microscopy: 
(2H3 cell) (Rogers, J. (161) 21) 
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Antigenic structure 
Immunoblottmg: Immunoglobulin M; Immunoglobulin G: 
Antibody; ( To.~oplasmu go&i) (Partanen. P. (158) 252) 
Antigenic variation 
Picornavlrus; Foot-and-mouth disease virus; Synthetic peptide: 
Structural model (Clarke, B.E (157) 261) 
Antimvcin 
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Insulin release; Electrical activity; lonophore A23 187; K + per- 
meability; Ca*+ activation; (Pancreatic Islet cell) (Lebrun. P. 
(161) 41 j 
Cytochrome h-561: Secretory granule. Chromaffin granule; 
Plasma membrane: Dehydrogenase; Spectral shift (Malviya. 
A.N. (160) 153) 
Antimycin A 
Cytochrome bc, complex; Cytochrome b; Myxothiazol; Ubiqui- 
nol-cytochrome c oxldoreductase: (Rps. sphaeroides) (Gabel- 
Imi. N (153) 146) 
Cytochrome hc, complex, Cytochrome b; Myxothiazol; Ublqui- 
nol-cytochrome c oxidoreductase: (Rps. sphoeroides) (Gabel- 
hm, N (153) 151) 
Antioxidant 
Ceruloplasmin; Lipid peroxidatlon; Hydroxyl radical; Ferroxi- 
dase; Metal ion dependence; Free radical (Gutteridge. J.M.C. 
(157) 37) 
Antioxidant effect 
Lipid peroxidatlon; Ceruloplasmm; MIcrosome (YamashoJl, S. 
(152) 168) 
Antiueutide antiserum 
Solid-phase peptIde synthesis, Tobacco mosax wus; Transkd- 
tlon; Local lesion spreading; (Tobacco protoplast) (Kiberstis. 
P A. (164) 355) 
Antiserum 
Synaptosome; Lysls: ;I-Ammobutyric acid; Lactate dehydroge- 
nase: Glutamate decarboxylase (Docherty, M. (152) 57) 
Uncoupling protein; Mitochondria; Radioimmunoassay: (In- 
fant. Brown adipose tissue) (Lean, M.E.J (163) 235) 
Antithrombin 
cc:-Macroglobulin, Thrombin: Chymotrypsm (Pochon, F. (161) 
51) 
a,-Antitrypsin 
Edman degradation; Translation; Prepeptide; Primary culture; 
Deglycosylation: (Rat hepatocyte) (Gross, V. (151) 201) 
Translation; Processing: (Human liver); mRNA (Bathurst, I.C. 
(153) 270) 
Antitumor antibiotic 
Chartreusin, Topmsomerase I; Nuclease S,; Restriction endo- 
nuclease: DNA-specific binding (Uramoto, M. (153) 325) 
Antitumor drug 
TN-16. Nocodazole, Taxol; Tubuhn; Microtubule assembly 
(Arai, T. (155) 273) 
Antiviral drug 
Drug targeting, Adenine arabinoside; Hepatitis B; Lactosami- 
nated albumm; Aslaloglycoprotem receptor (Fiume, L. (153) 6) 
Apamin 
K’ channel; Hepatocyte; Ca2+ activation; (Guinea pig) (Cook, 
N.S. (I 52) 265) 
Aphidicolin 
Synchronization; Cell culture: nuclear DNA synthesis, (Daucus 
carom) (Sala. F. ( 153) 204) 
Apoferritin 
Amino acid sequence; (Human liver) (Addison, J.M. (164) 139) 
Apolipoprotein B 
RNA; Translation; LDL, (Human liver) (Olofsson. S.-O. (156) 
63) 
Apurinic/apyrimidinic endodeoxyribonuclease 
DNA repair; Chromatm. Nucleosome (Bricteux-Grtgmre. S 
(157) 115) 
Apurinic/apyrimidinic site 
mterstrand DNA cross-link; Ionizing radiation (Goffin. C. (161) 
140) 
Arachidonate 
Myoglobin, Prostaglandm; LIpId peroxide; Oxldatlon: (Heart) 
(Walters, F P (163) 292) 
Arachidonic acid 
Lipoxygenase; Positional specificity; Retlculocyte; 15-Hydra. 
peroxyicosatetraenolc acid; 12-Hydroperoxyicosatetraenoic 
acid (Kiihn. H. (153) 353) 
12-Hydroxy-5.8.10.14-lcosatetraenoic acid; Cycle-oxygenase; 
Lipoxygenase: Thromboxane A?. (Human platelet) (Sautebin. 
L. (157) 173) 
Oleoylanilide; Lmoleylanilide; Triacylglycerol: Phosphohpid; 
Neutrophil; (Human) (Gil, M.G. (162) 151) 
Archaebacteria 
Elongation factor; Ribosome specificity; Polyphenylalanme syn- 
thesis; (Thermoplasma acidophilum, Methanococcus vanmelu) 
(Khnk. F. (155) 173) 
Ferredoxm; Ammo acid sequence; Phylogeny; Cysteme dlstrl- 
bution; (Thermoplasma acidophrlumi (Wakabayashl, S. (162) 
21) 
Archaebacterium 
Co-methyl-5-hydroxybenzimidazolylcobamide; Vitamin B,>-fac- 
tor III; Methanogenesis: Methanol, (Mefhanosurcrna barkers) 
(Hiillnegl. V. (151) 156) 
Arginine 
Mitochondria; Urea synthesis; Cyclohexlmlde, Carbamoyl- 
phosphate synthetase I ( 15 
Arginine kinase 
Radius of gyration; Hinge bending: X-ray scattermg (Dumas, 
c. (153) 128) 
Arginine modification 
Photosystem II; Herblclde-bmding site, Phenylglyoxal; Atra- 
zme; Diuron (Gardner, G. (164) 191) 
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Aromatic residue 
Epldermal growth factor; ‘H-NMR; Photo-CIDNP; Protein 
dynamics (De Marco, A. (159) 201) 
Arrhenius plot 
Actomyosin dlssoclatlon; Subzero temperature stopped-flow; 
Ethylene glycol (Millar, N.C. (160) 141) 
Arrhenius plot discontinuity 
Phase transition; Myosin subfragment 1: ATP binding, Confor- 
mational change, Enzyme kinetics (Biosca. J A (153) 217) 
Arylation 
Catechol oxldatlon: Quinone formation; Tanmng mechanism; 
Quinone methide generatlon: Polyphenol oxidase; (Insect cut]- 
cle) (Sugumaran, M. (155) 65) 
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Arylazide 
Photoaffimty labeling, ATP; p-p-Azldoamhde: Qumone dilmme 
intermediate (Badashkeyeva. A.G (155) 263) 
Ascorbic acid 
Hydrocortlsone; Chromaffin cell; Ascorbic acid transport 
(Levine. M.A. (158) 134) 
Ascorbic acid transport 
Ascorbic acid. Hydrocortisone: Chromaffin cell (Levine. M.A. 
(158) 134) 
Asialoglycoprotein receptor 
Antiviral drug: Drug targeting. Adenine arabmoside; Hepatitis 
B. Lactosaminated albumin (Flume. L (I 53) 6) 
Antibody: Electron microscopy; Llgand uptake; (Hepatocyte, 
Liver macrophage) (Roos. P.H. (157) 253) 
Asparaginopine 
Glutaminopme: Crown-gall tumor; Ti plasmid; (Aprahacferium 
tumefacrens/ (Chang. C -C. (162) 432) 
Aspartate aminotransferase 
AMP; Pyrldoxal5’-phosphate (DI Donato. A. (153) 98) 
Coenzyme binding; solution X-ray scattering; Synchrotron 
radiation (Verge. D. (154) 277) 
Aspartate transcarbamylase 
N-Phosphonoacetyl-L-aspartate resistance; Rudimentary gene; 
Enzyme overproductlon; Gene amplification, (Drosophila mela- 
nogarrerj (Glorgl. D (162) 374) 
/LAspartyl shift 
Gastrin-releasmg peptide; Bombesm; Gastrm release; HPLC; 
Ion-exchange chromatography (McDonald, T.J. (156) 349) 
Aspartyl-tRNA synthetasc 
Aminoacyl-tRNA synthetase; Glycosylation: Protem modlfica- 
tion (Colas, B (163) 175) 
Association constant 
Lycorme: 80 S rlbosome; Peptidyltransferase center (Kukha- 
nova. M ( 160) 129) 
Association equilibrium 
Erythrocyte membrane: Band 3 protem: Trlton X-100: Peroxide 
(Schubert. D. (163) 81) 
Association intermediate 
Lactate dehydrogenase; Reconstitution (Girg. R. (163) 132) 
Astrocyte 
Leu-enkephalin; Aminopeptidase; Enkephalmase A; (Rat brain) 
(Lentzen, H. (153) 93) 
Atherosclerosis 
Lp(a) lipoprotein: Lp(a) antigen (Utermann. G. (154) 357) 
ATP 
Histone H2A; Chromosomal protein; Temperature-sensltlve 
mutant; Ubiqmtm; (Mouse) (Matsumoto. Y. (151) 139) 
Photoaffinity labeling; y-p-Azldoanilide. Arylazlde; Qumone dil- 
mine intermediate (Badashkeyeva, A G. (I 55) 263) 
Membrane potential: Bacterial motility; Flagellar rotation, 
(Pseudomonas aeruginosa) (Armltage. J.P. (156) 113) 
Myoglobm; Thyroxine; Immunoanalysis: Luciferase; Lummes- 
cence (Grachev. M.A. (162) 266) 
ATP binding 
Arrhemus plot discontmuity; Phase transition: Myosin subfrag- 
ment 1. Conformational change; Enzyme kinetics (Blosca. J.A. 
(153) 217) 
ATP dependence 
Recombination; DNA unwmdmg, DNA dependence, ATPase; 
DNase (Ohlbaum. A. (158) 63) 
Mitochondria: CaL+ effect, Proteolysls: (Rat liver) (Rapoport, 
S. (160) 134) 
ATP hydrolysis 
Chloroplast; Coupling factor I; Light activation; Heat actlva- 
tion. Divalent cation specificity; Thlol modulation (Pick, U. 
(152) 119) 
mitochondrial ATPase; Oligomycm-sensitlvlty conferrmg pro- 
tein. ATP-P, exchange (Dupuis. A. (156) 99) 
Mitochondna; ATPase; Enzyme mhlbltor protem, Phosphory- 
lation; Acid-base transition (Husam. 1. (160) 110) 
ATP-phosphate exchange 
Coupling factor B: H+-ATPase: N-Ethylmaleimide (Hughes, J. 
(153)441) 
mitochondrlal ATPase. Ohgomycin-sensltlvlty conferring pro- 
tein; ATP hydrolysis (Dupuls, A. (156) 99) 
ATP synthase 
Gene duplication. Myehn proteohpid: Membrane protein: Mye- 
Im basic protein, P,, glycoprotem (Laursen. R.A. (161) 71) 
ATP synthesis 
ADP stimulation, Ca* + effect; Mn* + antagonism, ATPase-inhl- 
bitor protein: Respiration; Enzyme inhibitor protem (Bram 
mltochondrla) (Hdlered. L. (I 54) 247) 
Pyrophosphatase; Llposome; Reconstitution, ATPase: Proton 
pump (Nyrkn, P. ( 155) 125) 
Chemiosmosls: Chromatophore. Photosynthesis; Uncoupler 
(Cotton. N P.J. (161) 93) 
pH gradient: Protonmotive force; H+-ATPase: Cytoplasmtc 
membrane, (Anacvstu nidulans) (Muchl. R. (164) 116) 
ATP synthesis inhibition 
N-Propylhydroxylamme; H + Jump, Proteolipid modification 
(Skrzlpczyk, H J. (I 57) 343) 
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ATP synthetase 
Chloroplast: Subumt stolchlometry, Light-harvestmg complex 
(Stiss. K.-H. (153) 134) 
Mltochondna; LIpId peroxidation; Cation transport; Mem- 
brane potential; Cumene hydroperoxlde (Marshansky. V.N 
(158) 27) 
I-azido-ATP 
Actin: Photoaffimty labeling (Huang, C -K. (159) 145) 
ATPase 
Phosphate-binding site; Photoaflimty labeling. 4-Azldo-2.mtro- 
phenyl phosphate; I E cdr i (Pougeois. R ( 153) 65) 
Troponm T. Actomyosm; Enzyme Inhibition; Troponin I: Tro- 
ponm. (Rabbit skeletal muscle) (Chong. P.C.S. (153) 372) 
ATP synthesis: ADP stlmulatlon: Ca’ + effect; Mn* + antago- 
nism. Resplratlon. Enzyme Inhibitor protem (Brain mitochon- 
dna) (Hollered, L (154) 247) 
Electrogenic transport: Proton translocatlon; Transport energl- 
zatlon. (Yeast vacuolar membrane) (Okorokov, L A ( 155) 102) 
Pyrophosphatase; Llposome. Reconstitution; ATP synthesis; 
Proton pump (Nyrkn. P. ( 155) 125) 
Mltochondrla; Conformational change; Kinetics; Temperature 
effect. LIpId effect: CD (Curatola. G (155) 131) 
Plasma membrane; Proton transport; Enzyme regulation; 
Enzyme mterconversion: (Yeast) (Serrano. R. (156) 1 I) 
Tropomyosm bmdmg. Calmoduhn: Actm binding. Actomyosm: 
Ca’ + regulation (Stewart, D I H ( 157) 129) 
Recombmatlon. DNA unwinding: DNA dependence; ATP 
dependence; DNase (Ohlbaum. A. (I 58) 63) 
Hlstldine residue: Dlethyl pyrocarbonate: Enzyme InhIbItIon, 
I Rhodo.tpwdhwr ruhrum~ (Khananshvlh. D (159) 271) 
Mitochondrla; Enzyme Inhibitor protem, Phosphorylatlon; 
ATP hydrolysis. Actd-base transltion (Husain, I (160) I IO) 
Photoaffimty labeling. Chloroplast: 3’.O-(4-Benzoyl)benzoyla- 
denosme 5’.dlphosphate (Bar-Zvi, D (160) 233) 
Ohgomycm sensltlvlty. F,-ATPase; F, subunit; Ohgomycm- 
sensltlvlty conferring protein; Reconstltutlon, Trypsin digestion 
(Hundal. T. (162) 5) 
Membrane vesicle. Proton translocatlon. Vanadate sensitivity, 
Nltrate sensltlvlty. Acrldlne orange. pH gradient. (Radish) (De 
Mlchehs. M.1 (162) 85) 
Control function, Oxygen exchange. Mltochondria; Nucleotldc 
blndmg (Myers. J A (167) 277) 
Plasma membrane; Ca’ + translocase: Sulfhydryl group; Glu- 
tathlone: (Liver) (Bellomo, G. ( 163) 136) 
Recombmatlon. Unwinding, DNase (Banfalvl, G. (164) 28) 
Chloroplast envelope. Calmoduhn. Cation activation. (Spmach) 
(En Paul-AndrP Slegenthalcr. T D.N (164) 67) 
bacterial ATPase 
mltochondrial ATPase, Carboxyl group, Catalytic site: N-Eth- 
oxycarbonyl-2-ethoxy-1.3-dlhydroquinoline. N,iV’-Dlcyclohex- 
ylcarbodiimlde (Pougeols. R (I 54) 47) 
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Ca”+-ATPase 
Benzylaminopurme: Cal + content; Calmoduhn: Erythrocyte; 
(Wheat root) (Olih. 2. (154) 395) 
Sarcoplasmic reticulum; Energy transduction. Phosphorylatlon; 
Water activity. Fluorescence (DuPont. Y (156) 93) 
(Ca’+ +M$+)-ATPase 
Calmoduhn: Erythrocyte, Immunochemistry, Sarcoplasmic retl- 
culum; (Smooth muscle) (Wuytack. F. (154) 191) 
F,-ATPase 
mitochondrlal ATPase. Catalytic site; (Rat hver) (Cerdin. E 
(158) 151) 
Oligomycm sensitivity: ATPase; F, subunit; Ohgomycm-sensltl- 
vity conferrmg protein. Reconstitution: Trypsin dIgestIon (Hun- 
dal. T. (162) 5) 
H+-ATPase 
Coupling factor B. N-Ethylmaleimlde; ATP-phosphate 
exchange (Hughes, J (153) 441) 
Protonmotive force, Phosphorylatlon potential: Anaerobiosls, 
Stolchlometry: (Escherlchiu colr) (Kashket. E.R (154) 343) 
pH gradient; Protonmotlve force; ATP synthesis: Cytoplasmlc 
membrane, /Ancr~~.strsn~dulun.si (Muchl. R (164) 116) 
Mg’+-ATPase 
Phosphorylatlon. Ca” + aensltlvlty, Myosln hght cham: Mqosm 
hght cham kmase. Actm actlvatlon: (Smooth muscle) (Cole, 
H A. (158) 17) 
mitochondrial ATPase 
bacterlal ATPase; Carboxyl group: Catalytic site. N-Ethoxycar- 
bonyl-2-ethoxy-l,2-dlhydroquinolme, N.N’-Dlcyclohexylcarbo- 
dnmlde (Pougeols, R. ( 154) 47) 
Ohgomycm-sensitivity conferring protein: ATP-P, exchdnge. 
ATP hydrolysis (Dupms. A. (156) 99) 
F,-ATPase. Catalytic site. (Rat hver) (Cerdin. E. (15X) 151) 
(Na’ + K’)-ATPase 
Vltamm D: Cell prohferatlon; Ca2+ transport; Naf dcpen- 
dcnce; (Embryonic mtestme) (Cross, H.S. (153) 141) 
Electric organ, T murnlorurcr). LIpId-protein Interaction: Spm 
labelmg; ESR (Zachowski, A (163) 245) 
Papam dIgestIon. Detergent solublhzatlon (Freytag, J.W. (159) 
280) 
Ouabam. K+. (Rat heart) (Mansler, P (153) 357) 
Trypsm treatment. Reconstltutlon: Nat flux; Membrane leak; 
K ’ flu\. Bar model (Anner. B M. (I 5X) 7) 
transport ATPase 
Energy transduction; Water. Sarcoplasmlc reticulum. CaL +. 
Phosphorylation (DuPont, Y. (161) 14) 
Atrazine 
Photosystem II; Herblclde-bmdmg site; Argmme modlficatlon: 
Phenylglyoxal. Dluron (Gardner. G ( 164) 19 1) 
Atrial natriuretic factor 




Chloroplast: rDNA. Transcription; Stem-loop; (Higher plant) 
(Brtat, J F (163) I) 
Auto-oxidation 
Electron-transfer inhibitor; Superoxide generation; Resptratory 
chain. Mitochondria; Cytochrome hc, site; Q cycle; Center o; 
Ubisemiquinone (Ksenzenko, M. (155) 19) 
Autophagocytosis 
Vinblastine: Glycogen. cychc AMP: (Mouse liver) (Hirsimaki. 
P.(l51)89) 
Autophosphorylation 
cyclic GMP; Protem kmase; cyclic AMP, Heat stability; Inhibi- 
tor protem (Hofmann, F. (151) 71) 
Insuhn binding: Tyrosine kinase, Insulin receptor, Proreceptor; 
(Liver membrane) (Blackshear, P.J. (158) 243) 
Protem kmase: Casem kinase, Protein phosphorylation; Polyar- 
ginyl effector. (Polyamine) (Meggio, F. (160) 203) 
8-Benzylamino cyclic AMP: Protein kinase; cychc GMP depen- 
dence: Rr-Monohutyrj,l cyclic GMP(Hofmann. F. (164) 350) 
Auxin 
Poly(A) polymerase: Poly(A)+ RNA, Gtbberellic acid; (Pea ept- 
cotyl) (Berry. M. (154) 139) 
Avidin 
Drug targeting. Antibody attachment; Collagen; Erythrocyte 
(Samokhin. G.P. (I 54) 257) 
Avidin-Biotin 
DNA methylatton: Cross-linking; DNA-protein mteraction; 
Gene regulation; Z-DNA; Chromosome macttvation (Achwal, 
C.W. (158) 353) 
5-Azacytidine 
Hemoglobm; Globin; Electrophoresis. Differentiation: (Murme 
erythroleukemic cell) (Zucker, R.M. (162) 436) 
y-p-Azidoanilide 
Photoaffimty labeling; ATP; Arylazide: Quinone dumme inter- 
mediate (Badashkeyeva. A.G. (155) 263) 
NE-4-Azidophenylamidinoglucagon 
Glucagon, Hormone receptor (Horuk, R. (I 55) 213) 
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4-Azido-2-nitrophenyl phosphate 
ATIke; Phosphate-binding site; Photoaffimty labeling, (E. 
co/r i (Pougeois. R ( 153) 65) 
B 
B -+ Z transition 
CD: Poly(dG-dC) LI salt: Cobalt-hexamme bindmg (Ramesh, 
N (164) 33) 
Bacterial adhesion 
N-Acetyl-D-glucosamine; Endo-/&galactosidase; Erythrocyte; 
Hemagglutmation: Receptor (Vaidnen-Rhen. V. (159) 233) 
Bacterial growth 
Spermidme synthesis; Polyamine; Aminopropyltransferase. 
Reaction mechanism (Pegg. A.E. (155) 192) 
Bacterial membrane 
Pemcillin-bmding protem: Photoreactivity. /3-Lactam: Mem- 
brane photolabeling; Photocross-linking; Antibiotic; (Eschew 
chla co/r/ (Aran. V (153) 431) 
Anionic phospholipid: Respiratory chain; (Escherrchuz co/r / 
(Demant, E.J.F (155) 197) 
Bacterial motility 
Membrane potential; ATP, Flagellar rotation, (Pseudomonas 
aerugmosu) (Armitage. J P. (156) I 13) 
Bacterial photosynthesis 
Pigment-protein complex; Reaction center; Reaction center pro- 
tein; Proteolysis: (Rhodosprrdlum ruhrumj (Gtmenez-Gallego. 
G. (162) 91) 
Bacterial transport 
Adenosme transport; Marine bacterium: Adenosme salvage 
pathway, Nucleostde metabolism (Bengis-Garber, C. (160) 31) 
Bacteriochlorophyll 
Picosecond spectroscopy: Reaction center: Electron transfer: 
Bacteriopheophytin (Shuvalov. V.A. (160) 51) 
Pigment-protein complex; Regulation, (Rhodopseudomonu~ cap- 
sulurn) (Dierstem, R. (160) 281) 
Bacteriochlorouhvll-urotein 
Transverse membrane topography, Surface iodination; (Rho- 
dopseudomonas capsuluta i (Peters, J.D. (162) 57) 
Bacteriochlorophyll synthesis 
Exogenous nucleotide, Growth inhibition; Phototrophic bac- 
teria (Montesmos, E. (I 54) 196) 
Bacteriophage k 
mtraphage DNA: Bromoacetaldehyde; Secondary structure, 
DNA; Phage k (Shurdov. M A. (158) 289) 
CII protein: LexA repressor; OOP-RNA; SOS box; Competitive 
transcription, Development (Sprtzhitsky. Yu.A (160) 7) 
Bacteriophage T5 
tRNA gene; Hybridization. DNA sequencmg; tsoacceptor 
tRNA (Kryukov. V.M. (158) 123) 
Bacteriopheophytin 
Picosecond spectroscopy; Reaction center. Electron transfer; 
Bacteriochlorophyll (Shuvalov, V.A. (160) 51) 
Bacteriorhodopsin 
Proton pump; Ltposome; Synthetic hpid (Pabst. R. (I 54) 5) 
Membrane protein: Thylakoid membrane; Rhodopsm. Protein 
structure; Helix (Rao. J.K.M. (156) 165) 
Photocycle; Picosecond laser photolysts; Nanosecond laser pho- 
tolysts. Proton pumping: Absorption spectrum (Kobayashi, T. 
(162) 197) 
Purple membrane; Membrane surface potential; Chromophore- 
protem mteraction: Molecular dye probe. Resonance Raman 
spectroscopy (Ehrenberg. B. (164) 63) 
56 
Band 3 protein 
Amon transport; Erythrocyte membrane (Kaplan. J.H. (156) 
175) 
Cholesterol; Amon transport; Phosphate uptake; (Human 
erythrocyte) (Gregg. V A. ( 157) 159) 
Amon transport: I-Fluoro-2.4-dmltrobenzene; 4,4’-Diisothlo- 
cyanodlhydrostllbene-?.?‘-disulfonic acid; Erythrocyte (Rud- 
loff. V. (163) 14) 
Erythrocyte membrane: Assoclatlon equilibrium. Trlton X-100; 
Peroxide (Schubert, D. (163) 81) 
Bar model 
(Na+ + K+)-ATPase: Trypsm treatment; Reconstitution; Na+ 
flux. Membrane leak, K’ flux (Anner, B M. (158) 7) 
Barley stripe mosaic virus 
vlrion RNA. Translation ( DoIJ~. V V. ( 15 1) 2 15) 
Basal lamina 
Acetylchohnesterase: Heparm: Proteoglycan; (Neuromuscular 
Junction. Rat diaphragm muscle) (Torres, J C (154) 265) 
Base recognition 
Substrate specificity; Charge complementarity; X-ray dlffrac- 
tlon. Conformational flexibility; Protein-nucleic acid interaction 
(Borkakotl. N (162) 367) 
Base-base interaction 
Watson-Crick base-pair: Hoogsteen base-pair: Poly[d(A-T)] 
( RaJagopalan. M ( 159) 285) 
Basement membrane degradation 
Collagenase. Macrophage, Cell mteractlon. Metastasis, (Cancer 
cell) (Henry. N. (161) 243) 
Base-pairing shift 
NMR: M-Methoxyadenosme; Urldme; Ammo-ammo eqmh- 
brium. Hydrosylamme mutagenesis (Klerdaszuk. B. (158) 128) 
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Benzylamine oxidase 
Copper-containing enzyme; (Brain microvessel) (Mehrablan. 
Z.B. (164) 89) 
&Benzylamino cyclic AMP 
Autophosphorylatlon; Protem kmase; cyc11c GMP dependence, 
IV-Monohury$ c_vcl~c GMP (Hofmann. F. (164) 350) 
Benzylaminopurine 
Ca* +-ATPase Ca* + content, Calmoduhn, Erythrocyte. (Wheat 
root) (Olih. Z: ( 154) 395) 
Bicarbonate 
mtracellular pH; (Pancreatic islet) (Deleers, M. (I 54) 97) 
Batrachotoxin 
Na+ channel, Single-group rotation theory (Kosower. E M 
(163) 161) 
Ecnl methylase 
Beet necrotic yellow vein virus 
Tobacco virus. RNA; Cap structure: Poly(A) (Putz, C. (156) 41) 
Benzamil 
Mltochondrla. Na+ ‘Ca” antlporter; Amiloride. Dlltlazem. 
Ca’+ antagonist (Jurkowitz, M.S. (163) 362) 
Benzodiazepine receptor 
;,-Ammobutyrlc acid receptor; Photoaffinity label. Musclmol; 
Flumtrdzepam: (Rat cerebellum) (Asano. T. (151) 177) 
Benzophenone derivative 
Photoaffimty labelmg, 23 S RNA. Cross-hnkmg; Peptldyltrans- 
ferase. (E co/r rlbosomc) (Barta, A. (163) 319) 
3’-O-(4-Benzoyl)benzoyladenosine 5’-diphosphate 
PhotoaffinIty labehng. ATPase: Chloroplast (Bar-Zvl. D (160) 
233) 
Bicarbonate transport 
Transport kmetlcs: PhotosynthesIs: Carbon dioxide. / ~hhn~- 
clom&) (Spaldmg. M.H.-( 154) 335) 
Bifunctional enzyme inhibitor 
Amino acid sequence; a-Amylase: Trypsin; Sequence homology, 
(Rag] seed) (Campos. F A P. (152) 300) 
Bilayer helix 
Acetylcholine receptor; Acetylchohne-bmdmg site, Molecular 
model (Kosower. E.M (157) 144) 
Bilayer permeability 
Glycophorm; Dloleoylphosphatidylchohne. LipId vesicle: Pore 
size (Van Hoogevest. P. (I 57) 41) 
Bile acid 
Radlolmmunoassay; Tauro-/j-murichohc acid: Taurocheno- 
deoxychohc acid: (Isolated hepatocyte. Rat hver) (Botham. 
K.M (151) 19) 
Bile salt 
Cholesterol: Phosphohpld: Quasi-elastic light scattering (Som- 
Jen. G.J. (156) 265) 
Lipase: Phosphohpld: Tnglycerlde, Enzyme actlvatlon, (Pan- 
creas) (Erlanson-Albertsson. C. (162) 225) 
Bile salt stimulation 
Lipase: (Human milk, Newborn infant. Lipld dlgestlon) (Blick- 
berg, L. ( 157) 337) 
Biliprotein 
Phycoblhsome; Fluorescence: Trypsm. (Grrffrths~ nmm//s. Rho- 
dophyta) (Hiller, R.G. (156) 180) 
Bilirubin 
Albumin, Glutathlone S-transferase. Gossypol (Royer. R E 
(157) 28) 
Binary oscillation 
Chlorophyll fluorescence; Inhibitor bmdmg: Kmetlcs, 3-(3.4- 
Dichlorophenyl)-l.l-dimethylurea (Laasch. H. (159) 275) 
Binding kinetics 
Condensed-phase radlolummescence: Nltrendlpine bmdmg; 
Dlhydroalprenolol; (Cardiac myocyte) (Van Tscharner. V. ( 162) 
185) 
Binding parameter 
Tubuhn; Colclucine: Fluorescence. Polarlzatlon: (Brain) 
(Choudhury. G G (161) 55) 
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Binding site 
Lectin; Carbohydrate: Dtfference absorption; Stopped flow; 
(Peanut) (Loontiens. F G. (162) 193) 
Binding site interaction 
Enzyme specifictty: Aminoacyl-tRNA synthetase: Proofreadmg 
mechamsm, Tryptophanyl-tRNA synthetase (Degtyarev, S.K. 
(154) 293) 
Binding specificity 
RNA polymerase. Transcription: Elongation inhibition; Acti- 
nomycm D. RNA sequencing; (E. colr) (Aivasashvilh, V.A. 
(160) 124) 
Biological activity 
Gastrointestmal polypeptide; Amino acid sequence; C-terminal 
amide (Tatemoto. K. (164) 134) 
Biotin 
Carboxylase; Carboxyl-group transfer; Pyruvate carboxylase; 
Propionyl-CoA carboxylase; Reaction mechanism (Goodall, 
G.J. (163) 6) 
Bis-histidine ligation 
Cytochrome hb/; EPR; Semiqumone; S-Undecyl-6-hydroxy-4.7- 
dioxobenzothtazole; (Spinach) (Salerno. J.C. (162) 257) 
Blood clearance 
Drug delivery: Modified hposome; Plasma-induced leakage: 
Lipid transfer: Tissue uptake (Ball, A. (154) 373) 
Blood glucose 
Glycolys~s: Adenosme deaminase; W-Phenylisopropyladeno- 
sine, Insuhn sensitivity: (Rat soleus muscle) (Espmal. J (158) 
103) 
Blood group A 
Glycolipid; Fucolipid: Glycosyltransferase: Fucosyltransferase. 
GDP-fucose (Samuelsson, B.E. (I 52) 305) 
Blood group H gene 
Lymphocyte: Granulocyte; cc-L-Fucosyhrdnsferase; Lympho- 
cyte marker, (Human blood) (Greenwell. P. (164) 314) 
Blue oxidase 
Copper emission: Carbohydrate; Photooxidation (Avighano, L. 
(163) 274) 
Bombesin 
Gastru-releasmg peptide; Gastrin release; HPLC; Ion-exchange 
chromatography: BAspartyl shift (McDonald, T.J. (156) 349) 
Bottromycin 
Polysome. Acceptor site: Protem synthesis: Ammoacyl-tRNA 
(Otaka.T.(153)53) 
Boyden chamber 
Chemotaxts, Fibronectm: (Fibroblast) (Albim, A. (156) 222) 
Branched-chain dehydrogenase phosphatase 
Branched-chain 3 oxoacid dehydrogenase; Dephosphorylation; 
Reactivation: Mg’+ activation: Enzyme complex; (Ox kidney) 
(Fatama. H R. ( 158) 234) 
Branched-chain 2 oxoacid dehydrogenase 
Dephosphorylation; Reactivatton: Branched-chain dehydroge- 
nase phosphatase. MgZ+ activation: Enzyme complex; (Ox kid- 
ney) (Fatama, H.R. (158) 234) 
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Phosphorylation; Tryptic phosphopeptide; Phosphorylation 
site: Phosphorylation mactivation; (Ox kidney) (La”, K S (I 60) 
149) 
Branchedqhain Z-oxoacid dehydrogenase complex 
Enzyme purification: Phosphorylation: Enzyme mactivation; 
(Bovine kidney cortex) (Lawson, R. (157) 54) 
Multi-site phosphorylation; Enzyme macttvation; Pyruvate 
dehydrogenase complex: (Bovine kidney cortex) (Cook, K.G. 
(157) 59) 
Phosphorylation site: Ammo acid sequence, (Bovme kidney cor- 
tex) (Cook, K.G. (164) 47) 
Multistte phosphorylation: Mitochondria (Cook, K.G. (164) 
85) 
Bridging ligand 
Photosystem II: Oxygen evolution; Amme inhibtton: Cl-. Signal 
IIr (Sandusky, P.O. (162) 339) 
Bromoacetaldehyde 
intraphage DNA; Secondary structure; DNA, Phage h: Bacter- 
iophage ?, (Shurdov, M.A. (I 58) 289) 
Bromodaunomycin 
Doxorubtcin; Phosphate carrier; Proteohposome; Mitochondrta 
(Cheneval. D. (159) 123) 
Brush-border enzyme 
Isoelectric focusing, p1 change; Sialic acid, Postnatal develop- 
ment: (Rat small intestine) (Kraml, J. (151) 193) 
Brush border membrane 
yGlutamyltranspeptidase; Amphipathic hydrolase; Propeptide 
cleavage; Oligosaccharide processing: (Kidney proximal tubule) 
(Capraro, M A (157) 139) 
Nat/D-glucose cotransporter: Monoclonal antibody. (Small 
intestine) (Schmidt, U.M. (161) 279) 
Butirosin 
Ammoglycostde phosphotransferase: Antibiotic production: 
Antibiotic reststance; DNA sequence; (Bacrih crrcukzns) (Her- 
bert. C J. (160) 67) 
t-Butyl hydroperoxide 
Mitochondria; Ca * + efflux; Swelhng; Ruthenium red (Moore, 
G A (153) 289) 
n-Butyrate 
Chromatm: RNA polymerase; Histone acetylation: Nuclease 
digestion (Yukioka. M (158) 281) 
C 
Caz+ 
Calmodulm; Fungicide; Herbicide; Phosphodiesterase. (Bovme 
brain) (Hertel, C. (I 52) 44) 
Chronic stimulation; Parvalbumin. (Rabbit muscle) (Klug. G 
(152) 180) 
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Myosin kmase; Phosphorylation. Calmodulin; Enzyme regula- 
tion: (Smooth muscle) (Walsh, M.P. (153) 156) 
Desensitization, &Agonist; Vasopressm: Hepatocyte: (Perfused 
rat hver) (Klemeke. J. ( 153) 174) 
Phosphohpid. Protem phosphorylation; Neurotoxm (Kuo. J.F. 
(153) 183) 
Membrane bmdmg: Phosphohpid: Protein kmase, (Liver micro- 
some) (Sommarm. M ( 156) 231) 
Noradrenahne: Phosphatidylmositol. Mg2+. Plasma membrane 
(Wallace. M.A ( 156) 239) 
Calmoduhn. Protein phosphorylation: Protein kmase. lono- 
phore A23 187; (Carrot) (Graziana, A. (I 56) 325) 
Calmodulm: Protem kmase, Phosphorylase (Palfrey. H.C. (157) 
183) 
Ca2+ dependence, Calmoduhn. Hydrophobic Interaction chro- 
matography: Proteolytic fragment: Troponm C (Vogel, H.J. 
(157) 241) 
I .3+-uGlucan: Callose: Proteolysis; Phospholipid-mhibitor m- 
teraction: (Soybean) (Kauss, H. (158) 84) 
Phosphorylase kmase. Calmoduhn: Epinephrine. Glycogen 
metabohsm; (Porcine hver) (Nakamura. S. (159) 47) 
Pyruvate dehydrogenase, r,-Adrenergic receptor, Glucagon, 
Ionophore A23187; (Liver) (Assimacopoulos-Jeannet. F (159) 
83) 
Phosphohpid; Protein synthesis; Protem kmase: Eukaryotic 
untiation factor 2. D-Subunit (Schatzman. R.C. (159) 167) 
Phosphorylation. Myosm hght cham. cychc AMP: Isoelectric 
focusmg. Casein kinase (Singh, T.J. (159) 217) 
Exocytosis; Secretion, Catecholamme: Phorbol ester, Protein 
kmase C (Knight. D.E (160) 98) 
Glucose release: Glycogenolysis. Angiotensm II: Cal + Influx. 
Hormone receptor (Dewitt. L M. (160) 259) 
cychc AMP; Mitogen. Growth control (Ralph. R K. (161) I) 
transport ATPase, Energy transduction, Water, Sarcoplasmtc 
reticulum. Phosphorylation (DuPont. Y. (161) 14) 
mtracellular pH: Thymocyte; Antigemc stimulation. Fluores- 
cence microscopy; (2H3 cell) (Rogers. J. (161) 21) 
Calmoduhn-dependence Protein kmase; Glycogen synthase; 
Protem phosphorylation, (Brain) (Iwasa. T (161) 28) 
CaL + release. Mahgnant hyperthermia, Sarcoplasmic reticulum, 
Halothane, Dantrolene (Ohmshi, S.T. (161) 103) 
S-100 protein: Microtubule. Microtubule assembly; Affinity 
chromatography (Endo, T (161) 235) 
Fatty acid desaturdse. Phosphohpid. Acylation. Aging; (Lupin 
seedling) (Citharel. B (161) 251) 
Platelet aggregation; Monoclonal antibody, Leukemia (Bou- 
cheiu. C (161) 289) 
S-100 protein; Microtubule protean: K+, Microtubule (Donato. 
R (162) 310) 
Actm. Capping protem, Cytoskeleton: Triton model; (Bovine 
bram) (Isenberg. G ( 163) 225) 
Hepatocyte. cyclic AMP, Vasopressin: Adenylate cyclase: Glu- 
cagon (Morgan, N G. (163) 277) 
Calmodulin: Protem phosphorylation (McGumness. T L (163) 
329) 
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Trifluoperazine; Phorbol ester; Diacylglycerol; Protem kinase 
C; Platelet (Sanchez. A (164) 43) 
Epidermal growth factor; Receptor, (Pancreas) (Logsdon, C D 
(164) 335) 
cytoplasmic Ca2+ 
Dopamine: Thyroliberm: Prolactin secretion, Ca’+ level. 
(Anterior pituitary) (Schofield. J.G. ( 159) 79) 
Plant growth regulator: Cell wall acidification: cytoplasmic pH. 
Membrane potential; Transmembrane ion gradient (Brummer. 
B. (161)9) 
cytosolic Ca*+ 
Neutrophil; cytosohc pH, cytosohc MgL+, Ionophore A23187. 
Secretion (Virgilio. F D ( 163) 3 15) 
Ca2+ activation 
Neutral protease. Thiol protease: Ammo acid sequence. Active 
site, Carboxymethylation: Calpain (Suzuki, K. (152) 67) 
K+ channel; Apamm: Hepatocyte, (Gumea pig) (Cook. N.S. 
(152)265) 
Vimentm: Intermediate filament. Protem turnover, Protemase 
(McTavish.C.F.(154)251) 
Erythrocyte: Nuclease: (Xmopu.v i (Talwar. S ( 158) 349) 
Ribulose- I .5-bisphosphatc carboxylase: 6-Phosphogluconate. 
Oxyamon effector (Parry, M.A.J. (159) 107) 
Apamm: Insulin release. Electrical activity. Ionophore A23lX7, 
Kf permeabihty. (Pancreatic islet cell) (Lebrun. P. (161) 41) 
Protem assembly; Calciprotem. Enzyme regulation; (Plant) 
(Graziana. A. (163) 306) 
Ca2+ antagonist 
Mitochondria; Na’/Ca* + antiporter: Amiloride, Benzamil, DII- 
tiazem (Jurkowttz, M.S. (162) 262) 
Ca’+-binding protein 
L+ Cahguhn. Ca homeostasis. (Brain) (Waisman, D.M. (164) X0) 
Cazt channel 
Ca’ + Influx; Cell isolation; Exocytosis; Parathyroid hormone 
secretion. (Bovme parathyroid cell) (Wallace, J ( I5 I ) 83) 
Dihydropyridine. Transmitter release, Ca* + uptake. Ligand 
bindmg, Molecular probe (Takahashi, M. ( 152) I91 ) 
PH]PN 200-l 10: d-cls-Diltiazem. Target size. Molecular mass. 
(Skeletal muscle) (Gall. A (157) 63) 
d-ci.+H] Diltiazem: 1.4.Dihydropyridme. (Skeletal muscle) 
(Glossmann. H ( 160) 226) 
Phospholamban; Sarcolemma: Phosphorylation: cyclic AMP: 
(Cardiac muscle) (Huggms, J.P. (163) 297) 
Ontogenesis: Nitrendipme receptor, Excitable tissue (Kazazog- 
IOU, T (164) 75) 
Ca”+ content 
Benzylammopurme. Ca” + -ATPase: Calmoduhn. Erythrocyte. 
(Wheat root) (Olah. Z (154) 395) 
Cal+ dependence 
Calmoduhn. Phosphodiesterase; N-Phenyl-I-naphthylamme: 
Hydrophobicity. / Tetrahymena pyrrformi.c I (Inagaki. M. ( I5 I ) 
67) 
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Protem phosphorylation; Stimulus-secretion coupling; cyclic 
AMP dependence; (Exocrine gland) (Jahn. R. (153) 71) 
Ca” +: Calmodulin. Hydrophobtc interaction chromatography; 
Proteolytic fragment; Troponin C (Vogel, H.J. (157) 241) 
Ca*+ effect 
ATP synthesis: ADP stimulation: Mn*+ antagonism; ATPase- 
mhibitor protem, Respiration; Enzyme inhibitor protein (Brain 
mitochondria) (Hollered, L. ( 154) 247) 
Calmodulin. Myosm hght cham kinase: Phosphofructokinase. 
Calmoduhn-binding protein (Mayr. G.W. (159) 51) 
ATP dependence; Mitochondria: Proteolysis; (Rat hver) (Rapo- 
port, S. (160) 134) 
S-100 Protem, Zn2+ effect: CD (Mani, R.S. (163) 282) 
Ca2+ efflux 
Mitochondria: t-Butyl hydroperoxide; Swellmg; Ruthenium red 
(Moore, G A. (153) 289) 
Ca2 + extrusion 
Neutrophil; Neurotensin, Chemotaxis: Phagocytosis; Inflamma- 
tion (Goldman. R. (I 59) 63) 
Ca2+ flux 
Ionophore A23187; Phosphohpid; Erythrocyte (Vidaver, G A. 
(155) 117) 
Ca' + homeostasis 
Ca’+-bindmg protein: Caliguhn, (Brain) (Waisman. D.M. (164) 
80) 
Ca”-induced folding 
Calmodulm; Sequence analysis; Troponin C (Gariepy. J. (160) 
1) 
Ca*+ influx 
Ca’ + channel, Cell tsolatton; Exocytosis; Parathyroid hormone 
secretion; I Bovine parathyroid cell) (Wallace. J. (151) 83) 
Ca’+: Glucose release; Glycogenolysis; Angiotensin II, Hor- 
mone receptor (Dewitt, L.M. (160) 259) 
Ca2+ inhibition 
3’.5’-Cyclic-nucleottde phosphodiesterase: Heat stabihty; (Neur- 
ospora cra.~sai (Shaw. N.M (152) 295) 
Photosynthesis; Photosystem II; Chlorophyll fluorescence; 
I Anacystis nuhluns. Cyanobactena) (Brand. J.J. (I 55) 120) 
Caz+ intracellular 
Glucose uptake: Membrane transport; Serum-activated trans- 
port: (Muscle cell) (Khp. A. (162) 329) 
Ca’+ level 
Dopamine. Thyrohberm: Prolactm secretion: cytoplasmic Ca*+, 
(Anterior pituitary) (Schofield, J.G. (159) 79) 
Ca’+ mobilization 
Phosphatidic acid; cychc GMP: Acetylcholine; Muscarunc 
receptor. Chromaffin cell (Ohsako. S. (152) 62) 
Polyphosphomositide; Formylmethionylleucylphenylalanine, 
Neutrophil: (Rabbit) (Yano. K (161) 296) 
Ca’+ regulation 
Calmoduhn; Protem secretion; Trifluoperazine; (Lacrimal 
gland) (Mauduit. P. (I 52) 207) 
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Tropomyosm bmdmg; Calmodulin; Actin bindmg; Actomyosin; 
ATPase (Stewart, D.I.H. (157) 129) 
Ca* + release 
Malignant hyperthermia; Sarcoplasmic reticulum; Ca2+. 
Halothane; Dantrolene (Ohnishi, S.T. (161) 103) 
Ca2+ sensitivity 
Troponin I-like factor, Actm-linked regulation; Calmodulin; 
Tropomyosm; (Pig platelet) (Der Terrosian, E (I 52) 202) 
Phosphorylation; Myosin light cham. Mgz+-ATPase, Myosm 
light chain kinase. Actm activation, (Smooth muscle) (Cole, 
H.A. (158) 17) 
Ca2 + stimulation 
Protein S6; Phosphopeptide pattern; Secretagog; cychc AMP; 
(Guineapig parotid gland) (Padel. U. (159) I 12) 
Ca’+ translocase 
Plasma membrane; ATPase. Sulfhydryl group; Glutathione; 
(Liver) (Bellomo. G. (I 63) 136) 
Ca* + transport 
Vitamin D; (Na’ + K+)-ATPase; Cell proliferation; Na+ 
dependence; (Embryonic intestine) (Cross, H.S. (153) 141) 
Ontogenesis; Sarcoplasmic reticulum; Phospholamban; Protein 
kinase: (Cardiac muscle) (Will, H. (155) 326) 
Mitochondria. Ruthemum red sensmvtty: (White adipocyte, 
Rat liver) (Epping. R.J. (158) 21) 
Ca2+ uptake 
Ca* + channel: Dihydropyrtdme: Transmitter release; Ligand 
bmding. Molecular probe (Takahashi, M. (152) 191) 
Cell cycle; Trifluoperazme: (Yeast) (Saavedra-Mohna, A. (160) 
195) 
Dextran mduction: Phosphatidylserme: Ionophore A23 187, 
Murexide; (Rat peritoneal mast cell) (Sagi-Eisenberg. R. (161) 
37) 
Microsome: (Parotid gland) (Immelmann, A. (162) 406) 
Cadmium thiolate 
Metallothionein: CD, (Plant) (Rauser, W.E (164) 102) 
Caffeic acid 
5-Lipoxygenase, Leukotriene inhibitor; Prostaglandm synthe- 
tase: Lipoxygenase (Koshihara, Ya. (158) 41) 
Caffeine 
DNA synthesis; Toluene treatment: DNA enzyme: /E COII  
(Sandlie. I (I 51) 237) 
Calciprotein 
Caz+ activation. Protein assembly, Enzyme regulation; (Plant) 
(Graziana. A. (163) 306) 
Calcitonin 
mRNA, Translation, Radioimmunoassay: (Chicken, Ultimo- 
branchial gland) (Lasmoles. F. ( 157) 100) 
Calcium phosphate coprecipitation 
Cordycepin: (2’~S)Ohgoadenylate; Endonuclease: Enzyme acti- 
vation, Protein synthesis Inhibition (Lee. C (157) 305) 
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Cal&din 
Ca’ +-binding protein: Ca * + homeostasis: (Brain) (Waisman. 
D.M. (164) 80) 
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Ca2+, Protem phosphorylatton (McGumness. T L (163) 329) 
ATPase; Chloroplast envelope; Catton acttvation. (Spmach) 
(En Paul-Andre Stegenthaler, T.D.N (164) 67) 
Structural stability; Calmoduhn denaturatton: ‘H-NMR (Guer- 
ml, D. (164) 105) 
Cahnodulin antagonist 
Platelet-activating factor; W7; W5, Trifluoperazme: Platelet 
aggregation (Levy, J V. (I 54) 262) 
Platelet-activating factor; Macrophage; Prostanotd. Superoxtde. 
Spreadmg, W-7 (Hartung, H.-P. (160) 209) 
Calmodulin denaturation 
Calmodulin; Structural stability. ‘H-NMR (Guertm. D. ( 164) 
105) 
Calmodulin-binding protein 
Calmoduhn; Actm bmdmg; Smooth muscle contractton; Plate- 
let contractile protein. Flip-flop mechanism (Kakmcht. R (I 54) 
351) 
Ca* + effect; Calmodulm; Myosm light cham kmase. Phospho- 
fructokmase (Mayr. G.W (159) 51) 
Calmodulindependence; Protein kinase 
Ca*+; Glycogen synthase, Protein phosphorylation. (BraIn) 
(Iwasa, T. (161) 28) 
Calorimetry 
Ftbrmogen; X-fragment, Aa-chain. Domain mteractton. 
Unfolding (Medved, L.V (160) 291) 
Callose 
1.3~/t’-BGlucan: Proteolysis: Ca2 +: Phosphohptd-mhtbitor in- 
teraction: (Soybean) (Kauss. H. (158) 84) 
Calmodulin 
Phosphodiesterase: N-Phenyl-I-naphthylamme; Hydrophobt- 
city, Ca’+ dependence; ( Terrahymena pyrrformis) (Inagaki. M. 
(151) 67) 
cyclic AMP: Phosphodiesterase. Carbamylcholine: Thyrotro- 
pm, (Dog thyroid) (Miot, F. (151) 273) 
Fungicide; Herbtctde; Phosphodiesterase: Ca2+: (Bovtne bram) 
(Hertel. C. (152) 44) 
Troponm I-like factor; Actm-lmked regulatton; Tropomyosm, 
Ca’+ sensttivity; (Ptg platelet) (Der Terrostan, E. (152) 202) 
Ca* + regulation: Protein secretion, Trifluoperazine; (Lacrimal 
gland) (Maudutt, P. (152) 207) 
Malignant hyperthermra; Troponm C; Peptide mappmg, Tryp- 
sm. (Pig) (Lorkm. P A (153) 81) 
Myosm kmase, Phosphorylatton; Enzyme regulation. CaZ+; 
(Smooth muscle) (Walsh, M.P. (I 53) 156) 
CD; Troponm C. Heat stability; (Skeletal muscle) (Brzeska, H. 
(153) 169) 
Oocyte: Ltpovttelhn: Vttellogenm: (Xenopus) (Molla. A (154) 
101) 
(Ca’ ’ + Mgz + )-ATPase; Erythrocyte: Immunochemtstry, Sar- 
coplasmtc rettculum: (Smooth muscle) (Wuytack, F (154) 191) 
Calmodulm-bmdmg protein, Actm binding: Smooth muscle 
contractton; Platelet contracttle protein, Fhp-flop mechanism 
(Kakiucht. R. (154) 351) 
Benzylammopurme: Ca’ +-ATPase; Ca”+ content: Erythrocyte, 
(Wheat root) (Olah. Z (154) 395) 
Protem phosphorylatton; Protem kinase, Cal’. Ionophore 
A23 187: (Carrot) (Grdzrana, A. ( 156) 325) 
Tropomyosm bmdmg: Actm bmding. Actomyosin. ATPase; 
Ca’ + regulation (Stewart. D I H (I 57) 129) 
Ca’+: Protem kmase. Phosphorylase (Palfrey, H.C. (157) 183) 
Myosm hght chain kmase. Proteolytic fragment. Structural 
model (Mayr. G.W (157) 225) 
Ca” +, Ca’+ dependence, Hydrophobtc mteractton chromato- 
graphy: Proteolyttc fragment: Troponm C (Vogel, H J. (157) 
241) 
Phosphorylase kmase, Ca” +. Epmephrme, Glycogen metabo- 
hsm: (Porcme hver) (Nakamura, S. (159) 47) 
Ca’ + effect. Myosm light cham kmase; Phosphofructokmase; 
Calmodulin-bmdtng protem (Mayr. G W ( 159) 51) 
Ca2 +-Induced foldmg: Sequence analysts: Troponm C (Gariepy. 
J (160) I) 
Sarcoplasmic rettculum; Phospholamban, cychc AMP. Phos- 
phorylatton, (Heart) (Chtest. M. (160) 61) 
Trtfluoperazme: i9F-NMR, CD (Shtmizu, T. (160) 182) 
Mtcrotubule assembly. Tubuhn: S- 100 protein: Zn* + regulation 
(Deinum, J (163) 287) 
Calpain 
Neutral protease; Thtol protease: Amino actd sequence; Active 
site: Carboxymethylatton: Caz+ acttvatton (Suzuki, K (152) 67) 
Camphor monoxygenase 
Cytochrome P450; Peroxygenase reactton. Rapid scannmg 
absorptton spectroscopy (Wagner. G C (I 56) 244) 
Canavalin 
Small-angle X-ray scattering; Globuhn. Phaseolm. (Phu\eo/u\ 
vuigaru seed) (Plietz. P. ( 162) 43) 
Cancer chemotherapy 
Adriamycm (doxorubtcm); Anthracychne; 5-lminodaunoruht- 
cm, Mttochondrta; Electron transport: Free radtcal (Davtes, 
K.J.A (153) 227) 
Cap structure 
Beet necrottc yellow vem virus: Tobacco wrus; RNA; Poly(A) 
(Putz.C (156)41) 
Capping enzyme 
Enzyme-GMP mtermedtate; RNA 5’-trtphosphatase: , S WIPI’I- 
sraei (Itoh. N. (155) 161) 
Capping protein 
Actin, Ca*‘. Cytoskeleton, Trtton model; (Bovme brain) (Isen- 
berg. ‘G. (163) 225) 
Carbamoylphosphate synthetase 
Urea synthesis: Carbonic anhydrase. Data interpretatton; CO2 




Mttochondria; Urea syntheses; Arginine: Cyclohextmide (Kawa- 
moto. S. (151) 117) 
Carbamylcholine 
cycbc AMP: Phosphodiesterase; Calmoduhn; Thyrotropin; 
(Dog thyroid) (Miot. F (151) 273) 
Carbamylphosphate synthetase 
Ornithine transcarbamylase; N-Acetylglutamate synthetase. N- 
Acetylglutamate deacylase; N-Acetylglutamate; Arginine 
(Gomez, M. (156) 119) 
Carbocyanine dye 
Fluorescent probe; Triplet state; Liposome. Rotational diffu- 
ston; Membrane hptd (Johnson, P. (I 53) 391) 
Carbohydrate 
Lectm: Bmdmg site: Difference absorption; Stopped flow; (Pea- 
nut) (Loontiens, F G. (162) 193) 
Blue oxidase; Copper emisston; Photooxtdation (Avtgliano. L. 
(163) 274) 
Protein A; Tunicamycin; Aglycosylation; Secondary function; 
lmmunoglobuhn G; (Mouse) (Leatherbarrow, R.J. (164) 227) 
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Carbohydrate conformation 
Hydrogen exchange; Conformational equilibrium (Oberholtzer 
J.C. (158) 305) 
Carbohydrate structure 
Ovomucoid; Microheterogeneity; Hydrazinolysis: HPLC; ‘H- 
NMR. Heterogeneity (Paz-Parente. J. (152) 145) 
Ovomucotd; Fast atom bombardment: Heterogeneity; Mass 
spectrometry (Egge. H. (156) 357) 
Carbon dioxide 
Photosynthests; Chloroplast; Electrochromism; Energizatton 
(Garab, G. (154) 323) 
Bicarbonate transport; Transport kinetics; Photosynthests; 
(Chkzmydomonus) (Spalding, M H. (154) 335) 
Carbon dioxide equilibration 
Urea syntheses: Carbamoylphosphate synthetase; Carbonic 
anhydrase. Data interpretation; (Mitochondria, Rat hepato- 
cyte) (Hems, R. (153) 438) 
Urea synthesis. Dichloroacetate; Hydroxypyruvate; mitochon- 
drtal pH gradient; Metabolism (Hems, R. (160) 255) 
Carbon monoxide 
Peroxidase; Infrared spectroscopy; Hydrogen bond; Isotope ef- 
fect (Smith, M L. (163) 303) 
Carbon monoxide dehydrogenase 
Acetogemc bacterium; Nickel enzyme; (Clostridium thermoace- 
ricuml (Diekert. G. (151) 41) 
Acetyl-CoA synthesis; (Methanobacterium thermoautorrophi- 
cum) (Stuppertch, E. (156) 345) 
Carbon tetrachloride 
Trichloromethyl radical: Covalent binding; Ltpoprotem secre- 
tion; (Isolated hepatocyte, Fatty hver) (Poli, G. (160) 187) 
Carbonic anhydrase 
Urea synthesis; Carbamoylphosphate synthetase; Data mterpre- 
tation; CO2 equilibration; (Mitochondria, Rat hepatocyte) 
(Hems, R (153) 438) 
y-Carboxyglutamic acid 
Vitamin K; Carboxylase; Phosphoserme, Peptide substrate 
(Rich, D.H. (152) 79) 
Carboxyl group 
mitochondrial ATPase; bactertal ATPase. Catalytic site; N-Eth- 
oxycarbonyl-2-ethoxy-1.2-dihydroquinoline; N,N’-Dicyclohex- 
ylcarbodtimtde (Pougeois, R. (154) 47) 
Carboxyl group transfer 
Biotm; Carboxylase: Pyruvate carboxylase; Propionyl-CoA car- 
boxylase; Reaction mechanism (Goodall, G.J. (163) 6) 
Carboxylase 
Vitamin K; Phosphoserine; Peptide substrate; y-Carboxygluta- 
mic acid (Rich, D.H. (152) 79) 
Biotin: Carboxyl-group transfer; Pyruvate carboxylase. Propio- 
nyl-CoA carboxylase: Reaction mechanism (Goodall. G.J. (163) 
6) 
Carboxymethylation 
Neutral protease; Thiol protease; Amino actd sequence: Active 
site; Calpain; Ca* + activation (Suzukt, K. (152) 67) 
Dihydrofolate reductase; ‘%-NMR; Methtonme; Aminopterin 
(London, R.E. (160) 56) 
Carboxypeptidase 
Tubulin; Microtubule: Tvrosine carboxvueuttdase: Detvrosma- 
tion; Mtcrotubule-associated protein (A&e: C.A. (157) 75) 
Promsulm; Processing, Secretory granule; Insulinoma: Prohor- 
mone (Docherty, K (162) 137) 
Carboxy-terminal amide 
Thyroliberm: Amidation; (Bovine pituitary) (Husam. I. (152) 
277) 
Carcinogen 
Degranulation: Endoplasmic reticulum: Ribosome. Microsome 
(Poole, T.W. (151) 27j 
Actinomycin D; Chromatin; nucleolar DNA; RNA polymerase 
I; RNA polymerase. (E. coli) (Yu, F -L. (I 56) 83) 
Cardiac hypertrophy 
Myosin isozyme; Myosm light chain, Adaptation (Bugaisky, 
L.B. (161) 230) 
Cardiolipin 
Membrane protein, Lipid-protein interaction; Fatty actd (Lee, 
A.G (151) 297) 
Fuston; Ltposome; Melittm (Eytan, G.D. (156) 29) 
Phosphate carrier; Triton X-100; Acttvation; Reactivation 
(Mende, P. (158) 33 I) 
Cardiotoxicity 
Adriamycin; 5-Iminodaunorubicm; Mitochondrial membrane; 
Liposome; Respiratory chain (Pollakis, G (155) 267) 
Carrier ionophore 
CD; Ionophore X537A; Conformational analysis; Sandwtch 
complex; Ion transport (Vishwanath, C.K. (153) 320) 
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Casein 
Protem synthesis; mRNA, Gene transcription; Sodium butyr- 
ate, Prolactm action (Martel. P. (I 54) 55) 
Casein kinase 
Phosphorylation; Myosm hght cham; Ca*+: cyclic AMP; Isoe- 
lectric focusmg (Singh. T.J. (I 59) 217) 
Protem kmase; Protein phosphorylation; Autophosphorylation, 
Polyargmyl effector: (Polyamme) (Meggio. F. (160) 203) 
Neurofilament; Protein kinase; (Rat brain) (Toru-Delbauffe. D 
(162) 230) 
Casein kinase-2 
Protein kinase. Protein phosphorylation; Polyglutamate; Phos- 
phorylation site; Enzyme mhibitor (Meggio, F. (162) 235) 
Catalase 
Cyanobactermm; Nitrogenase, Oxygen, Superoxide dismutase; 
Photooxidation (Mackey. E.J. (156) 108) 
Catalysis 
ADP,ATP transport; Mitochondria; Transport model: Metallo- 
protein (Boos. K.-S. (160) 11) 
Catalytic hydrogenation 
Membrane fltndity: Chilhng susceptibility; (Anacysfis nidulans) 
(Vigh. L. (162) 423) 
Catalytic site 
mitochondrial ATPase: bacterial ATPase: Carboxyl group; N- 
Ethoxycarbonyl-2-ethoxy-I,2-dihydroquinolme: N,N’-Dicyclo- 
hexylcarbodiimide (Pougeois, R (154) 47) 
mitochondrial ATPase; F,-ATPase; (Rat liver) (Cerdin. E 
(158) 151) 
Cataract 
~Crystallm. Retmal, Schiff base; Structural model: (Eye lens) 
(Wistow, G. (161) 221) 
Catechol oxidation 
Qumone formation: Tanning mechanism: Quinone methide 
generation; Arylation: Polyphenol oxidase; (Insect cuticle) 
(Sugumaran, M. (155) 65) 
Catecholamine 
Insulin; Adenosme; Glucose transport, 2-Deoxyglucose uptake; 
Adipocyte (Green, A (152) 361) 
fl-Phenylisopropyladenosme; Fat cell metabolism, Insulin. 
Sugar transport modulation (Souness, J E. (153) 103) 
Glycolys~s; Glucose uptake: Glucose output; Exercise. a-Adre- 
nergic receptor, (Muscle. Liver) (Clark, M.G. (158) I) 
Ca’ +; Exocytosis; Secretion: Phorbol ester; Protem kmase C 
(Knight. D.E (160) 98) 
Cathepsin D 
Fibronectm; Gelatm-Sepharose. Heparin-Sepharose (Richter, 
H. (155) 317) 
Cation activation 
ATPase: Chloroplast envelope; Calmodulm; (Spinach) (En 
Paul-Andre Siegenthaler. T.D N (164) 67) 
Cation transport 
Mitochondria; Lipid peroxidation; ATP synthetase; Membrane 
potential. Cumene hydroperoxide (Marshansky, V.N. (158) 27) 
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CCCP 
Motihty; Na+ cycle: ( Vihrio aIgmo/vrwusi (Chernyak. B V 
(164) 38) 
CD 
Actm; DNase I (AJtai, K. (151) 94) 
Conformational change; ‘H-NMR. Mastoparan. Peptide-phos- 
phohpid interaction; (Wasp venom) (HigashiJima, T. (152) 227) 
Calmodulm; Troponin C, Heat stabtlity; (Skeletal muscle) 
(Brzeska. H. (153) 169) 
Ionophore X537A. Conformational analysis, Carrier iono- 
phore; Sandwich complex; Ion transport (Vishwanath, C K 
(153) 320) 
Drug binding: Synthetic peptide; Troponm C (Reid, R.E ( 154) 
60) 
Z-DNA conformation: ‘H-NMR; B-DNA conformation (Tran- 
Dmh. S. (154) 407) 
ATPase. Mitochondrta; Conformational change, Kmetics. 
Temperature effect; Lipid effect (Curatola. G (I 55) I3 I) 
cro protein, Repressor; Secondary structure: Denaturation 
(Bolotina. I.A. (155) 291) 
Ribosomal protein. Protem denaturation; Protem renaturation: 
NMR (Tumanova. L G (157) 85) 
DNA binding; Synthetic ohgonucleotide: cyclic AMP receptor 
protein (Martin, S R (I 59) 102) 
a-Mating factor, Fluorescence; Membrane-bound conforma- 
tion; Conformation-activity relationship; (Saccharomyws ccw- 
wsiae) (Higashgima, T. (159) 229) 
Trifluoperdzme: Calmodulm; ‘OF-NMR (Shimizu. T. (160) 182) 
S-100 Protein, CaL+ effect; Znz+ effect (Mam. R.S. (163) 282) 
B + Z transition; Poly(dG-dC) LI salt: Cobalt-hexamme bmd- 
ing (Ramesh. N. (164) 33) 
Jatrophone: sRNA bmdmg, Ultraviolet spectroscopy, ’ H-NMR 
(D’Alagm. M. (164) 51) 
Metallothionem: Cadmium thiolate; (Plant) (Rauser, W.E 
(164) 102) 
Cell adhesion 
Differentiation; Cell sorting; Glycoprotem synthesis. Plasma 
membrane; (Drct_rostehum ducoldeum) (Kiinzh, M. (155) 253) 
Cell culture 
Aphidicolin: Synchronization; nuclear DNA synthesis: (Dauuc 
carotal (Sala. F. ( 153) 204) 
Muscle development. Acetylcholine receptor; Sciatm: Transfer- 
rin (Stamatos. C. (I 53) 387) 
Muscarmic receptor, Methylscopolamme: Desensittzation; 
Down-regulation; Quinuclidinylbenzilate (Maloteaux, J.-M 
(156) 103) 
Dexamethasone; Glutamate transport; Hepatocyte; Hormonal 
control. Na+ dependence (Gebhardt, R (161) 375) 
Diazepam; Mitochondrial reticulum; Respiration; Membrane 
potential; Fluorescent probe (VorobJev, I.A. (163) 31 I) 
Cell cycle 
Ribonucleotide reductase; Thymidylate synthase: Fluorodeox- 
yuridine: Hydroxyurea: (Green algae) (Bachmann. B. (I 52) 247) 
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G, arrest; Growth control; Phosphatidylinosttol; (Succharo- 
nyces cere~~uae. Ceil division cycle mutant) (Dudani, A.K. 
(153) 34) 
Anaerobtosts; Deoxyrtbonucleotide pool; Rtbonucleotide 
reduction (LotIler, M. (156) 72) 
a-Factor, Glycoprotem: G, arrest: (Yeast) (Orlean. P. (158) 247) 
Ca* + uptake; Trtfluoperazine: (Yeast) (Saavedra-Molina, A 
(160) 195) 
Histone: Chromatin, Nucleosome gel (Wu, R.S. (162) 161) 
Differentiation: Interferon; Protein ~53; Protein synthesis. 
(Friend cell) (Ben-Dori. R (162) 384) 
Tubulin: Actm. Gene expression (Zimmerman, A.M. (164) 318) 
Cell differentiation 
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Cell wall acidification 
Plant growth regulator; cytoplasmrc Ca2+; cytoplasmic pH; 
Membrane potenttal; Transmembrane ion gradient (Brummer, 
B. (161)9) 
Cell immobilizatton; Secondary metabohte production; Polyur- 
ethane foam; (Cupsrcumj?ufescens Mill., Daucus carora L.) 
(Lindsey. K. (155) 143) 
Cell fractionation 
Simian virus 40. Post-translational modification; Protein acyla- 
tton; Membrane-protein assoctation; large T antigen (Klock- 
mann. U. (151) 257) 
Cell fusion 
Ltpophilic vitamm, Erythrocyte membrane; 3’P-NMR; Fluores- 
cence anisotropy: Membrane fluidity (Viti. V. (158) 36) 
Ceil immobilization 
Secondarv metabolite productton: Cell differentiation: Polvur- 
ethane foam; (Capsicu~frutescens Mill., Daucus carota L.j 
(Lmdsey. K. (155) 143) 
Cell interaction 
Basement membrane degradation; Collagenase; Macrophage; 
Metastasis; (Cancer cell) (Henry, N. (161) 243) 
Cell isolation 
Cal + channel. Ca2+ influx; Exocytosis; Parathyroid hormone 
secretion; (Bdvine parathyroid cell) (Wallace, J. (I 5 I) 83) 
Cell proliferation 
Vitamm D; (Na+ + K+)-ATPase; Caz+ transport; Na+ depen- 
dence: (Embryonic intestme) (Cross. H.S. (153) 141) 
Thyrotd; Thyrotropin: cyclic AMP; Forskolin; DNA synthesis. 
Serum-free culture (Roger, P.P. (157) 323) 
Cell sorting 
Differentiatton: Cell adheston; Glycoprotem synthesis; Plasma 
membrane; (Dicr_vosrelium discotdeum) (Kunzli, M. (155) 253) 
Cell surface change 
Fucosvltransferase: Glvcosvltransferase: Differentiation; (Tera- 
tocarcmoma stem cell,Pariktal endoderm cell) (Muramatsu, H. 
(163) 181) 
Cell suspension culture 
Quinolizidine alkaloid; Induction; Alkaloid syntheses gene 
(Wink. M. (159) 196) 
Cell volume 
Dtfferentiation: Glutathione; Lysis; (HL-60 promyelocytic leuk- 
emia) (Zucker. R.M. (155) 107) 
Cell-free system 
Translation: Inittation; Protem svnthests mhibttor: Protem syn- 
thesis mhibttion: /E.scherlchia coii) (Skelly. S M. (162) 16) 
Cell-free translation 
S-Adenosylmethionine synthetase isozyme; mRNA; Enzyme 
regulatton: (Ehrhch ascttes tumor cell, Mouse hver) (Sate. F 
(151) 148) 
Haptoglobm; Signal sequence; Precursor protein (Chow, V. 
(153) 275) 
Acute-phase protem: a>-Macroglobulin: at-Acid glycoprotem; 
cc,-Proteinase; Enzyme mhtbitor; Transferrm; (Rat serum albu- 
min) (Northemann. W. (161) 319) 
Urmary protem. Isoelectric focusmg: recombinant DNA; Mul- 
tigene famtly; (Rat hver) (Mertens, B. (162) 296) 
Cell-free translation system 
Vaccinia core; Protein syntheses control; Elongation inhibttton 
(Tas, P.W.L. (153) 427) 
Cellulose degradation 
1.4-p-D-Glucan cellobiohydrolase: Enzyme adsorptton; Hydrol- 
ysis; (Tnrhodermu reesel, Valonia macrophysal (Chanzy. H. 
(153) 113) 
Center o 
Electron-transfer Inhibitor; Superoxide generatton; Respiratory 
chain; Mitochondrta; Cytochrome bc, sate: Q cycle; Ubtsemiqut- 
none; Auto-oxtdation (Ksenzenko. M. (155) 19) 
Cerulenin 
Fatty acid synthase; Affinity labehng: Macrohde anttbtotic syn- 
thase; Erythromycm (Roberts. G. (I 59) 13) 
Ceruloplasmin 
Lipid peroxidation; Anttoxtdant effect; Mtcrosome (YamashoJi. 
S. (152) 168) 
Antioxidant, Lipid peroxidation; Hydroxyl radtcal; Ferroxi- 
dase; Metal ion dependence; Free radtcal (Gutteridge. J.M.C. 
(157) 37) 
Saturatton rate; Reactton sequence; Diferrtc transferrm; (Hu- 
man serum) (Chidambaram, M.V. (159) 137) 
A chain 
Ricin; Targetmg; B cham; Fibrosarcoma (McIntosh, D.P. (164) 
17) 
As-chain 
Fibrinogen; X-fragment; Domam Interaction, Unfolding; 
Calorimetry (Medved, L.V. (160) 291) 
B chain 
Ricin: A chain; Targetmg; Fibrosarcoma (McIntosh, D P. (164) 
17) 
Chain elongation 
Immunochemistry; Cytochrome b5; Microsome; Fatty acid: 
NADPH-cytochrome P450 reductase (Nagao, M (155) 1 I) 
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Chemiosmosis 
Cytochrome-c oxidase: Proton pumpmg: Reconstituted vesicle. 
Energy couphng (Casey. R.P. (I 54) 237) 
Cytochrome-c oxidase, Proton pumpmg: Proteohposome; 
(Thermus rhermophdus, Nlirobncrer ugdzs) (Sane. N. ( 155) 150) 
a-Helix; Protem conformation; Protem transport, Proton gradi- 
ent; Proton pump (Marvin, D.A (156) I) 
ATP synthesis; Chromatophore: Photosynthests: Uncoupler 
(Cotton, N.P.J. (161) 93) 
Cytochrome-c oxidase. Reconstituted vesicle; Proton pumping, 
Antibody (Chan. S.H.P. (162) 344) 
Chemotactic peptide 
Lysosome; Enzyme release, Receptor, Deutermm, Hydrogen 
bonding (Wu. A ( 159) 150) 
Polymorphonuclear leukocyte: Respiratory burst: Oxygen affi- 
mty, Cytochalasin B (Edwards, S.W. (161) 60) 
Chemotaxis 
Boyden chamber: Fibronectm; (Fibroblast) (Albuu. A. (156) 
222) 
Neutrophil; Neurotensin, Phagocytosis; Ca’+ extrusion: 
Inflammation (Goldman. R. (159) 63) 
Protein carboxymethylation: FOIIC acid; Monapterm. (Dicfros- 
telium drscoldeum, Drtyostehum locteum J (Van Waarde. A. 
(161)45) 
Chilling susceptibility 
Membrane fluidity; Catalytic hydrogenation; (.4nuc~.\fu ntdu- 
Ions) (Vigh. L. (162) 423) 
Chlorophyll a 
5-Aminolevulinic acid; Chlorophyll b. i3C-NMR; Glutamic 
acid; (Scenedesmus obhquusl (Oh-Hama. T. (153) 404) 
Channel-forming ionophore 
Decapeptide; a-Ammoisobutyrtc acid; X-ray structure analysis; 
3,” helix (Francis, A.K (155) 230) 
Chaotropic salt 
Ribosome: Nucleoprotem; Dissociation; (Yeast) (Damodaran. 
s. (158) 53) 
CHAPS 
Prolactm receptor; Solubilizatton: Estradiol; Cryptic site 
unmasking (Gavish. M. (I 54) 8 I ) 
Charge complementarity 
Substrate spectficity, Base recogmtton; X-ray diffraction: Con- 
formational flexibihty; Protem-nucleic acid mteraction (Borkak- 
oti. N. (162) 367) 
Charge recombination 
Photosynthesis; Primary reaction; Photosystem II; Fluores- 
cence, Lummescence; Energy transfer (Breton, J. (I 59) I) 
Chartreusin 
Antitumor antibiotic; Topoisomerase I; Nuclease S,; Restric- 
tion endonuclease: DNA-specific bmdmg (Uramoto, M (153) 
325) 
Chelator 
Superoxide; Hydroxyl radical. Iron; Haber-Weiss reaction; Fen- 
ton reaction (Flitter. W. (I 58) 3 IO) 
Chemical assay 
Neuropeptide; Glucagon-secretm family; Ammo acid sequence; 
C-terminal amide; (Porcme brain) (Tatemoto. K. (153) 248) 
Chemical carcinogen 
DNA methylatton; 4-Nitroquinoline I-oxide; DNA (cytosine-5-l 
methyltransferase; Poly(dG-dC)‘poly(dG-dC), (Brain) (Pfohl- 
Leszkowicz. A. (163) 85) 
Chemical ionization mass spectrometry 
Cytokmm nucleotide; 9-/I-D-Ribofuranosylzeatin (Summons. 
R.E (151) 122) 
Chemical modification 
7 S Ribonucleoprotein; 5 S rRNA: Protem-RNA interaction; 
(Xenopus loevisl (Peeler. T (I 57) 283) 
Cytochrome P-450: Active center. Tyrosme (Jamg, G. -R (I 59) 
58) 
Actm-antibody Interaction; Polymerization: Anttgemc site 
(Benyamin,Y.(160)41) 
Maleimide derivative: Showdomycin: N-Ethylmaleimide; Super- 
oxide generatton; NADPH oxidase; Lysozyme release; Conca- 
navahn A; (Guinea-pig neutrophil) (Yamashita, T (164) 267) 
Chemiluminescence 
Antibody; Adriamycm. Anoxia; Glucose; (Ehrlich ascites cell) 
(Cheng. B. (160) 169) 
Macrophage, NADPH-triose phosphate oxidoreductase; Hex- 
ose monophosphate shunt; D-Glyceraldehyde 3-phosphate; D- 
Glyceraldehyde (Ravid. K. (162) 107) 
Diethyl dithiocarbamate: Liptd peroxidation; Alkane forma- 
tion; Free radical (Bartoh. G.M. (164) 371) 
Chlorophyll b 
5-Aminolevulimc acid; Chlorophyll a; i3C-NMR. Glutamic 
acid: (Scenedesmus obliquus) (Oh-Hama, T. ( 153) 404) 
Chlorophyll fluorescence 
Chloroplast; Protein kinase; Light-harvestmg complex, Thylak- 
oid membrane: Electron transport (Horton. P. (I 52) 47) 
Photosynthesis; Ca* + mhibition. Photosystem II; /Anacrsfls 
mdulans. Cyanobacteria) (Brand, J.J. (155) 120) 
Photosynthetic mutant: Chlororespiration; Ionophore: Cou- 
pling site; (Chlamydomonus reinhardtii) (Bennoun, P. ( 156) 363) 
Binary oscillation; Inhibitor binding; Kinettcs; 3-(3.4-Dichloro- 
phenyl)-l.l-dimethylurea (Laasch. H. (159) 275) 
Photosynthesis; Induction curve, Kinettcs; Membrane organiza- 
tion; Structural heterogenetty (Hodges, M (160) 177) 
Photosynthesis, Chloroplast: Protem phosphorylation; Thylak- 
old; Photosystem II (Horton, P (162) 81) 
Chloroplast 
Glutamate synthase; Reconstitution, 2-Oxoglutarate; Enzyme 
activation; MgZ+ (Dry, I.B. (151) 31) 
Oxygen evolution: Membrane protein; Photosystem II; Photo- 
synthesis (Yamamoto. Ya. (151) 49) 
Photosystem II; Oxygen evolution: Hydroxylamme derivative: 
Hydrazine derivative, (Spmach) (Radmer. R. ( 152) 39) 
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Protem kmase: Light-harvesting complex; Thylakoid mem- 
brane; Electron transport: Chlorophyll fluorescence (Horton, P. 
(152) 47) 
65 
Freeze-fracture; Intramembrane particle dtstribution; Light 
Intensity: Lateral dtsplacement (Goodchild. D.J. (154) 243) 
Chloroplast replication 
Chloroplast; light-driven DNA synthesis, (Pisum .satzvum) 
(Mills, W.R. (163) 124) 
Cbloroplast structure 
Lipid particle: Liposome; Monogalactosyldiacylglycerol; Dtga- 
lactosyldiacylglycerol; Sulfoquinivosyldiacylglycerol (Sakai, 
W.S. (158) 203) 
Chlororespiration 
Photosynthetic mutant; Chlorophyll fluorescence; Ionophore; 
Coupling site: (Chlum~domonas reinhardtii) (Bennoun. P. (156) 
363) 
Coupling factor I; Light activation; Heat activation; ATP hy- 
drolysis; Divalent cation specificity: Thtol modulation (Pick, U. 
(152) 119) 
Heat stress: Membrane lipid: Hexagonal phase; Galactolipid; 
Protein-lipid interaction (Gounarts, K. (153) 47) 
ATP synthetase; Subunit stoichiometry; Light-harvesting com- 
plex (Siiss, K -H. (153) 134) 
Cytochrome b,: Cytochrome b6f complex; Electron transport; 
Low-temperature difference spectroscopy; Redox potential; 
(Cyanobactena) (Hurt. E.C. (153) 413) 
Thylakoid membrane; Hypotonic treatment; Immobihzed 
enzyme; Occluded nucleottde; Diffusion control; Photophos- 
phorylation inhibitor (Aflalo. C. (I 54) 175) 
Photosynthesis, Electrochromism; Carbon dioxide; Energiza- 
tion (Garab. G (154) 323) 
Chloroplast membrane; Photorespiration; Glycolate transport; 
N-Ethylmaleimide inhibition; Glycerate/glyoxylate inhibition 
(Howitz. K.T. (154) 339) 
Thylakotd: Manganese; EPR; Oxygen evolution; Zinc treatment 
(Miller, M. (155) 331) 
Couplmg factor 1; M,: Light scattering; Sedimentation equili- 
brium; Subunit stoichiometry (Moroney. J.V. (158) 58) 
Trts washing; Photosystem II; Signal IIf; pH effect; ADRY rea- 
gent, Kinetics (Yerkes, CT (158) 359) 
Photosystem II; Oxygen evolution; P680+; Cytochrome b-559; 
Signal IILr (Ford, R.C. (160) 159) 
Photoaffinity labeling. ATPase; 3’-0-(4-Benzoyl)benzoyladeno- 
sine 5’-diphosphate (Bar-Zvi. D. (160) 233) 
Photosynthesis; Protein phosphorylation; Thylakoid; Photosys- 
tern II; Chlorophyll fluorescence (Horton, P. (162) 81) 
Cytochrome b, Electron transfer; Ferredoxin; Plastoquinone 
(O’Keefe. D.P. (162) 349) 
light-driven DNA synthesis; Chloroplast replication; (Pisum 
satzvuml (Mills, W.R. (163) 124) 
Cytochrome b-563; Cytochrome bfcomplex; EPR; Cytochrome 
(Bergstrom, J. (164) 71) 
rDNA; Transcrtption; Stem-loop; Attenuation; (Higher plant) 
(Brtat. J F. (163) I) 
Cbloroplast lipid 
Lipid asymmetry; Membrane lateral heterogeneity; Phase parti- 
tioning; Thylakoid organization: Thylakoid subfractionation 
(Gounaris. K. (156) 170) 
Chloroplast membrane 
Acyl-CoA synthetase: Acyl-CoA thioesterase; Galactosyltrans- 
ferase (Block, M.A. (153) 377) 
Chloroplast: Photorespiration; Glycolate transport; N-Ethyl- 
maleimide inhibition; Glycerate/glyoxylate Inhibition (Howitz, 
K T. (154) 339) 
ATPase; Calmodulin; Cation activation; (Spinach) (En Paul- 
Andre Siegenthaler, T.D.N. (164) 67) 
Phosphatidtc acid phosphatase; Galactosyltransferase; (Spm- 
ach)(Block,M.A (164) 111) 
Chlorpromazine 
Trifluoperazine; LDL catabolism; Fibroblast; (Human) 
(Maziere, J.C. (162) 396) 
Chlortetracgcline 
Fluorescence; Neutrophil: Prostaglandin E,: Cyclic nucleotide 
(Smolen, J.E. (163) 119) 
Cholecystokinin 
Receptor binding; (Pancreas) (Sakamoto, C. (151) 63) 
Cholecystokinin C-terminal octapeptide 
Enkephalin; Neuropeptidase: Enkephahnase A, Metalloendo- 
peptidase; Synaptic membrane: Solubilization (Deschodt- 
Lanckman, M. (I 52) 109) 
Cholera toxin 
Adenylate cyclase; GDP; ADP-ribosylation: Plasma membrane; 
(Liver) (Shimada, N. (159) 75) 
Adenylate cyclase; Lectin; Hybrid protein; Lectin-peptide con- 
jugate (Van Heyningen, S. (164) 132) 
Cholesterogenesis 
Acetoacetate utilization; Ltpogenesis; Fatty acid synthesis; (Iso- 
lated hepatocyte, Ketone bodies) (Geelen, M.J.H. (163) 269) 
Cholesterol 
Bile salt; Phospholipid; Quasi-elastic light scattenng (Somjen, 
G.J. (156) 265) 
5’-Nucleotidase; Plasma membrane; Lipid-protein interaction 
(Whetton, A.D. (157) 70) 
Anion transport; Phosphate uptake; Band 3 protein; (Human 
erythrocyte) (Gregg, V.A. (157) 159) 
Choline acetyltransferase 
Monoclonal antibody; Cross-species reactivity; Cholinergic 
neuron (Ichikawa, T. (155) 306) 
Choline incorporation 
Endoplasmic reticulum; 12-0-Tetradecanoyl phorbol 13-ace- 
tate: (C3H/IOT’/, fibroblast) (Pryme, I.F. (152) 17) 
Choline uptake 
Synaptosome; Membrane vesicle; Ion gradient; (Insect) (Breer, 
H. (153) 345) 
Cholhergic drug 




Choline acetyltransferase: Monoclonal antibody; Cross-species 
reactivity (Ichikawa, T. (155) 306) 
Choriocarcinoma 
Polysialoganghoside; Chromatography, (Human, BeWo cell) 
(Friedman. S.J (152) 175) 
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Nucleosome: Transcription; RNA polymerase. DNA topology; 
Supranucleosomal organization (Grigoryev, S.A. (162) I) 
Histone; Nucleosome gel; Cell cycle (Wu. R.S. (162) 161) 
Nonhistone protem; High-mobility group protem: Spermatoge- 
nesis (Chiva. M. (162) 324) 
Chromatin organization 
Histone Hl phosphorylation; Facultative heterochromatm: 
(Mealybug) (Karmk. P.S. (163) 128) 
Chromatin structure 
Nucleosome; Nuclease digestion (Staynov, D.Z. (157) 31 I) 
Histone HI, Histone H3: Trypsin digestion; Immobihzed 
enzyme; Collagen membrane (Marion, C. ( 157) 3 17) 
Histone HI”: Histone location. Protein cross-linking (Dashke 
vich, V.K. (158) 276) 
Histone HI arrangement; Protein cross-linking. Chymotryptic 
digestion (Nikolaev. L G. (163) 66) 
Chromatography 
Polysialoganglioside; Choriocarcinoma: (Human, BeWo cell) 
(Friedman, SJ (152) 175) 
Chromatophore 
ATP synthesis; Chemiosmosis; Photosynthesis; Uncoupler 
(Cotton, N.P.J (161) 93) 
Chromatosome 
Histone HI; Chromatin; Histone H5 (Puigdomenech, P. (154) 
151) 
Chromogranin 
Chromaffin; mRNA: Antibody (Kilpatrick, L. (164) 383) 
Chromophore excitation 
Choriogonadotropin 
NMR: Histidme: Subumt Interaction; Glycoprotein hormone 
(Frankenne, F (151) 197) 
RNA: Ribonuclease Inhibitor. Human placental lactogen, 
Translation; (Wheat germ Human placenta) (Hiranyavasit, W. 
(152) 35) 
Chromaffin 
Chromogranin: mRNA; Antibody (Kilpatrick. L. (164) 383) 
Chromaffin cell 
Phosphatidic acid; CaL+ mobilization; cyclic GMP; Acetylcho- 
line: Muscarinic receptor (Ohsako. S. (152) 62) 
Ascorbic acid; Hydrocortisone; Ascorbic acid transport 
(Levme, M.A. (158) 134) 
Chromaffin granule 
Cytochrome b-561; Secretory granule; Plasma membrane; 
Dehydrogenase: Antimycin: Spectral shift (Malviya. A.N. (160) 
153) 
Chromatin 
Histone HI; Chromatosome: Histone H5 (Puigdomtnech. P. 
(154) 151) 
Histone H2A.Z, Nucleosome; Evolution; Histone variant; 
Amino acid sequence (Ball, D J. ( 154) 166) 
Chromosome; Methylation; DNA structure (Belyaev, N D. 
(154) 285) 
Core histone; Histone HI; Trypsin; Proteolysis; Electrophoresis 
(Harborne, N. (155) 88) 
Histone H2A; Ubiqmtin; Spermatogenesis; Histone H2A-ubi- 
qmtm conmgate (Agell, N. (155) 209) 
Actmomycm D. Carcinogen; nucleolar DNA; RNA polymerase 
I; RNA polymerase: (E. co/ii (Yu. F.-L. (156) 83) 
Maturation; DNA replication; Lymphocyte; Cycloheximide; 
Nuclease (Schlaeger, E.J. (156) 281) 
Nucleoprotein: Histone; Trypsin; Erythrocyte; (Liver nuclei) 
(Saccone, G.T.P. (157) I I I) 
Apurmic/apyrimidinic endodeoxyribonuclease, DNA repair; 
Nucleosome (Bricteux-Gregoire. S. (157) 115) 
RNA polymerase; Histone acetylation. n-Butyrate; Nuclease 
digestion (Yukioka, M. (158) 281) 
Reconstitution. Nucleosome: SGlobm; DNA (Nose. K. (159) 
251) 
Deuteration; Histone; NMR; (Saccharomyces cerevlsiae) 
(Hamana, K. (160) 21) 
5’-Hydroxyl kmase; 3’-Phosphatase; (Rat liver) (Habraken. Y. 
( 160) 46) 
Laser shssion; Polyadenylic acid, Complementary complex: 
Dansylnonathymidylate derivative; Light-induced diffusion 
(Bemmetskaya. L.Z. (163) 144) 
Chromophore-protein interaction 
Purple membrane; Bacteriorhodopsin; Membrane surface 
potential; Molecular dye probe; Resonance Raman spectros- 
copy (Ehrenberg, B. (164) 63) 
Chromosomal protein 
Histone H2A. Temperature-sensitive mutant: ATP: Ubiqmtm: 
(Mouse) (Matsumoto, Y. (151) 139) 
Chromosome 
Chromatin; Methylation; DNA structure (Belyaev. N.D. (I 54) 
285) 
Chromosome inactivation 
DNA methylation; Cross-linking; DNA-protem Interaction; 
Gene regulation; Z-DNA; Avidin-Biotin (Achwal, C.W. (158) 
353) 
Chronic stimulation 
mRNA; Translation: Myosin light chain: (Rabbit muscle) (Hei- 
hg,A.(151)211) 
Parvalbumin: Ca* ‘; (Rabbit muscle) (Klug, G. (I 52) 180) 
Leukemia; DNA; Restriction endonuclease digestion (Chen. S. 
(161) 217) 
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Sarcoplasmic reticulum; Membrane protein; (Muscle fiber) 
(Wtehrer, W. (158) 317) 
Myosin fight cham, Stoichlometry (Seedorf, K. (158) 321) 
Chylomicron 
Lipoprotein fipase (Bengtsson, G. (1.54) 21 I) 
Cbymotrypsin 
Pfasminogen acttvator; Trypsin: Computer modeling; Sequence 
aftgnment: &Structure formation: Urokinase (StraOburger, W. 
(157) 219) 
Serme endopeptidase; Protease; Evolution; Amino acid se- 
quence, (Invertebrate) (Jany, K.-D. (I 58) 98) 
~~-Ma~ro~Jobufin~ Thrombin: Antithromb~n (Pochon, F (161) 
51) 
Chymotryptic digestion 
C~romatin structure; H&one HI arrangements Protein cross- 
linking (Nikofaev, L.G. (163) 66) 
Cibaeron biueSepharose 
Adenyfate kinase; Enzyme puri~cation~ P*,~-Di{adenosine-5’) 
Pentaphosphate, f E co/z) (Brirzu, 0. (I 53) 280) 
Ciliary membrane 
Adenyfate cycfase; Guanytate cyclase; Excitable membranes 
(Paramecrum) (Schultz, J.E. (154) 347) 
Cimetidfne 
Histamme: cyclic AMP; Diphenhydramlne; Py~lamine; (Reti- 
nal pigment epithefmm) (Koh, S.-W.M. (164) 277) 
Cinnamyl-tRNA 
Phenyfalanyf-tRNA; Phenyffa~tyf-tRNA; Elongation factor Tu; 
Nucleic acid-protein mteractton (Derwenskus. K.-H. (151) f43) 
Circular extrachromosomal copy 
Transposable lement; (Yeast) (Baffana, P. (155) 225) 
Citrate synthase 
Cross-fmkmg; Cooperativity; Affosteric regufatton: Dithiobis- 
(succ~n~midyf propionate~; ~Acf~erobacfe? calroacefjcu~~ (Mit- 
chell. C.G. (ISI) 260) 
Proteofysis; Subtifism: Cooperativity; Enzyme regulation; (Aci- 
nrtobacter ~alcoa~et~cus~ (Mitchell, C.G. (151) 265) 
Pfasmid; lE.wherichia colr,J (Robmson, MS. (154) 51) 
Succinate thiokinase; (Thermus aquaticus, Halobacterium sah- 
narwnl (Weitzman, P.D.J (154) 369) 
Growth dependence; Multiple enzyme form (Pseudomonas uer- 
uginosn) (Solomon, M. (155) 157) 
Citrate syotbase gene 
Promoter region; DNA sequence; (Escherichia co@ (Hull, E.P. 
(I 56) 366) 
CI- 
Photosystem II; Oxygen evolution; Amine inhibiton; Bridging 
figand; Srgnaf I&(Sandusky, P.O. (162) 339) 
Cla~~n-aviate protein 
Nucfeotrde; Ultraviolet spectrum; HPLC; (Bovine brain) 
(Schook, W.J (164) 303) 
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Cleavage map 
Picornavirus: Encephalomyocarditis virus; Transfatton; Post- 
translational processing; Pofyprotein (Kazachkov, Yu.A. (154) 
f6I) 
Cloning 
Prolipoprotein signal peptidase; Temperature sensitivity: (E. 
colt outer membrane) (Yamagata. H. (I 58) 301) 
Cobalt 
Hemoglobin. Heme; Hemoglobin hybnd; Kinetics (Oertfe, M. 
(f53)213) 
Alcohol dehydrogenase; Iron (II); Product activation: (Zymo- 
monas mobtb) (Scopes. R.K. (I 56) 303) 
Cobalt&examine binding 
B -+ Z transition; CD; Pofy(dG-dC) LI salt (Ramesh, N. (164) 
33) 
Coenzyme A
Pantothenic acid; Phosphopantothenic acid; Phosphopanteth- 
eine; Enzymtc synthesis; Feedback inhibition (Shimizu, S. (151) 
303) 
&enzyme binding 
Aspartate aminotransferase; solution X-ray scattering: Synch- 
rotron radiation (Verge, D. (I 54) 277) 
Coenzyme Q
Complex III; Reductive titration; ESR (De la Rosa, F.F. (163) 
140) 
Coiled-coil structure 
Contractile protein; Actin binding; Troponin interaction; (Non- 
muscle tissue) Ca2 * regulation (Lewis, W.G. (I 56) 269) 
Colchicine 
Tubufin; Fluorescence; Polarization: Binding parameter; 
(Brain) ~Choudhu~, G.G. (161) 55) 
Colchicine binding 
Tubufin: Acetyfation; Lysine; Polymerization: Conformational 
change (Dasgupta, D. (I 52) 101) 
Colicin El 
TofC protein; Signal sequence; DNA sequencing; OmpF pro- 
tein; (E. cofi outer membrane) (Hackett, J. (156) 307) 
Collagen 
Drug targeting; Antrbody attachment; Avidin: Erythrocyte 
(Samokhln, G P. f 154) 257) 
Fibrocartifage; (Bovine meniscus, Cartilage) (Eyre, D.R. (158) 
265) 
Ffatefet aggregation; Thrombin; I-~-)Afkyf-2-acetyf-~~-gfy~ 
ceryf-3-phosphoryfchofine; Lysophosphatidic acid; Desensitiza- 
tion (Halfam, T.J. (162) 142) 
Coflagen membrane 
Chromatin structure; Histone HI; Histone H3; Trypsm diges- 
tion; Immobihzed enzyme (Marion, C. (157) 3 17) 
Coflagenase 
Basement membrane degradation; Macrophage; Celf interac- 
tion; Metastasis; (Cancer cell) (Henry, N. (161) 243) 
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Colony-stimulating factor 
Myelold leukemic cell, Bone marrow cell); Differentiation fac- 
tor; Antlbody (Tomida, M. (151) 281) 
Co-methyl-5-hydroxyhenzimidazolylcobamide 
Vltarnm B,?-factor III; Methanogenesis; Methanol; Archaebac- 
termm; f Methanosurcinu burkerij (Hallriegl. V. (151) 156) 
Compartmentation 
DNA polymerase; DNA precursor-synthesizing enzyme; Thy- 
mine nucleotide; (HPB-All cell) (Wlckremasmghe, R.G. (159) 
175) 
Compensated amino acid exchange 
Heat stability Enterotoxin, Amino acid sequence; (Escherichm 
cob) (Riinnberg, B (155) 183) 
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Concomitant immunity 
Antigenic community; (Schzstosoma munsom) (Dlssous. C. 
(162) 355) 
Condensed-phase radioluminescence 
Nitrendipine binding; Binding kinetics; Dlhydroalprenolol; 
(Cardiac myocyte) (Von Tscharner. V. (162) 185) 
Conformation prediction 
Amino acid sequence; Phospholipase A,. Sequence homology 
(Dijkstra. B.W. (164) 25) 
Conformation-activity relationship 
cl-Mating factor; Fluorescence; CD; Membrane-bound confor- 
mation; (Sacchuromyces cerevisiue! (Higashijima. T (159) 229) 
Conformational analysis 
Peptide regulator; Neurotensin; Receptor bmding: Energy cal- 
culation; (Mast cell) (Podinsh. L.U. (153) 25) 
CD; Ionophore X537A, Carrier ionophore; Sandwich complex; 
Ion transport (Vlshwanath. C.K. (153) 320) 
Conformational change 
Tubuhn, Acetylation; Lysine; Colchicme binding; Polymeriza- 
tlon (Dasgupta, D. (152) 101) 
CD; ‘H-NMR; Mastoparan; Peptide-phospholipid mteractlon; 
(Wasp venom) (Hlgashijima, T. (I 52) 227) 
Arrhemus plot discontinuity; Phase transItIon, Myosin subfrag- 
ment 1; ATP binding; Enzyme kmetics (Biosca. J.A (153) 217) 
ATPase: Mitochondria; Kinetics; Temperature effect; Llpid ef- 
fect; CD (Curatola. G. (155) 131) 
Cytochrome; Redox potential; Electrostatic Interaction (Moore. 
G.R. (161) 171) 
Conformational equilibrium 
Hydrogen exchange; Carbohydrate conformation (Oberholtzer. 
J C. ( 158) 305) 
Conformational flexibilitv 
Substrate specdicity; Base recognition; Charge complementar- 
ity; X-ray dIffraction: Protein-nucleic acid interactlon (Borkak- 
oti, N. (162) 367) 
Competitive transcription 
CII protem. LexA repressor; OOP-RNA; SOS box: Develop- 
ment; Bacteriophage h (Sprlzhitsky. Yu.A. (160) 7) 
Complement 
C Iq; Immune complex: Zinc; Fluorescence (Easterbrook-Smith, 
S.B. (162) 117) 
Complementary complex 
Laser scission; Polyadenyhc acid, Chromophore excitation; 
Dansylnonathymidylate derivatlve; Light-induced diffusion 
(Benimetskaya, L.Z. (163) 144) 
Complex III 
Coenzyme Q; Reductive tltratlon; ESR (De la Rosa, F.F. (163) 
140) 
Compound 48/80 
Membrane permeability. Liposome; Ion-selective electrode; K+ 
marker: Polymyxm B (Katsu. T. (151) 219) 
Computed contoured image 
Three-dimenslonal crystal; Ribosomal particle: Unit cell dimen- 
slons; Electron microscopy (Yonath. A. (163) 69) 
Computer analvsis 
Rib&omal prdtein Sl: Internal repeat; Protem companson; 
Gene evolution; Protein homology (Wittmann-Liebold, B. (154) 
31) 
Rlbulosebisphosphate carboxylase/oxygenase (Spmach. Rho- 
dospu-dlum rubrum); Sequence comparison; Sequence homology 
(Reeck. G.R. (154) 134) 
Computer modeling 
Plasminogen activator; Chymotrypwn; Trypsm; Sequence align- 
ment; /&Structure formation; Urokinase (StraBburger, W. (157) 
219) 
Computer simulation 
Oxldative phosphorylation: Control strength; Adenine nucleo- 
tide translocator: Respiration; (Rat liver mitochondria) (Tager. 
J M. (151) I) 
Concanavalin A 
Lectm; Manganese; Metalloprotein, Ultraviolet difference spec- 
troscopy (Young, N.M. (161) 247) 
Chemical modification; Maleimlde derivative; Showdomycin; 
A’-Ethylmaleimide; Superoxide generation: NADPH oxidase; 
Lysozyme release; (Gumea-pig neutrophll) (Yamashita, T. (164) 
267) 
Conjugation 
Allosteric regulation; Lactose carrier; Solute transport: (Rho- 
dopseudomonas sphaeroides, Escherichiu CC&) (Elfermk, M.G.L. 
(164) 185) 
Connector segment 
Myosin-S, heavy chain; Protease; PeptIde structure (Chausse- 
pied, P. (161) 84) 
a& contact 
Hemoglobin Kariya [a40 (C5) Lys + Glu]; Oxygen affinity 
(Harano. T. (153) 332) 
Contractile protein 
Coiled-coil structure; Actin binding; Troponin interaction; 
(Nonmuscle tissue) Caz + regulation (Lewis, W.G. (156) 269) 
Myosin light chain; Phosphorylation; (Cardiac muscle) (Sayers, 
ST. ( 154) 305) 
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Control function 
ATPasc; Oxygen exchange: Mitochondria; Nucleotide bindmg 
(Myers, J A. (162) 277) 
Control strength 
69 
Oxidative ph&phorylatton; Adenine nucleotide translocator: 
Respiration. Computer simulation; (Rat liver mitochondria) 
(Tager, J.M. (151) I) 
Cooperativity 
Citrate synthase; Cross-linkmg; Allosteric regulation; Dithiobis- 
(succmimidyl propionate), (Acinetobacter calcoaceflcus) (Mit- 
chell. C.G. (I 5 I) 260) 
Citrate synthase; Proteolysis; Subtilisin; Enzyme regulation; 
(Acmetobacter calcoacetlcus) (Mttchell, C.G. (151) 265) 
Copper 
Metallothionem; Cu-thionein; Stellacyanm, Cu(1) transfer; 
(Yeast) (Hartmann. H.-J. (152) 94) 
Erythrocyte, Superoxide dismutase (Glrtner, A. (155) 15) 
Copper center 
Lactase: Fluorescence; Phosphorescence (Wynn. R.M. (156) 23) 
Copper emission 
Blue oxidase. Carbohydrate; Photooxtdation (Avtgliano. L. 
(163) 274) 
Copper ligand 
2D Fourier transform NMR: Plastocyamn; Electron transport: 
Photosynthesis: Histidine (KoJiro, C.L (162) 52) 
Copper-containing enzyme 
Benzylamine oxidase; (Brain microvessel) (Mehrabian. Z.B. 
(164) 89) 
Cordycepin 
(2’- 5’)Ohgoadenylate; Endonuclease; Enzyme activation; Pro- 
tern synthesis mhibition: Calcium phosphate coprecipitation 
(Lee, C (157) 205) 
Core histone 
Chromatm. Histone HI: Trypsin: Proteolysis; Electrophoresis 
(Harborne, N. (155) 88) 
Corticotropin-j?-lipotropin precursor gene 
Pseudogene. recombinant DNA; DNA sequence; Exon; Intron, 
Direct repeat; (Mouse) (Notake, M. (156) 67) 
Cotransport 
Galactoside: Ltgand bindmg; Lactose permease; Protonmotive 
force, Uncoupler (Yamato. 1. (151) 102) 
Coupling factor B 
H+-ATPase: N-Ethylmaleimide; ATP-phosphate exchange 
(Hughes, J. (153) 441) 
Coupling factor I 
Chloroplast: Light activation, Heat activation; ATP hydrolysis; 
Divalent cation spectficity; Thiol modulation (Pick, U. (152) 
119) 
Coupling factor 1 
M,; Light scattering; Sedimentatton equilibrium; Subunit stoi- 
chiometry: Chloroplast (Moroney. J.V. (158) 58) 
Phoiosynthetic mutant; Chlorophyll fluorescence, Chlororespi- 
ration; Ionophore; (Chlayvdomonas remhardtn) (Bennoun. P. 
(156) 363) 
Covalent binding 
Carbon tetrachlonde; Trichloromethyl radtcal; Lipoprotein sec- 
retion; (Isolated hepatocyte, Fatty liver) (Poli. G. (160) 187) 
Creatine kinase 
43 kDA protem; Membrane-assoctated enzyme; Acetylcholme 
receptor; Membrane protein: Protein function (Barrantes. F.J. 
(152) 270) 
pCresol methylhydroxylase 
Flavocytochrome: Cytochrome c; Redox potential; Reconstitu- 
tion (Hopper, D.J. (161) 100) 
Cross-innervation 
Tropomyosin isotype; Protein phosphorylation: (Rabbit skele- 
tal muscle) (Heeley, D.H. (I 52) 282) 
Cross-linking 
Citrate synthase; Cooperativity; Allosteric regulation; Dithio- 
bis(succininudy1 proptonate); (Acmefobacrer calcoacetlcus) 
(Mitchell. C.G. (151) 260) 
cc:-Plasmm mhibitor, Fibrin; Factor XIII; Transglutammase; 
Glutamme substrate (Ichmose, A. (153) 369) 
DNA methylation; DNA-protem mteraction; Gene regulation: 
Z-DNA; Chromosome mactivation: Avidin-Biotin (Achwal, 
C.W. (158) 353) 
Affimty modtficatton; Platmum reagent; Oligonucleotide (Vlas- 
sov, V.V. (162) 286) 
Photoaffimty labeling; Benzophenone derivative; 23 S RNA; 
Peptidyltransferase; (E. co/i ribosome) (Barta. A. (163) 319) 
Cross-species reactivity 
Choline acetyltransferase; Monoclonal antibody; Cholmergic 
neuron (Ichikawa. T. (155) 306) 
Crown-gall tumor 
Asparagmopine: Glutaminopme; Ti plasmid. (Agrohacterwn 
runwfaciens) (Chang. C -C. (162) 432) 
Cruciform structure 
Inverted repeat; Palmdrome; superhelical DNA; Kinetics; 
Relaxation time: Superhehx density (Vologodskn, A.V (160) 
173) 
Cryptic site unmasking 
Prolactm receptor; CHAPS; Solubilization; Estradiol (Gavish. 
M. (154) 81) 
Crystal form 
Ribosome; Diffraction pattern; Electron microscopy: I &k//us 
stearothermophrlus) (Yonath, A. (154) 15) 
Lectin, X-ray analysis: (Peanut) (Salunke, D.M. (156) 127) 
Crystal structure 
Rtbosomal protein: Thermophile (Appelt. K. (160) 72) 
Crystaltin 
Lens protem; Protem evolution; Immunoblotting; (Lamprey) 
(Stapel, SO. (162) 305) 
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Cyclic nucleotide 
Enzyme activation; Guanosme nucleotide: 3’S’-Cychc-nucleo- 
tide phosphodiesterase; (Liver) (Spina. A. (157) 351) 
Fluorescence; Chlortetracycline; Neutrophtl; Prostaglandm E, 
(Smolen. J.E. (163) 119) 
Cyclic photophosphorylation 
Low-potential c-type cytochrome. Cytochrome c-549; Ferre- 
doxm; Redox poising; Cyanobacterta, ( AnucJ~srls rndulan.c I
(Kienzl. P.F (162) 76) 
3’S’-Cyclic-nucleotide phosuhodiesterase 
Ca2 + inhtbition; Heat stability; (Neurospora crawl (Shaw. 
N.M. (152) 295) 
z-Crystallin 
DNA sequence: Evolutton; Ophthalmology; Protein structure; 
(Eye lens) (Tomarev. S I. (162) 47) 
jI-Crystallin 
Protem sequence, N-termmal extension. Proline enrichment; 
Domam structure; Alanme enrichment; (Bovine lens) (Berbers, 
G.A.M (161) 325) 
y-Crystallin 
Cataract; Retinal; Schtff base; Structural model; (Eye lens) 
(Wistow. G. (161) 221) 
Crystallization 
Elongation factor G; X-ray analysis; Structure determinatton; 
Translocation; ( Thermus thermophilus HEX) (Reshetnikova. 
L.S. (154) 149) 
Secondary structure predictton. Model buildmg. Protem destgn; 
Insecticide-bmdmg polypepttde: Synthetic polypeptide (Moser. 
R. (157) 247) 
Crystallography 
Metalloprotemase: Snake venom. Proteolysis (Bode. W. (154) 
‘74) 
C-terminal amide 
Neuropepttde; Glucagon-secretin famtly: Amino actd sequence; 
Chemical assay; (Porcme brain) (Tatemoto, K. (153) 248) 
Gastrointestmal polypepttde; Amino acid sequence: Biological 
activity (Tatemoto. K. (164) 124) 
Cu(I) transfer 
Metallothionem: Cu-thionem: Stellacyanin; Copper: (Yeast) 
(Hartmann, H.-J. (152) 94) 
Cumene hydroperoxide 
Mitochondrta; Lipid peroxidation: Catton transport; ATP syn- 
thetase. Membrane potential (Marshansky. V.N. (158) 27) 
Cu-thionein 
Metallothionem. Stellacyanm: Cu(I) transfer; Copper; (Yeast) 
(Hartmann. H.-J. (152) 94) 
Cyanide 
Superoxide radtcal; Enzyme reactivation: Nitrate reductase 
(Jawah. N (158)213) 
Rhodanese; Phenylglyoxal; Thiosulfate: Superoxtde radical. 
Hydrogen peroxide (Canella, C. (162) 180) 
Cyanohacteria 
Low-potential (,-type cytochrome, Cytochrome c-549, Cychc 
photophosphorylation: Ferredoxin: Redox poising; (Anaqsfu 
nxf~lar~.r~ (Kienzl. P.F. (162) 76) 
Cyanobacterium 
Glutamine synthetase; y-Glutamyltransferase: L-Methiomne-D. 
L-sulfoximme: Nitrogen fixation; Ammonia excretion (Smgh. 
H.N. (154) 10) 
Nitrogenase; Oxygen: Catalase; Superoxide dismutase; Pho- 
tooxidation (Mackey. E.J (156) 108) 
I-Cyano-t-dimethylaminopyridinium tetrafluoroborate 
Ligand bmdmg: Polysaccharide resm (Kahn, J. (154) 209) 
Enzyme acttvatton. Cychc nucleotide: Guanosine nucleottde; 
(Liver) (Spma, A. (157) 351) 
Cycloheximide 
Mitochondria. Urea synthesis; Arginine; Carbamoyl-phosphate 
synthetase I (Kawamoto, S. ( 15 1) 117) 
Chromatin: Maturation; DNA rephcation: Lymphocyte; Nuc- 
lease (Schlaeger, E J (156) 281) 
b-Adrenergic receptor: Adenylate cyclase. Actmomyctn D, 
Primary culture; (Rat hepatocyte) (Refsnes, M (164) 291) 
Cyclo-oxygenase 
12-Hydroxy-5,8.10,14-icosatetraenoic acid. Arachidomc acid, 
Lipoxygenase; Thromboxane A,; (Human platelet) (Sautebrn. 
L. (157) 173) 
Cysteine distribution 
Ferredoxm; Amino acid sequence: Archaebacteria. Phylogeny; 
( Thermoplasma ucidophilum j (Wakabayashi, S. ( 162) 2 I ) 
Cysteine proteinase 
High M, cysteine proteinase; (Skeletal muscle. Rat) (Dahlmann. 
B. (160) 243) 
Cystic fibrosis 
Lysosomal enzyme; sc-Mannosidase (Kohlschutter. A (I 55) 
223) 
Cytochalasin B 
Polymorphonuclear leukocyte, Resptratory burst; Oxygen affi- 
nity; Chemotactic peptide (Edwards. S. W ( 161) 60) 
Cytochrome 
Heterocyst: Photosystem I; Reconstnution: Plastocyanm, f .4nu- 
huenul (Hawkesford. M.J (159) 262) 
Conformational change; Redox potenttal, Electrostatic mterac- 
tion (Moore, G R. (161) 171) 
Hydroxylamme oxtdoreductase: Redox potenttometry: (Nitro- 
somonas) (Prince, R.C ( 163) 25) 
Cytochrome b-563, Cytochrome hf‘complex: EPR. Chloroplast 
(Bergstrom, J. (164) 71) 
Cytochrome q 
Cytochrome-c oxidase; Globm: Exon. Heme-bmdmg sequence. 
Membrane buried sequence (Welmder. K.G. (I 57) 233) 
Cytochrome b 
Spectral shift: Q-cycle: 2-(nNonyl)-4-hydroxyquinoline N-oxide 
(Kunz. W.S. (I 52) 53) 
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Photosystem II; Cytochrome c,; Reconstitution (Lam, E. (152) 
89) 
Cytochrome hc, complex; Myxothiazol; Antimycin A; Ubiqui- 
nol-cytochrome c oxidoreductase; (Rps. sphaeroides) (Gabcl- 
hm, N. (153) 146) 
Cytochrome hc, complex; Myxothtazol; Anttmycin A; Ubiqui- 
nol-cytochrome c oxidoreductase, (Rps. sphaerkdes) (Gab& 
lim, N. (153) 151) 
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Cytochrome bc, complex; Ubiquinol-cytochrome-c oxidoreduc- 
tase; (Rps. sphaeroides) (Gabellini. N. (154) 171) 
Respiratory chain; Redox titration; 2-Alkyl-4-hydroxyqumoline 
N-oxide; Funiculosin; Myxothiazol (Kunz, W.S. (155) 237) 
Chloroplast, Electron transfer; Ferredoxm: Plastoquinone 
(O’Keefe. D.P. (162) 349) 
Cytochrome bc, complex 
Cytochrome h: Myxothiazol: Anttmycm A; Ubiquinol-cytoch- 
rome c oxidoreductase; (Rps. sphaeroldes) (Gabelhni, N. (153) 
146) 
Cytochrome h: Myxothiazol; Antimycin A; Ubiqumol-cytoch- 
rome c oxidoreductase; (Rps sphaerordes) (Gabellmi, N. (153) 
151) 
Cytochrome h. Ubiquinolcytochrome-c oxidoreductase: (Rps. 
sphaeroldes) (Gabellini. N (154) 171) 
Dibromothymoquinone; Ubiquinolcytochrome-c oxidoreduc- 
tase: Mttochondria; Respiratory chain: Iron-sulfur protein 
(Espostt. M.D (156) 15) 
Cytochrome bc, site 
Electron-transfer inhibitor; Superoxide generation; Respiratory 
chain, Mitochondria; Q cycle: Center o: Ubisemiqumone: Auto- 
oxidation (Ksenzenko. M. (155) 19) 
Cytochrome bfcomplex 
Cytochrome b-563: EPR; Cytochrome; Chloroplast (Bergstrom, 
J (164)711 
Cytochrome b5 
Immunochemistry, Microsome, Fatty acid; Chain elongation, 
NADPH-cytochrome P450 reductase (Nagao, M. (155) II) 
Cytochrome bn 
Cytochrome b,f complex. Chloroplast; Electron transport; 
Low-temperature difference spectroscopy; Redox potential; 
(Cyanobacteria) (Hurt, E.C. (153) 413) 
Photoaffinity label; Cytochrome b,-f complex; Electron-trans- 
port: inhibitor: Plastoquinone: Rieske Fe-S protem (Oettmeier, 
w. (155) 241) 
Cytochrome bsf 
EPR; Semtquinone; Bis-htstidme ligation, 5-Undecyl-6-hyd- 
roxy-4.7-dtoxobenzothiazole; (Spinach) (Salerno, J.C. (162) 
257) 
Cytochrome h6f complex 
Cvtochrome b,. Chloronlast; Electron transport: Low-temoera- 
t&e difference spectroscopy; Redox potential; (Cyanobactkria) 
(Hurt, EC. (153)413) 
Photoaffinity label; Electron-transport; inhibitor; Plastoqui- 
none; Rieske Fe-S protem; Cytochrome b6 (Oettmeter, W. (155) 
241) 
Cytochrome b-559 
Photosystem II; Oxygen evolution; P680+; Signal IILr: Chlor- 
oplast (Ford, R.C. (160) 159) 
Cytochrome b-561 
Secretory granule; Chromaffin granule; Plasma membrane; 
Dehydrogenase; Antimycin; Spectral shift (Malviya. A.N. (160) 
153) 
Cytochrome b-563 
Cytochrome bfcomplex; EPR: Cytochrome; Chloroplast (Berg- 
strom, J. (164) 71) 
Cytochrome c 
Cytochrome oxtdase; NADH; Electrochemistry; (Paracoccus 
denitrlficans, Escherichia colt, Rat liver mitochondrta) (Col- 
eman. J.0 D. (154) 319) 
p-Cresol methylhydroxylase; Flavocytochrome: Redox poten- 
tial; Reconstitution (Hopper, D.J (161) 100) 
Protein denaturation; Protein side chain mobility, NMR: VISCO- 
sity (Ohgushi, M. (164) 21) 
Heme protein; Pertplasmic protein (Wood. P.M. (164) 223) 
Cytochrome-c oxidase 
Respiratory chain; Oxygen activation (Brunori, M. (152) 75) 
Proton pumping; Reconstituted vesicle; Chemtosmosis; Energy 
couplmg (Casey, R.P (154) 237) 
Proton pumping. Chemiosmosis; Proteoliposome: (Thermus 
thermophrlus, Nirrohacrer agili.7) (Sane. N. (155) 150) 
Cytochrome al. Globin: Exon: Heme-binding sequence, Mem- 
brane buried sequence (Wehnder. K.G. (157) 233) 
Reconstituted vesicle, Proton pumping; Chemtosmosis. Anti- 
body (Chan. S.H.P. (162) 344) 
Cytochrome oxidase o: Methanol: Respiratory cham; (Merhylo- 
phi/u\ methylotrophus) (Carver, M.A. (155) 187) 
Cytochrome c, 
Photosystem II; Cytochrome b: Reconstitution (Lam. E. (152) 
89) 
Photosynthesis; Photosynthetic bacteria: (Chromarium wo- 
sum) (Gaul, D.F (162) 69) 
Cytochrome c-549 
Low-potential c-type cytochrome; Cyclic photophosphoryla- 
tion; Ferredoxin; Redox poising: Cyanobacteria; (Anacystis 
nidulansl (Kienzl. P.F. (162) 76) 
Cytochrome c-553 
Heterocyst: CytochromeS: Plastocyanin; Photosynthesis; Elec- 
tron transfer: (Anohaena) (Houchms, J.P. (159) 267) 
Cytochrome d 
Agf; Nitrate; Nitrite; Trioxodmitrate; (Escherichia ~011) (Hub- 
bard, J.A.M. (164) 241) 
Cytochromef 
Heterocyst; Cytochrome’c-553, Plastocyanin, Photosynthesis: 
Electron transfer; (Anahaena) (Houchins. J.P. (159) 267) 
Cytochrome oxidase 
i Rhodopseudomonar copsulata) Cytochrome c (Hiidig. H. (152) 
251) 
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Cytoskeleton 
Spectrin; Fodrm; Actm-binding protem. Membrane protem 
(Burns. N.R. (153) 165) 
Actin; Cappmg protein, Ca 2+. Triton model: (Bovine bram) , 
(Isenberg. G (163) 225) 
Cytochrome c: NADH; Electrochemtstry; (Paracoccus denrtrrfi- 
cans, Escherichra co/i, Rat liver mitochondrta) (Coleman. J.0 D. 
(154) 319) 
Hydrazine effect (Markosstan. K.A. (156) 235) 
Proton translocation; N.N,N’.K-Tetramethyl-p-phenylenedia- 
mine oxidation; Cytochrome oxtdatton; Hydrogenated donor 
oxidation: Redox-linked process (Papa, S. (157) 15) 
‘H-NMR (Inubushi, T (160) 287) 
Cytochrome oxidase o 
Methanol; Resptratory cham. Cytochrome-c oxidase; (Merhylo- 
philus meth,dowophusl (Carver. M.A ( 155) 187) 
Cytochrome oxidase vesicle 
Redox-linked proton pump; Redox-linked deprotonatton; 
DCCD sensttivity: Phosphattdylserine-cytochrome c complex: 
Redox pulse: Proton eJection (Mttchell, P. (151) 167) 
Proton translocation; Proton pump; Redox-linked process; 
Deprotonatton: Salt-bridge protolyttc rupture (Papa, S. (157) 7) 
Cytochrome oxidation 
Cytochrome oxtdase; Proton translocation; N.N.N’.ilr-Tetra- 
methyl-p-phenylenedtamme oxtdatton; Hydrogenated donor ox- 
idation: Redox-linked process (Papa. S. (157) 15) 
Cytochrome P450 
Succmylacetone; Heme: &Amtnolevulmate synthase; Porphobt- 
linogen synthase; Tyrosinemta; (Hepatocyte culture) (Giger. U 
(153) 335) 
Steroid hydroxylase, (Leydig cell. Testis) (Kuhn-Velten. N 
(154) 70) 
Difference spectroscopy; (Rat liver) (Hasegawa. T. ( 155) 257) 
Camphor monoxygenase; Peroxygenase reactton; Rapid scan- 
nmg absorption spectroscopy (Wagner, G.C. (156) 244) 
Active center: Tyrosme: Chemical modtfication (Jimg, G. -R 
(159) 58) 
I.2-Dibromoethane: Free radtcal: Spm trapping: Hypoxia: 
Reductive metabolism (Tomasi. A. (160) 191) 
Enzyme activity 
Mtcrosome. Monooxygenase. Acetylation, Reconstitutton 
(Kunz.BC.(l61)311) 
Cytochrome P450 oxidase 
NADPH; Lipid peroxidation (Bast. A. (151) 185) 
Cytokinin nucleotide 
Chemtcal tomzatton mass spectrometry; 9-/I-D-Rtbofuranosyl- 
zeattn (Summons. R E. (151) 122) 
Cytoplasmic membrane 
pH gradient: Protonmotive force; H’ -ATPase. ATP syntheses, 
f A~~u~~wI.\ ndukun.~i (Muchl, R. (164) 116) 
Cvtoolasmic reoression 
PolyiA)-bmdtng protein. mRNA translation; Messenger sup- 
presston: Protem synthesis: (Duck erythroblast) (Akhayat, 0. 
(162) 25) 
Cytosine methylation 
NJ-Mrrh?lc?,roslne. Bcnl methylase (Janulaitis, A. (161) 131) 
Cytosol 
12-0-Tetradecanoyl phorbol 13-acetate binding; Protein kmase: 
(Chtck oviduct) (Gschwendt. M. (162) 147) 
Cytosol effect 
Dthydroorotate dehydrogenase. Enzyme conversion; Orotate: 
Pyrimtdine: Mitochondrta (Dtleepan. K.N (153) I) 
Cytotoxicity 
Luffin; Protein syntheses: Protein syntheses mhibmon; i Luffa 
cylindria roem. Rabbit rekwlocyre lysute) (Ktshida. K. (153) 
209) 
Leukocyte; Resptratory burst; Membrane enzyme; NADH OXI- 
doreductase; Proton gradient: NADPH oxtdoreductase 
(Schirmer. R.H (154) I) 
Clq 
Immune complex: Complement; Zinc; Fluorescence (Easter- 
brook-Smith, S B (162) 117) 
C4b-binding protein 
Active fragment; Proteolysts; Subunit chain structure (Naga- 
sawa. S (164) 135) 
C4d 
Ammo acid sequence: Polymorphtsm: (Human serum) (Chakra- 
varti. D N. (I 54) 387) 
D 
Dansylcadaverine 
Phosphohptd methylation; Eptdermal growth factor: Hepato- 
cyte: Liver regeneration (Chtva, V.A. (160) 101) 
Dansylnonathymidylate derivative 
Laser scisston: Polyadenylic acid; Complementary complex. 
Chromophore excitation, Ltght-Induced diffusion (Bemmets- 
kaya, L Z. (163) 144) 
Dantrolene 
Ca2+ release; Mahgnant hyperthermia; Sarcoplasmic reticulum: 
Ca’+. Halothane (Ohmshi. S.T. (161) 103) 
Data interpretation 
Urea synthesis, Carbamoylphosphate synthetase; Carbonic 
anhydrase; CO: equihbration. (Mitochondria, Rat hepatocyte) 
(Hems, R ( 153) 438) 
Daunomycin 
Adriamycm, Superoxide: Spin trapping; 5,5-Dtmethyl-l-pyrro- 
hne l-oxide; 4-(N-Methylpyridmium) t-butyl nitrone (Carmi- 
chael. A.J. (164) 401) 
Volumes 151-164(1983) 
DCCD sensitivity 
Cytochrome oxidase vesicle; Redox-linked proton pump; 
Redox-hnked deprotonation; Phosphatidylserine-cytochrome c 
complex; Redox pulse; Proton ejection (Mitchell, P. (15 I) 167) 
Deacylation 
Hemin; Protein synthesis; Translational control; Met-tRNA; 
(Reticulocyte lysate, Rabbit) (Gross, M. (160) 249) 
Decadeoxyribonucleotide imidazolide 
Oligonucleotide condensation (Shabarova, Z.A. (154) 288) 
Decapeptide 
Channel-formmg ionophore; a-Ammoisobutyric acid; X-ray 
structure analysis: 3,” helix (Francis, A.K. (155) 230) 
Deglycosylation 
r,-Antltrypsin, Edman degradation, Translation; Prepeptlde; 
Primary culture: (Rat hepatocyte) (Gross, V. (151) 201) 
Deglycosylation 
a? Macroglobulin: Translation: (Rat hepatocyte) (Andus, T. 
(151) 10) 
Degranulation 
Endoplasmlc reticulum; Carcmogen; Ribosome; Microsome 
(Poole, T.W (151) 27) 
Dehydrogenase 
Cvtochrome b-561; Secretory granule; Chromaffin granule; 
Plasma membrane; AntImy&: Spectral shift (Maliya. A.N. 
(160) 153) 
Deletion 
Mutation: Insertion. Protein structure (Kolchanov, N.A. (161) 
65) 
Deletion mutant 
RNase E; me Mutant; Gel electrophoresis: RNA processing 
complex (Gurevltz. M. (159) 180) 
Denaturation 
(Y-O protem. Repressor; Secondary structure; CD (Bolotina, I.A. 
(155)291) 
Denervation 
Myosin; Isozyme; Myosm transition; Thyroxine; Hormone con- 
trol (Gambke, B. (156) 335) 
Deoxyendonuclease 
supercoiled DNA; Endonuclease; (E. coli) (DasGupta, U. (153) 
60) 
2--Deoxyglucitol 
2--Deoxyglucose; 2--Deoxygluconate: Glucitol; (Puccinia. Rust 
fungus) (Manners, J.M (160) 37) 
2--Deoxygluconate 
2--Deoxyglucose; 2--Deoxyglucitol; Glucitol; (Puccmia, Rust 
fungus) (Manners. J.M. (160) 37) 
2--Deoxyglucose 
2--Deoxyglucltol; 2--Deoxygluconate; Glucltol; (Puccmiu. Rust 
fungus) (Manners. J.M. (160) 37) 
2-Deoxyglucose uptake 
Insulin; Catecholamme; Adenosme: Glucose transport; Adipo- 
cyte (Green, A. (152) 261) 
73 
Deoxyguanosine kinase 
Enzyme regulation; dTTP; dGTP; (Human placenta) (Yamada, 
Ya. (157) 51) 
Deoxyribonucleotide pool 
Cell cycle; Anaerobiosis; Ribonucleotlde reduction (LbWer, M. 
(156) 72) 
2’4Ieoxyuridine S-triphosphate 
Spin label; Reverse transcriptase; Enzyme Inhibition; DNA 
polymerase (WarwIck-Koochaki, P.E. (152) 157) 
3’-Deoxy-3’-aminonucleoside S&phosphate 
Synthesis terminator; RNA synthesis; DNA-dependent RNA 
polymerase; (Escherichia coli) (Kutateladze. T. (I 53) 420) 
Dephosphorylation 
Branched-chain 2 oxoacid dehydrogenase; Reactivation: 
Branched-chain dehydrogenase phosphatase; MgZ+ actlvatlon, 
Enzyme complex; (Ox kidney) (Fatama, H R. (158) 234) 
Depolarization 
Neutrophil; Phospholipld: Quinacrine; Respiratory burst 
(Tauber, A.I. (156) 161) 
Deprotonation 
Cytochrome oxidase vesicle; Proton translocation; Proton 
pump; Redox-linked process; Salt-bridge protolytic rupture 
(Papa, S. ( 157) 7) 
Desensitization 
a-Agonist; Vasopressin; Hepatocyte; Caz +; (Perfused rat liver) 
(Kleineke, J. (153) 174) 
Muscaruuc receptor; Methylscopolamme; Down-regulation; 
Cell culture: Quinuclidmylbenzilate (Maloteaux. J.-M (156) 
103) 
Platelet aggregation. Collagen; Thrombin, I-O-)Alkyl-2-acetyl- 
sn-glyceryl-3-phosphorylcholine; Lysophosphatidic acid (Hal- 
lam, T.J. (162) 142) 
Desmin 
Keratin; Neurofilament; Vimentin (Gelsler, N. (163) 22) 
Detergent micelle 
Lactose carrier; MT-value; lac Y-“ mutant. Negative dominance 
(Wright.. J.K. (162) I I) 
Detergent solubilization 
(Nat + K ‘)-ATPase; Papain digestion (Freytag, J.W. (159) 
280) 
Detyrosination 
Tubulin; Microtubule; Carboxypeptidase; Tyrosine carboxy- 
peptidase; Microtubule-associated protein (Arce. C.A. (I 57) 75) 
Deuteration 
Histone; Chromatin; NMR; (Saccharomyes cerewsiae) 
(Hamana, K. (160) 21) 
Deuterium 
Chemotactic peptide; Lysosome; Enzyme release; Receptor; Hy 
drogen bondmg (Wu, A. (159) 150) 
Development 
Endoribonuclease VI; Transcription inhlbitor; Translation mhi- 
bltor; Post-transcriptional regulation; (Artemio) (Qumtamlla, 
M. (155) 93) 
74 
Termmal transferase; Translational control; (Skeletal muscle) 
(Van ZiJl. L.A (159) 33) 
CII protem; LexA repressor; OOP-RNA; SOS box; Competttive 
transcription; Bactertophage h (Sprizhttsky, Yu.A. (160) 7) 
Thymidine kmase: Glucocorticotd. Nucleostde phosphotrans- 
ferase. (Retma) (Tesoriere. G. (164) 166) 
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Dicyclohexylcarbodiimide 
Superoxide; Respiratory burst; Neutrophil (Avtram. A (155) 
205) 
NJ-Dicyclohexylcarbodiimide 
mitochondrial ATPase; bacterial ATPase. Carboxyl group; Cat- 
alytic site: N-Ethoxycarbonyl-2-ethoxy-l.2-dthydroqumohne 
(Pougeois. R. (I 54) 47) 
Diene conjugation 
Ltptd peroxidation; Free radical; (Serum, Btle, Duodenal Juice) 
(Cawood. P. (162) 239) 
3,S-DiethoxycarbonyL1,4_dihydrocollidine 
Porphyria; Heme; N-Methylprotoporphyrin: 5-Ammolevuhmc 
actd synthase; (Liver) (De Matteis, F. (I 59) 127) 
Diethyl dithiocarbamate 
Lipid peroxtdation, Chemtlummescence. Alkane formation: 
Free radtcal (Bartoli, G.M (164) 371) 
Diethyl pyrocarbonate 
ATPase: Histidine residue; Enzyme inhibrtton; / Rhodo.~p~rrllum 
rubrum) (Khananshvili, D. (159) 271) 
Diferric transferrin 
Ceruloplasmm; Saturatton rate; Reaction sequence; (Human se- 
rum) (Chidambaram, M.V. (159) 137) 
Difference absorption 
Lectin; Carbohydrate; Binding site; Stopped flow: (Peanut) 
(Loontiens, F.G. (162) 193) 
Difference spectroscopy 
Cytochrome P450; (Rat hver) (Hasegawa, T. (155) 257) 
Differential scanning calorimetry 
Myosm rod; Helix-coil transition; Muscle contractton; (Smooth 
muscle) (Cross, R.A. (162) 189) 
Myoblast. Protease; (Cardiac muscle, Skeletal muscle) (Mayer, 
M. (161) 239) 
Cell culture; Glutamate transport; Hepatocyte; Hormonal con- 
trol; Na+ dependence (Gebhardt, R. (161) 275) 
Neuropeptide Y. Nerve growth factor; (Neuroblastoma cell 
line) (Yeats. J.C. (163) 57) 
Dextran induction 
Caz+ uptake; Phosphatidylserme; lonophore A23187; Murex- 
ide. (Rat peritoneal mast cell) (Sagi-Eisenberg, R. (161) 37) 
Diabetes 
Adenosine deammase; Glucagon; Lipolysis; Streptozotocm; 
(Adtpocyte) (Chatzipanteh. K. (155) 135) 
Insulm; Receptor; Obestty: Insuhn resistance (Kobayasht. M 
(163) 50) 
Diacylglycerol 
Trifluoperazme. Phorbol ester, Protem kmase C: Ca2’; Platelet 
(Sanchez, A. (164) 43) 
P’,P-Di(adenosine-5’) pentaphosphate; 
Adenylate kinase; Enzyme purification; Ctbacron blue-sephar- 
ose; (E. coli) (Blrzu. 0. ( 153) 280) 
Diapause initiation 
Ecdysteroid; Juvemle hormone; Hormone level change; 
Embryogenesis: (Bombyx mori eggs) (Gharib, B. (160) 119) 
1,4_Diazabicycloj2,2,2joctane 
Singlet oxygen, Monomol emtssion: Dimol emtssion (Leng 
felder, E. (164) 366) 
Diazepam 
Mitochondrtal reticulum: Cell culture; Respiration; Membrane 
potential; Fluorescent probe (Vorobjev, I.A. (163) 31 I) 
l,2-Dibromoethane 
Free radtcal: Spin trapping; Hypoxia, Reductive metabolism: 
Cytochrome P450 (Tomasi, A. (160) 191) 
Dibromothymoquinone 
Ubiqumolcytochrome-c oxtdoreductase, Cytochrome bc, com- 
plex; Mitochondria: Resptratory cham; Iron-sulfur protein 
(Espostt, M.D. (I 56) 15) 
Dichloroacetate 
Urea synthesis; Hydroxypyruvate; mitochondrtal pH gradient: 
Metabolism: CO? equilibration (Hems, R. (160) 255) 
3-(3,4-DichlorophenyI)-1,ldimethylurea 
Umparental inheritance; Herbtcide resistance; Herbicide bind- 
mg: Thylakoid membrane; (Chlumydomonas remhardii) (Tel- 
lenbach. M. (158) 147) 
Binary osctllatton. Chlorophyll fluorescence; Inhtbitor bmding; 
Kmetics (Laasch. H. (159) 275) 
Differential scanning microcalorimetry 
Mtcrosome; Mg2+; Fluorescent probe: (Rat hver) (Akhrem. 
A A ( 164) 247) 
Differentiation 
Epidermal growth factor: Growth; Milk protem synthesis: Preg- 
nancy; (Mouse mammary gland) (Taketani. Yu. (152) 256) 
Glutathione. Cell volume; Lys~s; (HL-60 promyelocyttc leuke- 
mta) (Zucker. R.M. (155) 107) 
Cell adhesion: Cell sorting; Glycoprotein synthesis, Plasma 
membrane; lDlcrro.stelium dkcoideum) (Kiinzli, M. (I 55) 253) 
‘H-NMR, Glutamine; Theophyllme, Prostaglandm E,, Spm 
echo; (Neuroblastoma x ghoma cell) (Navon. G (162) 320) 
Cell cycle, Interferon. Protem ~53, Protem synthesis; (Frtend 
cell) (Ben-Don, R. (162) 384) 
Hemoglobin. Globm; Electrophorests; 5-Azacytidme. (Murme 
erythroleukemic cell) (Zucker. R.M. (162) 436) 
Fucosyltransferase; Glycosyltransferase; Cell surface change: 
(Terdtocarcinoma stem cell, Parietal endoderm cell) (Mura- 
matsu, H (163) 181) 
Differentiation factor 
Myelotd leukemic cell, Bone marrow cell); Antibody, Colony- 
stimulatmg factor (Tomida, M. (151) 281) 
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Diffraction pattern 
Crystal form; Ribosome; Electron microscopy; (Bacillus stem- 
othermophrlus) (Yonath, A. (I 54) 15) 
Diffusion control 
Chloroplast: Thylakoid membrane; Hypotomc treatment; 
Immobilized enzyme; Occluded nucleotide; Photophosphoryla- 
tion mhibltor (Aflalo. C. (154) 175) 
Digalactosyldiacylglycerol 
Lipid particle: Liposome; Chloroplast structure; Monogalacto- 
syldtacylglycerol: Sulfoquinivosyldiacylglycerol (Sakal, W.S. 
(158) 203) 
Dihydroalprenolol 
Condensed-phase radiolummescence; Nitrendlpine binding; 




Singlet oxygen; Monomol emission; 1,4-Diazabicyclo[2,2,2]oc- 
tane (Lengfelder, E. (164) 366) 
Dioleoylphosphatidylcholine 
Glycophorin; Lipid vesicle; Bilayer permeability; Pore size (Van 
Hoogevest, P. (157) 41) 
Dihydrofolate reductase 
Carboxymethylation; 13C-NMR: Methlonine; Ammopterin 
(London. R.E. (160) 56) 
Dihydroorotate dehydrogenase 
Enzyme conversion; Orotate; Pyrimldine; Mitochondria; Cyto- 
sol effect (Dlleepan. K.N. (153) 1) 
Dihydropyridine 
Ca’ + channel; Transmitter release; Caz + uptake; Ligand bmd- 
ing; Molecular probe (Takahashi, M. (152) 191) 
1 ,CDihydropyridine 
d-cls-PHI] Diltiazem: Cal+ channel; (Skeletal muscle) (Gloss- 
mann. H. (I 60) 226) 
1,25dihydroxyvitamin D, 
Phosphorus depletion; Receptor: Receptor affinity; (Chick, 
Intestine) (Bar, A. (163) 261) 
4,4’-Diisothiocyanodihydrostilbene-2J’disulfonic acid 
Band 3 protein; Amon transport; I-Fluoro-2,4-dinitrobenzene; 
Erythrocyte (Rudloff. V (163) 14) 
Diltiazem 
Mitochondria; Na+/Ca2+ antlporter; Amiloride; Benzamil; 
CaZ+ antagonist (Jurkowitz. M.S. (162) 262) 
d-cis-Diltiazem 
[-‘H]PN 200-I 10: Target size: Ca*+ channel; Molecular mass: 
(Skeletal muscle) (Gall, A. (157) 63) 
d-cis-13H] Diltiazem 
o( 160 226]C’a2+ channel; 1.4- I y D h dropyridine; (Skeletal muscle) 
(Glossmann. H. (160) 226) 
Dimerization 
Phosphorylase a; Enzyme mhibitlon; Enzyme activation; Struc- 
ture-function (Melpldou. A.E. (154) 105) 
5,5’-Dimethyl-I-pyrroline N-oxide 
Neutrophil; Hydrogen peroxide; Free radical: Superoxide, 
( Tr.vpanosoma cru-_ii (Docampo, R. (155) 25) 
5,5-Dimethyl-I-pyrroline l-oxide 
Adrlamycin: Daunomycin; SuperoxIde; Spin trapping; 4-(N- 
Methylpyridmmm) r-butyl nitrone (Carmichael. A.J. (164) 401) 
Dipeptidylaminopeptidase IV 
Plasma membrane; Glycoprotein; Intramolecular heteroge- 
neous turnover; D-Mannose; D-Glucosamine (Volk, B A (I 63) 
150) 
Diphenhydramine 
Histamine: cyclic AMP; Cimetidine: Pynlamine, (Retinal pig- 
ment eplthelium) (Koh. S.-W.M. (164) 277) 
Diphenylhexatriene 
Membrane dynamics; Proliferation; Fluorescence polarization; 
pH effect: Protein modification; (Leukemic cell) (Blllard, C 
(I 58) 229) 
Diphtheria toxin 
Fragment B; Amphipathic region; Lipid-associating domam: 
Voltage-dependent conductance; Proline isomerization 
(Deleers. M. (I 60) 82) 
Dipole moment 
Superoxide dismutase; Electrostatic Interaction; Ionic strength 
(Van Leeuwen. J.W. (156) 262) 
Direct repeat 
Corticotropin-/?-hpotropm precursor gene; Pseudogene; recom- 
binant DNA; DNA sequence; Exon; Intron: (Mouse) (Notake. 
M. (156)67) 
Dissociation 
Ribosome; Nucleoprotein; Chaotroplc salt; (Yeast) (Damo- 
daran, S. (158) 53) 
Distamycin3 
Z-DNA-B-DNA transition; Netropsm; Small groove-binding 
antibiotic; Purine-pyrimidine alternation; DNA conformation; 
AntIbIotic-polydeoxynucleotide Interaction (Zimmer. C. (154) 
156) 
Disuffide 
Protein folding; Kinetic intermedlate; Lysozyme; Renaturatlon; 
(Hen egg white. Human) (Perraudm. J.-P (153) 349) 
Disulfide bond 
Influenza virus; Neuraminidase (Ward. C.W (I 53) 29) 
Dithiobis(succinimidyl propiouate) 
Citrate synthase; Cross-linking; Cooperativity; Allosteric regu- 
lation; (Acinetohacfer calcoacetrcus) (MItchelI, C.G. (I 51) 260) 
Diuresis 
Atria1 natriuretic factor; Natrmresis; Peptide purification (Thi- 
bault, G. (164) 286) 
Diuron 
Photosystem II; Herbicide-binding site; Arginine modilicatlon; 
Phenylglyoxal: Atrazine (Gardner, G. (164) 191) 
Divalent cation specificity 
Chloroplast; Coupling factor I; Light activation; Heat actlva- 
tion; ATP hydrolysis; Thiol modulation (Pick, U. (152) 119) 
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DNA enzyme 
Caffeine; DNA synthesis; Toluene treatment, (E. coli) (Sandhe. 
I (151)237) 
DNA fractionation 
Transposable element; DNA rearrangement; rDNA, DNA- 
DNA hybridization; (Yeast) (0yen. T.B. (161) 201) 
DNA fragmentation 
Topoisomerase ; 4’-[(9-Acndinyl)amino]methanesulfon-m-anis~- 
dide (Marshall, B. (161) 75) 
DNA-@and interaction 
Actinomycin D; Promoter lac UVS; Footprmtmg; DNase I 
(Scamrov, A.V. (164) 97) 
DNA methylation 
Site specificity; DNA sequencing; Molecular clonmg, DNA- 
protein recognition: RestrIction mapping (Whitehead, P.R 
(I 55) 97) 
Cross-linking; DNA-protein interactlon; Gene regulation: Z- 





‘ransformatlon; Alkalophiliaty: (Buctllus subtiiisl 
(154) 201) 
Liquid crystalline microphase; Platinum(H) complex; Second- 
ary structure (Aklmenko, N. (I 56) 58) 
intraphage DNA, Bromoacetaldehyde; Secondary structure; 
Phage h: Bacteriophage h (Shurdov, M.A. (158) 289) 
Chromatm; Reconstitution. Nucleosome; /I-Globin (Nose, K 
(159) 251) 
Leukemia: Chromatm; RestrIction endonuclease digestIon 
(Chen. S (161) 217) 
Methylatlon, Proteolysls; Methylase (Adams, R.L.P. (163) 194) 
Exonuciease V; Zubay system: recB Mutant; Polypeptide syn- 
thesis; (E. co/l) (Jackson. M. (163) 221) 
Repetitive fragment, a-DNA-type sequence; Sequence analysis; 
(Rat) (Gupta, R.C. (164) 175) 
DNA bend 
Nucleosome; DNA conformatlon; Nucleosome phasing; Pnm- 
ary structure, DNA periodicity (Zhurkin, V B. (I 58) 293) 
DNA binding 
Synthetic oligonucleotlde; CD; cychc AMP receptor protem 
(Martin, S.R. (159) 102) 
cychc AMP receptor protein; N-terminal core; cyclic AMP 
modulation: Nltrocellulose filter binding assay (Clore, G M. 
(164) 57) 
DNA-binding assay 
Phage Mu; Repressor; ner Protein: Repressor binchng site (Bar- 
lath. S. ( 157) I 19) 
DNA conformation 
Z-DNA-B-DNA transItIon: Netropsm; Distamycin-3; Small 
groove-bmding antiblotic; Purine-pyrimidine alternatlon. Anti- 
blotlc-polydeoxynucleotlde mteractlon (Zimmer, C. (154) 156) 
Nucleosome; DNA bend, Nucleosome phasing; Primary struc- 
ture; DNA periodicity (Zhurkin. V.B. (158) 293) 
DNA (cytosine-5-)methyltransferase 
DNA methylatlon; 4-Nitroqumoline I-oxide; Poly(dG-dC)‘po- 
ly(dG-dC): Chemical carcmogen: (Brain) (Pfohl-Leszkowicz. A. 
(163) 85) 
DNA damage 
Nltroimidazole; Ornidazole: Nucleic acid; Reductive activation 
(Declerck, P.J. (164) 145) 
DNA dependence 
Recombination; DNA unwmding; ATPase; ATP dependence, 
DNase (Ohlbaum. A (158) 63) 
DNA-dependent RNA polymerase 
3’-Deoxy-3’-aminonucleoside S-triphosphate; Synthesis termI- 
nator: RNA synthesis, (Escherrchia colij (Kutateladze, T. (153) 
420) 
DNA-DNA hybridization 
Transposable element: DNA rearrangement; DNA fractiona- 
tlon; rDNA; (Yeast) (0yen. T.B. (161) 201) 
4-Nitroqumoline l-oxide; DNA (cytosine-5-)methyltransferdse, 
Poly(dG-dC)‘poly(dG-dC); Chemical carcinogen; (Brain) 
(Pfohl-Leszkowicz. A. (163) 85) 
DNA periodicity 
Nucleosome. DNA conformatlon; DNA bend; Nucleosome 
phasing; Primary structure (Zhurkin, V.B. (158) 293) 
DNA polymerase 
Spin label, Reverse transcnptase; Enzyme inhibition, 2’-Deox- 
yurldine S-triphosphate (Warwick-Koochakl. P.E. (152) 157) 
DNA precursor-synthesizmg enzyme, Thymine nucleotide. 
Compartmentatlon: (HPB-All cell) (Wickremasmghe, R.G 
(159) 175) 
DNA polymerase a 
DNA polymerase 8; DNA synthesis; N-Methyl-K-nitro-N- 
nitrosoguanidme (Suzuki. K. (164) 171) 
DNA polymerase b 
DNA polymerase a; DNA synthesis: N-Methyl-N’-mtro-N- 
mtrosoguanidine (Suzuki, K. (164) 171) 
DNA precursor-synthesizing enzyme 
DNA polymerase. Thymme nucleotide; Compartmentatlon; 
(HPB-All cell) (Wickremasmghe. R.G. (159) 175) 
DNA-orotein interaction 
Weste;n blotting; Ultraviolet cross-linkmg; RNA polymerase, 
Subumt function; RNA-protein interactIon (Gundelfinger. E D 
(157) 133) 
DNA methylation; Cross-linkmg; Gene regulation; Z-DNA, 
Chromosome inactlvation, Avidin-Biotin (Achwal. C.W. (I 58) 
353) 
DNA-protein recognition 
Site specificity; DNA sequencing; Molecular cloning, DNA 
methylatlon. Restriction mapping (Whitehead, P.R. (155) 97) 
DNA rearrangement 
Transposable element; DNA fractionation; rDNA. DNA-DNA 
hybndlzation: (Yeast) (Oyen. T B (161) 201) 
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DNA repair 
Apurinic/apyrimidinic endodeoxyribonuclease; Chromatin; 
Nucleosome (Bricteux-Gregoire, S. (I 57) I 15) 
DNA replication 
Chromatin; Maturation: Lymphocyte; Cycloheximide; Nuclease 
(Schlaeger, E.J. (156) 281) 
Histone synthesis; (Physarum pol.vcephalum) (Kelly, P.M. (161) 
79) 
DNA sequence 
Pro-OmpC protein; Amino acid sequence; OmpC gene; Pro- 
moter region; Porin; (Eschenchia co/r) (Mizuno, T. (151) 159) 
RNA gene; 5.8 S RNA; Ribosomal repeat; Ribosomal DNA; 
(Lupmus luteus) (Rafalski, J.A. (152) 241) 
Corticotropin-/-hpotropin precursor gene; Pseudogene; recom- 




Z-DNA conformation; ‘H-NMR; CD (Tran-Dinh, S. (154) 407) 
Cruciform DNA 
2D Gel electrophoresis; Z-DNA (Lyamichev, V.I. (153) 298) 
intraphage DNA 
Bromoacetaldehyde; Secondary structure; DNA; Phage h; Bac- 
teriophage )i (Shurdov, M.A. (158) 289) 
interstrand DNA cross-link 
Apuriniciapyrimidmic site; Ionizing radiation (Goffin, C. (161) 
140) 
light-driven DNA synthesis 
Chloroplast; Chloroplast rephcation; (Pisum safivum) (Mills, 
W.R. (163) 124) 
nuclear DNA synthesis 
Aphidicohn; Synchronization; Cell culture; (Daucus carola) 
(Sala, F. (I 53) 204) 
nucleolar DNA 
Actinomycin D; Carcinogen; Chromatin; RNA polymerase I; 
RNA polymerase; (E. CO/I) (Yu, F.-L. (156) 83) 
recombinant DNA 
Corticotropin-B-lipotropin precursor gene; Pseudogene; DNA 
sequence; Exon; Intron; Direct repeat; (Mouse) (Notake, M. 
(156) 67) 
Cell-free translation; Urinary protem; Isoelectric focusing; Mul- 
tigene family; (Rat liver) (Mertens, B. (162) 296) 
supercoiled DNA 
Deoxyendonuclease; Endonuclease; (E. coli) (DasGupta, U. 
(153) 60) 
superhelical DNA 
Cructform structure; Inverted repeat; Palindrome; Kinetics, 
Relaxation time; Superhelix density (Vologodsku, A.V. (160) 
173) 
Z-DNA 
2D Gel electrophoresis; Cruciform DNA (Lyamtchev. V.I. (153) 
298) 
RNA; Northern blot analysis; (Human liver) (Santoro, C. (155) 
69) 
DNA methylation; Cross-linking; DNA-protein interaction; 
Gene regulation; Chromosome inactivation: Avidin-Biotin 
(Achwal, C.W. (I 58) 353) 
Z-DNA-B-DNA transition 
Netropsm; Distamycm-3; Small groove-bmding antibiotic; Pur- 
ine-pyrimidine alternation; DNA conformation; Antibiotic- 
polydeoxynucleotide interaction (Zimmer, C. (I 54) 156) 
Z-DNA conformation 
‘H-NMR; CD; B-DNA conformation (Tran-Dinh, S. (154) 407) 
a-DNA-type sequence 
DNA; Repetitive fragment; Sequence analysis; (Rat) (Gupta, 
R.C. (164) 175) 
cDNA 
Ribulose-biphosphate carboxylase; Nucleotide sequence, (Nico- 
riana) (Pinck, L. (154) 145) 
Citrate synthase gene; Promoter region; (Escherichia colr> (Hull, 
E.P. (I 56) 366) 
Aminoglycoside phosphotransferase; Antibiotic production; 
Antibiotic resistance; Butirosin; (Bacillus circulans) (Herbert, 
C.J. (160) 67) 
a-Crystallin; Evolution; Ophthalmology; Protein structure; (Eye 
lens) (Tomarev, S.I. (162) 47) 
DNA sequencing 
Site soecificitv: Molecular cloning: DNA methvlation: DNA- 
protein recognition; Restriction mapping (Whltehead; P.R. 
(155) 97) 
TolC protein; Signal sequence; Colicin El; OmpF protein; (E. 
coli outer membrane) (Hackett, J. (156) 307) 
Bacteriophage T5; tRNA gene; Hybridization; isoacceptor 
tRNA (Kryukov. V.M (158) 123) 
D-Hordein; Molecular cloning (Forde, J. (162) 360) 
DNA-specific binding 
Chartreusin; Antitumor antibiotic; Topoisomerase I; Nuclease 
S,; Restriction endonuclease (Uramoto, M. (153) 325) 
DNA structure 
Chromosome; Chromatin; Methylation (Belyaev, N.D. (154) 
285) 
DNA synthesis 
Caffeine; Toluene treatment; DNA enzyme; (E. coli) (Sandlie, 
1. (151) 237) 
Thyroid: Thyrotropin; cyclic AMP; Forskolin; Cell prolife- 
ration: Serum-free culture (Roger, P.P. (157) 323) 
Reverse transcriptase; Template binding (Parnaik, V.K. (161) 
145) 
DNA polymerase a; DNA polymerase p; N-Methyl-W-nitro-N- 
nitrosoguanidine (Suzuki, K. (164) 171) 
DNA topology 
Chromatin; Nucleosome: Transcription; RNA polymerase; 
Supranucleosomal organization (Grigotyev, S.A. (162) I) 
DNA unwinding 
Recombination; DNA dependence; ATPase; ATP dependence; 
DNase (Ohlbaum, A. (158) 63) 
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rDNA 
Transposable element; DNA rearrangement; DNA fractiona- 
tion; DNA-DNA hybridizatron; (Yeast) (0yen. T.B. (161) 201) 
Chloroplast; Transcriptton: Stem-loop; Attenuation; (Htgher 
plant) (Brtat, J.F. (163) 1) 
cDNA cloning 
Elongation factor la; cDNA sequencing; (Artemitl) (Van 
Hemert. F.J. (157) 289) 
cDNA library 
mRNA: Gene organization; Tissue specificity; Ovariectomy; 




Reserpine; Synaptic vesrcle (Near, J.A. (158) 31) 
Down-regulation 
Muscannic receptor, Methylscopolamine; Desensittzatton; Cell 
culture; Quinuclidmylbenzilate (Maloteaux, J.-M. (156) 103) 
Doxorubicin 
Phosphate carrter; Proteoliposome; Bromodaunomycm; Mito- 
chondria (Cheneval, D. (159) 123) 
Drug binding 
CD; Synthetic pepttde; Troponm C (Reid, R.E. (154) 60) 
Drug delivery 
Modified liposome. Plasma-induced leakage; Ltptd transfer. 
Blood clearance; Tissue uptake (Bali, A. (154) 373) 
Drug metabolism 
Glutathione transferase; Microsome; (Rat liver) (Morpenstern. 
R. (16O) 264) 
Drug targeting 
Antiviral drug; Adenine arabinoside; Hepatttts B, Lactosamt- 
nated albumm; Asialoglycoprotem receptor (Fiume. L. (153) 6) 
Anttbody attachment; Collagen; Avidin; Erythrocyte (Samok- 
hm. G.P. (154) 257) 
Dynorphin 
Peptide hormone-lipid membrane Interaction; Hydrophobic 
photolabeling; Adrenocorticotropm; Enkephalin: Endorphm; 
Ltposome (Gysm. B. (158) 12) 
Elongation factor la. cDNA clonmg; (Artemia) (Van Hemert, 
F.J. (157) 289) 
DNase 
Recombmation: DNA unwmding: DNA dependence; ATPase; 
ATP dependence (Ohlbaum. A. (158) 63) 
Recombination: Unwindmg. ATPase (Banfalvr. G. (164) 28) 
DNase I 
Actin;CD(AJtai, K (151)94) 
Actm; DNase-actin complex; DNase inhtbttion; (L1210 leuke- 
mta cell) (Malicka-Blaszkiewtcz, M. (153) 235) 
Actmomycin D; Promoter lac LIP’S; DNA-ligand interaction; 
Footprinting (Scamrov, A.V. (164) 97) 
DNase-actin complex 
DNase I: Actin; DNase inhrbition: (L1210 leukemia cell) 
(Malicka-Blaszktewicz, M. (153) 235) 
DNase inhibition 
DNase I; Actin; DNase-actin complex: (Ll210 leukemta cell) 
(Malicka-Blaszktewicz, M. (153) 235) 
Dolichyl phosphate 
U-Glycosylafion: Glycoprotem; Intracellular transport: (Sac- 
charomyces cereviuae, Yeast mutant) (Haselbeck, A. (158) 335) 
Dolicbyl pyrophosphate 
(I -+3)-D-Mannosyltransferase; Tetrasaccharide synthests 
(Herscovics, A. (156) 298) 
Domain interaction 
Ftbrmogen; X-fragment; Aa-cham, Unfolding; Calorimetry 
(Medved, L.V. (160) 291) 
Domain structure 
5 S RNA; NMR; Imino proton; RNase A; RNA fragment 
(Kime, M.J. (153) 199) 
Protein sequence; p-Crystallin; N-termmal extension; Proline 
enrtchment; Alanme enrtchment. (Bovine lens) (Berbers. 
G.A.M. (161) 225) 
Dopamine 
Thyroliberm; Prolactin secretion; cytoplasmic Ca2’; Caz + level; 
(Anterior pitmtary) (Schofield, J.G. (159) 79) 
D2 dopamine receptor 
Solubilizatron; Lysophosphatidylcholme; Spiperone; (Bovine 
caudate nucleus) (Wheatley, M. (15 1) 97) 
E 
Ecdysone 
Ecdysterone; Radtoimmunoassay; HPLC; (Schistosoma man- 
soni, Fasciola hepatica) (Nirde. P. ( 15 I) 223) 
Ecdysteroid 
Juvenile hormone; Dtapause imtiation; Hormone level change; 
Embryogenesis: (Born&w mori eggs) (Gharib. B. (160) I 19) 
Ecdysterone 
Ecdysone; Radiotmmunoassay; HPLC; (Schrsfosoma mansom. 
Fasciola hepatrca) (Nirde, P. (151) 223) 
Fdeine 
deacylated tRNA-ribosome interaction; Ribosome exit site; 
Antibiotic; Tetracycline; Intersubunit site distribution (Kirtllov, 
S.V. (157) 91) 
Edman degradation 
a,-Antitrypsm; Translation; Prepeptide; Pnmary culture; Degly. 
cosylation; (Rat hepatocyte) (Gross, V. (151) 201) 
Electrical activity 
Apamm, Insulin release; Ionophore A23 187; K ’ permeabtlity: 
Ca*+ activatton: (Pancreattc islet cell) (Lebrun, P. (161) 41) 
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Electroblotting 
Antigen; Lymphocyte; Radiolabeling; 2D gel electrophoresis; 
Peptide analysis; (Spleen) (Reske, K. (159) 153) 
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Electron-transfer inhibitor 
Superoxide generation; Respiratory chain; Mitochondna; 
Cytochrome bc, site; Q cycle; Center o; Ubisemlquinone; Auto- 
oxidation (Ksenzenko, M. (155) 19) 
Electron transport 
Chloroplast; Protein kinase; Light-harvesting complex; Thylak- 
old membrane; Chlorophyll fluorescence (Horton, P. (152) 47) 
Adrtamycm (doxorubicin); Anthracycline; S-tmmodaunorubi- 
tin; Cancer chemotherapy: Mitochondria; Free radical (Davies, 
K.J.A. (153) 227) 
Cytochrome b6; Cytochrome bBf complex; Chloroplast; Low- 
temperature difference spectroscopy; Redox potential; (Cyano- 
bacteria) (Hurt, E.C. (153) 413) 
2D Fourier transform NMR; Plastocyamn; Photosynthesis; 
Histidine; Copper ligand (Kojiro, C.L. (I 62) 52) 
Photoaffimty label; Cytochrome b,-f complex; inhibitor; Plasto- 
quinone; Rieske Fe-S protein; Cytochrome b6 (Oettmeler, W. 
(155) 241) 
Electrophoresis 
Growth hormone; Prolactm; Pleomorphlsm; Immunochemistry; 
(Human pituitary) (Meuris. S. (154) 111) 
Chromatin; Core histone; Histone HI: Trypsin; Proteolysis 
(Harbome, N. (155) 88) 
Macrophage; Myosin; Myosm light chain; Phosphorylatlon 
(Trotter, J.A. (156) 135) 
Hemoglobin; Globm; Differentiation; S-Azacytldine; (Murme 
erythroleukemic cell) (Zucker, R.M. (162) 436) 
Electrostatic interaction 
Superoxide dismutase; Dipole moment; Ionic strength (Van 
Leeuwen, J.W. (156) 262) 
Cytochrome c: i-‘ytochrome oxldase; NADH; (Parucoccus deni- 
frifcans. Eschertchia coli. Rat liver mltochondria) (Coleman, 
J.O.D. (154) 319) 
Electrochromism 
Photosynthesis; Chloroplast, Carbon dioxide; Energization 
(Garab. G. (154) 323) 
Electrofusion 
Sterlhty: Pronase; (Myeloma cell, Hybridoma cell) (Vienken, J. 
(163) 54) 
Spark discharge; Electromagnetic waves; Evolution; Mem- 
brane; Protopiast (Kippers, G. (164) 323) 
Electrogenic transport 
ATPase; Proton translocation; Transport energization; (Yeast 
vacuolar membrane) (Okorokov, L.A. (I 55) 102) 
Electromagnetic field 
Lymphocyte blastogenesis; Mitogenic activity (Conti, P. (162) 
156) 
Electromagnetic waves 
Electrofusion; Spark discharge; Evolution; Membrane; Protop- 
last (Kippers, G. (164) 323) 
Electron acceptor 
Photosystem II; Iron-qumone; Pheophytm; Triplet state; (Phor- 
midrum laminosum) (Atkinson, Y.E. (159) 141) 
Electron donor 
Pheophytin; Semiqumone-iron complex; Redox titration; Pho- 
tosynthesis; EPR (Rutherford, A.W. (154) 328) 
Electron microscopy 
Crystal form; Rlbosome; Diffraction pattern; (Bacillus stearorh- 
ermophilus) (Yonath, A. (154) 15) 
Ribosome; Subunit orientation; Pre-translocation state; Post- 
translocatlon state (Vasiliev, V.D. (155) 167) 
Asialoglycoprotein receptor; Antibody; Ligand uptake; (Hepa- 
tocyte. Liver macrophage) (Roes, P.H. (157) 253) 
Three-dimensional crystal; Ribosomal particle; Unit cell dimen- 
sions; Computed contoured image (Yonath, A. (163) 69) 
Electron transfer 
Proton gradient; Phosphorylation; Membrane topography; 
Microchemiosmosis; Thylakoid (Haraux, F. (155) 248) 
Heterocyst; Cytochromef; Cytochrome c-553; Plastocyanin; 
Photosynthesis; (Anabaenai (Houchins, J.P. (159) 267) 
Picosecond spectroscopy; Reaction center; Bacteriochlorophyll; 
Bacteriopheophytin (Shuvalov, V.A. (160) 51) 
Chloroplast: Cytochrome b; Ferredoxin; Plastoqurnone 
(O’Keefe. D.P. (162) 349) 
Electron-transfer inhibition 
Photosystem II; Reaction center; EPR (Ghanotakis, D.F. (153) 
231) 
Cytochrome; Conformational change; Redox potential (Moore, 
G.R. (161) 171) 
a&Elimination rraction 
DLGlucosaminate dehydratase; Pyrldoxal 5’-phosphate; ‘H- 
NMR; Stereochemistry; (Agrobacterium radiobacter) (Iwa- 
moto. R. (156) 33) 
Elongation 
Agmg; Protein synthesis; Elongation factor 1; Peptidyl transfer- 
ase (Gabms, H.-J. (160) 115) 
Elongation factor 
Primary structure; Sequence homology; Protein evolution; 
(Artemia salina) (Amons, R. (153) 37) 
Archaebacteria; Ribosome specificity; Polyphenylalanine syn- 
thesis; (Thermoplasmn acidophilum, Methanococcus vanmelii) 
(Klink, F. (155) 173) 
Ribosome shape; Rlbosomal subunit coupling; tRNA site; L7/ 
L12 protein stalk; tRNA site protein (Spirin, A.S (156) 217) 
Elongation factor G 
Crystallization; X-ray analysis, Structure determination; Trans- 
location; (Thermus rhermophilus HBS) (Reshetnikova, L.S. 
(154) 149) 
Elongation factor Tu 
Phenylalanyl-tRNA; Phenyllactyl-tRNA; Cmnamyl-tRNA; 
Nucleic acid-protein interaction (Derwenskus, K.-H. (151) 143) 
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Ammoacyl-tRNA: Ethylnitrosourea; Protem synthesis (Riehl, 
N. ( 154) 42) 
Elongation factor 1 
Aging; Protein synthesis; Elongation; Peptidyl transferase 
(Gabius, H.-J. (160) 115) 
Elongation factor la 
cDNA cloning; cDNA sequencmg; (Artemia J (Van Hemert, 
F.J. (157) 289) 
Northern blotting; Southern blotting; Gene library; (Artemza) 
(Van Hemert, F.J. (157) 295) 
Gel electrophoresis; Methylation; (3T3B ceil, 3T3B/SV40 cell) 
(Coppard, N.J (164) 330) 
Elongation factor 2 
Ribosomal interactton, Guanosine nucleotide; Sulfhydryl 
group; N-Ethylmaleimide: Amino group-specific reagent (Nur- 
ten. R. (154) 391) 
Elongation inhibition 
Vaccinia core; Protem synthesis control; Cell-free translation 
system (Tas, P.W L (153) 427) 
RNA polymerase; Transcription; Actinomycin D; Binding spe- 
cificity; RNA sequencmg, (E. coli) (Awasashvilli, V.A. (160) 
124) 
Embryogenesis 
Ecdysteroid; Juvenile hormone; Diapause initiation; Hormone 
level change; (Bombyx mori eggs) (Gharib, B. (160) 119) 
Emission spectrum 
Photosystem II; Fluorescence quenching; Pheophytin anion 
Photoaccumulation (Renger, G. (163) 89) 
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Deoxyendonuclease; supercoiled DNA; (E. coli) (DasGupta. 
U. (153) 60) 
Site-specificity; Molecular cloning; (Citrobacterfreundiii (Janu- 
laitis. A. (161) 210) 
Site-specificity; Molecular cloning, (E. coli) (Janulaitis, A (161) 
213) 
Endonuclease; Enzyme activation 
Cordycepin; (2’-5’)Oligoadenylate; Protein synthesis inhibition: 
Calcium phosphate coprectpitation (Lee, C. (I 57) 205) 
Encapsulation 
Hemoelobm: Phosoholinid: Phosoholipid vesicle; Liposome; 
(Blood) (Gaber. BP. (I 53) 285) . . 
Lipopolysaccharide-binding factor: Lectin; Agglutination; 
Lipopolysaccharide; (Cotton leaf, Berjermckia/ (Murty. M.G. 
(158) 159) 
Encepbatomyocarditis virus 
Picornavirus; Translation; Post-translational processing; Poly- 
protein; Cleavage map (Kazachkov. Yu.A. (154) 161) 
Poly(I)poly(C), 2’,5’-Oligo(A) synthetase; Spontaneous tumor; 
Enzyme mduction; (C,H mouse) (Galaktidou, G. (164) 161) 
Endo-/?-galactosidase 
N-Acetyl-D-glucosamine; Bacterial adhesion; Erythrocyte; 
Hemagglutination; Receptor (Vlisanen-Rhen. V. (159) 233) 
Endocytosis 
Hormone receptor; Insulin; czr-Macroglobulin; Percoll; Lyso- 
some (Ito, F. (152) 131) 
Transferrm, Acidic compartment; Monensin; NH,Cl; (K562 
cell) (Rao, K. (160) 213) 
Endogenous ligand 
Excitatory amino actd: Receptor; Neurotransmitter; (Brain) 
(Luuu, A. (161) 153) 
Endonuclease 
Sequence specificity; (Gluconohacter suboxydans) (Janulaitis, A. 
(151) 243) 
Endoplasmic reticulum 
Degranulation; Carcinogen; Ribosome: Microsome (Poole, 
T.W. (151) 27) - 
l2-0-Tetradecanoyl phorbol 13-acetate; Choline mcorporatton. 
(C3H/IOT’/, fibroblast) (Pryme. I.F. (152) 17) 
p-Glucanase; Secretory mutant, Enzyme precursor; Enzyme 
activation: (Saccharomyces cerewsiae) (Hernandez. L M. (161) 
190) 
Endoribonuclease VI 
Development; Transcription inhibitor: Translation inhibitor; 
Post-transcriptional regulation; (Artemla) (Quintanilla. M 
(155) 93) 
Endorpbin 
Peptide hormone-lipid membrane interaction; Hydrophobic 
photolabeling; Adrenocorticotropm; Dynorphin; Enkephahn: 
Liposome (Gysin. B. (158) 12) 
fi-Endorpbin precursor 
p-Lipotropin; Monoclonal antibody; Immunoblottmg, Radio- 
binding assay, Affinity chromatography (Thorpe, R (151) 105) 
Endosymbiont hypothesis 
initiator methionme tRNA; Mitochondria; (Wheat) (Gray, 
M.W (161) 323) 
S-Endotoxin 
Phosphohpid receptor; Insecticide; Liposome binding; (Bacrllus 
thurinaiensis var. israelensis, Mosquito) (Thomas, W.E. (154) 
362) .’ 
Toxin gene, Plasmid; Plasmid curing; Insecticide; (Bacillus thur- 
ingiensis var. israelensu) (Ward, E.S. (158) 45) 
Endplate current 
Perhvdrohistrionicotoxin; Nicotnuc acetylcholine receptor; Ion 
channel stereospecificity: Neuromuscular junction (Spivak. C.E. 
(163) 189) 
Energetics 
31P-NMR; Internal pH; Muscle contraction; (Smooth muscle, 
Taenia caecum) (Vermue, N.A. (I 56) 293) 
Energization 
Photosynthesis; Chloroplast; Electrochromism: Carbon dioxide 
(Garab, G. (154) 323) 
Energy calculation 
Peptide regulator; Neurotensin; Receptor binding; Conforma- 
tional analysis; (Mast cell) (Podinsh, L.U. (I 53) 25) 
Energy coupling 
Cytochrome-c oxidase; Proton pumpmg; Reconstituted vesicle: 
Chemiosmosis (Casey, R.P. (154) 237) 
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Energy profile 
Gramicidin A; Na+; Ion channel; Theoretical computation 
(Pullman, A. (163) 199) 
Energy transduction 
Sarcoplasmic reticulum; Ca* +-ATPase; Phosphorylation; Water 
activity, Fluorescence (DuPont, Y. (156) 93) 
transport ATPase; Water; Sarcoplasmic reticulum; Ca2+; Phos- 
phorylation (DuPont, Y. (161) 14) 
Energy transfer 
Photosynthesis: Prrmary reaction; Photosystem II; Fluores- 
cence; Charge recombmation; Luminescence (Breton, J. (159) 1) 
Phycobrhsome; C-phycocyanin; Absorption anisotropy; Picose- 
cond spectroscopy: (Synechococcus 6301) (Gillbro. T. (162) 64) 
Energy transformation 
Phosphoenolpyruvate; Phosphoenolpyruvate carboxykinase; 
(Brown fat mitochondrra) (Drahota, Z. (157) 347) 
Enkephalin 
Cholecystokmin C-terminal octapeptide; Neuropeptidase; 
Enkephalinase A; Metalloendopeptidase; Synaptic membrane; 
Solubilization (Deschodt-Lanckman, M. (152) 109) 
Peptide hormone-lipid membrane interaction; Hydrophobic 
photolabeling; Adrenocorticotropm; Dynorphin; Endorphin; 
Lrposome (Gysin, B. (I 58) 12) 
Enkephalinase A 
Cholecystokinin C-terminal octapeptide; Enkephalin; Neuro- 
peptidase; Metalloendopeptidase; Synaptic membrane; Solubili- 
zation (Deschodt-Lanckman, M. (152) 109) 
Astrocyte; Leu-enkephahn; Aminopcptidase; (Rat bram) (Lent- 
zen, H. (153) 93) 
S-Enolpyruvylshikimate-3-phosphate synthase 
Shrkimate pathway; Glyphosate; Fosfomycin; (Neurospora 
crassa, Arom) (Boocock, M.R. (154) 127) 
Enoyl reductase 
Multifunctional protein, Fatty acid synthase; Active site labcl- 
mg (McCarthy, A.D. (162) 300) 
Enrichment culture 
Methanogenesis; Methane; (Dental plaque) (Kemp, C.W. (155) 
61) 
Enterocyte 
Sugar transport; Amino acid transport; K+ transport; (Rabbit, 
Small intestine) (Brown, P D. (163) 203) 
Enterotoxin 
Ammo acid sequence; Fast atom bombardment mass spectro- 
metry (Takao. T. (152) I) 
Enzymatic steroid conversion 
Reversed micelle; NADH regeneration (Hilhorst, R. (159) 225) 
Enzyme actitivity 
Lysozyme; Esterase; (Duck, Goose) (Jollis, J. (162) 120) 
Enzyme activation 
Glutamate synthase; Reconstitution; Chloroplast; 2-Oxoglutar- 
ate; Mg2+ (Dry, LB. (151) 31) 
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Phosphorylase a; Enzyme inhibition: Dimerization: Structure- 
function (Melpidou, A.E. (154) 105) 
Cyclic nucleotide; Guanosine nucleotide; 3’,5’-Cychc-nucleotide 
phosphodiesterase; (Liver) (Spina, A. (157) 351) 
B-Glucanase; Secretory mutant; Endoplasmic reticulum; 
Enzyme precursor; (Saccharomyces cerevisiae) (Hernandez. 
L.M. (161) 190) 
Lipase; Brie salt; Phospholiprd; Triglyceride; (Pancreas) (Erlan- 
son-Albertsson, C. (162) 225) 
Enzyme activity 
Protein maturation; Phosphorylation; Phosphatase; Nucleolus; 
(Chmese hamster ovary cell) (Bourbon, H. (155) 218) 
Proteinase; Linked enzyme assay procedure (Taylor, M.D. (157) 
200) 
Hydrogenase gene; Methyl viologen; (Clostridium butyricum. 
Escherichia coli, F’- 143) (Karubc. I. (158) 119) 
Enzyme adsorption 
Cellulose degradation; I ,4-b-D-Glucan cellobiohydrolase; Hy- 
drolysis; (Trichoderma reesei, Valonia macrophysa) (Chanzy, H. 
(153) 113) 
Enzyme complex 
Branched-chain 2 oxoactd dehydrogenase; Dephosphorylation; 
Reactivation; Branched-chain dehydrogenase phosphatase; 
Mg2 + activation; (Ox kidney) (Fatania, H.R. (I 58) 234) 
Enzyme conversion 
Dihydroorotate dehydrogenase; Orotate; Pyrimidine; Mito- 
chondria; Cytosol effect (Dileepan. K.N. (153) I) 
Enzyme inactivation 
cyclic AMP; Glucose; (Yeast) (Tortora, P. (155) 39) 
Branched-chain 2-oxoacid dehydrogenase complex; Enzyme 
purification; Phosphorylation; (Bovine kidney cortex) (Lawson, 
R. (157) 54) 
Branched-chain 2-oxoacid dehydrogenase complex; Multr-site 
phosphorylation; Pyruvate dehydrogenase complex; (Bovine 
kidney cortex) (Cook, K.G. (157) 59) 
Encephalomyocardrtis virus; Poly(I)poly(C); 2’,5’-Ohgo syn- 
thetase; Spontaneous tumor; (C,H mouse) (Galaktidou, G. 
(164) 161) 
Enzyme inhibition 
Spin label; Reverse transcriptase; DNA polymerase; 2’-Deox- 
yuridine S-triphosphate (Warwick-Koochaki, P.E. (152) 157) 
Epinephrine; Gonadotropic hormone; Phenoxybenzamine; 
Omithine decarboxylase: (Testis) (Madhubala, R. (152) 199) 
Troponin T; Actomyosin; ATPase; Troponin I; Troponin; 
(Rabbit skeletal muscle) (Chong, P.C.S. (153) 372) 
Phosphorylase a; Enzyme activation; Dimerization: Structure- 
functron (Melpidou, A.E. (154) 105) 
Transglutaminase; Phospholiprd vesicle; Phase transition; 
Enzyme-phospholipid recombinant (F&is, L. (I 55) 1) 
Glyphosate; 3-Phosphoshikimate I-carboxyvinyltransferase; 
Herbicide tolerance: Growth adaptation (Amrhem, N. (157) 
191) 
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ATPase; Histldine residue; Diethyl pyrocarbonate; (Rhodospw- 
d/urn rubrum) (Khananshvdi. D. (159) 271) 
Adenylate cyclase; Magnesium; Guanosine triphosphate (Bock- 
aert, J. (161) 113) 
Enzyme inhibitor 
Casem kmase-2; Protem kinase; Protein phosphorylatlon; 
Polyglutamate; Phosphorylation site (Meggio. F. (162) 235) 
Inter-a-trypsm inhibitor; Serum protease; mRNA translation: 
Protein structure; (Baboon) (Bourgmgnon, J. (162) 379) 
Enzyme inhibitor protein 
Mitochondna: ATPase; Phosphorylation; ATP hydrolysis; 
Aad-base transitlon (Husain, I (160) 1 IO) 
Enzyme interconversion 
ATPase; Plasma membrane; Proton transport; Enzyme regula- 
tion; (Yeast) (Serrano, R. (156) I 1) 
Enzvme kinetics 
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Myosin kinase; Phosphorylation; Calmoduhn; Ca’ + : (Smooth 
muscle) (Walsh, M.P. (153) 156) 
Nitrogen fixation; Nltrogenase; Guanosme tetraphosphate; 
Photosynthetic bacteria; Stringent control; (Rhodopseudomo- 
nus) (Zumft. W.G. (154) 121) 
Fructose 2,6-blsphosphate. Fructose-6-phosphate. 2-kinase; 
Sucrose synthesis, Gluconeogenesis; Glycolysis (Cstke. C. (155) 
139) 
Arrienius plot discontmuity; Phase transItIon; Myosin subfrag- 
ment 1: ATP binding; Conformational change (Biosca, J.A. 
(153) 217) 
Enzyme localization 
Phosphatidylserine decarboxylase; Mitochondna; (Rat liver, 
Mouse liver) (Zborowski. J. (157) 179) 
Enzyme overproduction 
Aspartate transcarbamylase; N-Phosphonoacetyl-L-aspartate 
resistance; Rudimentary gene, Gene amplification; (Drosophila 
melunogaster) (Giorgi. D. (162) 374) 
Enzyme precursor 
p-Glucanase; Secretory mutant; Endoplasmic reticulum; 
Enzyme activation; (Succharomyces cerevisrue) (Hernandez, 
L.M. (161) 190) 
Enzyme protection 
Thiol transferase: Glutathione: Pvruvate kmase; Oxidative inac- 
tivation (Axelsson. K. (I 52) 114). 
Enzyme purification 
Adenvlate kinase: Cibacron blue-Sepharose; P’ ,PS-Di(adeno- 
sine-?) Pentaphosphate; (E. cob) (%rzu, 0. (I 53) 280) 
Branched-chain 2-oxoacid dehydrogenase complex; Phosphory- 
lation; Enzyme inactivation: (Bovine kidney cortex) (Lawson, 
R. (157) 54) 
Enzyme pyrophosphorylation 
Ammoacyl-tRNA synthetase; Pyrophosphate (Kovaleva, G.K. 
(151) 79) 
Enzyme redistribution 
Phagocytosis; 5’-Nucleotidase: Membrane domain (Stewart, 
D.I.H. (156) 329) 
Enzyme Regulation 
Acyl-CoA:cholesterol acyltransferase; Phosphorylatlon; Lipo- 
some; (Rat liver, Rat intestine) (Suckling. K E. (151) 1 II) 
S-Adenosylmethionine synthetase isozyme; Cell-free transla- 
tion: mRNA; (Ehrlich ascItes tumor cell, Mouse hver) (Sato, F. 
(151) 148) 
Citrate synthase; Proteolysis; Subtilisin: Cooperativlty: (Acme- 
tobucter culcouceticus) (Mitchell, C.G. (151) 265) 
ATPase; Plasma membrane; Proton transport; Enzyme inter- 
conversion; (Yeast) (Serrano. R. (156) 1 I) 
Deoxyguanosme kinase; dTTP; dGTP, (Human placenta) 
(Yamada. Ya. (157) 51) 
Pertussis toxin; a,-Adrenoceptor; &Adrenoceptor; Glucagon. 
Ureogenesis; Adenylate cyclase (Pushpendran. C K ( 160) 198) 
Fructose 2.6~biphosphate; Fructose-2.6-biphosphatase; Sucrose 
synthesis; Gluconeogenesis: Glycolysis (Cskke. C (162) 103) 
CaL+ activation, Protein assembly; Calciprotem: (Plant) (Grd- 
zlana. A. (163) 306) 
Enzyme release 
Chemotactic peptide; Lysosome; Receptor: Deutermm; Hydro- 
gen bonding (Wu. A (159) 150) 
Enzyme specificity 
Binding site Interaction; Aminoacyl-tRNA synthetase; Pro- 
ofreading mechanism; Tryptophanyl-tRNA synthetase (Deg- 
tyarev. S.K. (154) 293) 
Pro-opiomelanocortm; Maturation enzyme; HPLC; Mlcrose- 
quence; (Pituitary granule) (Seidah. N G. (159) 68) 
Enzyme-GMP intermediate 
Capping enzyme; RNA 5’-triphosphatase; (S. cerevlsluel (Itoh. 
N. (155) 161) 
Enzyme-linked immunosorbent assay 
Epoxide hydrolase; Monoclonal antibody: Protem structure: 
Membrane topology (Wolf, C.R. (157) 271) 
Enzyme-phospholipid recombinant 
Transglutaminase; Phospholipid vesicle; Phase transItIon. 
Enzyme inhibition (Ftsiis. L. (155) I) 
Enzymic synthesis 
Coenzyme A; Pantothenic acid; Phosphopantothenic acid; 
Phosphopantetheine; Feedback inhibition (Shimizu, S. (15 I ) 
303) 
Epidermal growth factor 
Growth; Differentiation; Milk protein synthesis; Pregnancy; 
(Mouse mammary gland) (Taketani. Yu (152) 256) 
Thyrotropin; Epldermal growth factor receptor, (Porcine thy- 
roid) (Atkinson. S. (153) 88) 
IH-NMR; Photo-CIDNP; Aromatic residue; Protein dynamics 
(De Marco, A. (159) 201) 
Phosphohpid methylatlon; Hepatocyte, Liver regeneration, 
Dansylcadaverine (Chiva, V.A. (160) 101) 
Receptor; Ca2’: (Pancreas) (Logsdon, C.D. (164) 335) 
Epidermal growth factor receptor 
Epldermal growth factor; Thyrotropm: (Porcme thyroid) 
(Atkinson, S. (153) 88) 
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Harvey virus; Kirsten virus; Oncogene; Protein ~21; Phosphoth- 
reonme. Phosphotyrosine (Baldwin, G.S. (153) 257) 
Epinephrine 
Glycogen synthase; Glucagon, (Rat hepatocyte) (Bosch, F. 
(151) 76) 
Gonadotroplc hormone; Phenoxybenzamine; Enzyme mhibi- 
tion; Ornithine decarboxylase; (Testis) (Madhubala, R. (152) 
199) 
Phosphorylasc kinase; Ca * +. Calmodulin; Glycogen metabo- , 
lism; (Porcine liver) (Nakamura, S. (159) 47) 
EpitheIial membrane 
VIP receptor; Adenylate cyclase; GRF; PHI; Secretin; (Intes- 
tine) (Laburthe. M. (159) 89) 
Epoxide hydrolase 
Monoclonal antibody; Protein structure; Membrane topology; 
Enzyme-linked lmmunosorbent assay (Wolf, C.R. (157) 271) 
Peroxisome; Subcellular distribution (Waechter. F. (158) 225) 
EPR 
Photosystem II; Electron-transfer Inhibition; Reaction center 
(Ghanotakis, D.F. (153) 23 I) 
Pheophytm; Semiqumone-iron complex, Redox titration; Pho- 
tosynthesis; Electron donor (Rutherford, A.W. (154) 328) 
Chloroplast. Thylakoid; Manganese; Oxygen evolution; Zinc 
treatment (Miller, M. (155) 331) 
Adriamycin; Erythrocyte; Spm trapping; Hydroxyl radical 
(Bannister. J.V. (157) 170) 
Superoxide; Hydroxyl radical; Hydroxylation; Transferrin; Spin 
trapping (Motohashi, N. (157) 197) 
Cytochrome b6f; Semiquinone; Bis-histidine ligation; 5-Unde- 
cyl-6-hydroxy-4,7-dioxobenzothiazole: (Spinach) (Salerno, J.C. 
(162) 257) 
Cytochrome b-563; Cytochrome bfcomplex; Cytochrome; 
Chloroplast (Bergstrbm, J. (164) 71) 
Oxygen evolution; Salt washing; Photosystem II; Mn-binding; 
33-kDa protein (One, T.-A. (164) 255) 
Time-resolved spectroscopy Photosystem I; (Synechococcus livi- 
dus) (Furrer. R. (153) 399) 
Epstein-Barr virus 
tx:HS glycoprotein receptor; Nuclear antigen; Lymphocyte 
(Lewis, J.G (161) 306) 
Equilibrium constant 
Actin; I-N6-Ethenoadenosine 5’-triphosphate; Fluorescence; 
Nucleotide exchange (Wanger, M. (162) 112) 
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Benzylaminopurine; Ca2+-ATPase: Ca2+ content; Calmodulin: 
(Wheat root) (OlBh, Z. (154) 395) 
Copper; Superoxide dismutase (Glrtner, A. (I 55) 15) 
Ca* + flux; Ionophore A23 187; Phosphohpid (Vidaver, G.A 
(155) 117) 
Muscular dystrophy; Membrane protein; 2D gel electrophore- 
sis: Scanning electron microscopy; (Hamster) (Pimplikar. SW. 
(156) 141) 
Chromatm; Nucleoprotein; Histone; Trypsm; (Liver nuclei) 
(Saccone, G.T.P. (157) 111) 
Adriamycin; EPR; Spin trapping; Hydroxyl radical (Bannister, 
J.V. (157) 170) 
Equilin 
Steroidogenesis; Steroid precursor; (Horse, Fetal gonad) (Tait, 
A.D. (153) 161) 
Erythrocyte 
Phosphatidylserme; Hemagglutination; Phosphatidylcholine 
(Kawai.Y. (153) 131) 
Calmoduhn: (Ca2 + + Mg* +)-ATPase; Immunochemistry; Sar- 
coplasnuc reticulum; (Smooth muscle) (Wuytack, F. (154) 191) 
Drug targeting; Antibody attachment; Collagen; Avidin 
(Samokhin, G.P. (154) 257) 
Nuclease; Ca* + activation: (Xenopus) (Talwar. S. (158) 349) 
N-Acetyl-D-glucosamme: Bacterial adhesion; Endo+-galactosi- 
dase; Hemagglutination; Receptor (Vgisinen-Rhen, V. (159) 
233) 
Halothane; Methoxyflurane; NMR; (Nerve, Muscle) (Wyrwicz, 
A.M. (162) 334) 
Band 3 protein; Amon transport; I-Fluoro-2,4_dinitrobenzene; 
4,4’-Diisothiocyanodihydrostilbene-2,2’-disulfonic acid (Rud- 
Ioff, V. (163) 14) 
Erythrocyte membrane 
Band 3 protein; Anion transport (Kaplan, J.H. (156) 175) 
Lipophihc vitamin; Cell fusion; 31P-NMR; Fluorescence aniso- 
tropy; Membrane fluidity (Viti. V. (158) 36) 
Band 3 protein; Association equilibrium; Triton X-100; Perox- 
ide (Schubert, D. (163) 81) 
Erythromycin 
Fatty acid synthase; Cerulenin; Affinity labehng; Macrohde 
antibiotic synthase (Roberts. G. (159) 13) 
ESR 
Polyethylene glycol; Fusogen; Membrane structure; Spin label 
(Surewicz, W.K. (151) 228) 
Triplet state; Photosystem II; ADMR; Absorbance difference 
spectroscopy (Den Blanken, H.J. (157) 21) 
Triplet state; ADMR: Primary donor; (Chlorojiexus auranfiu- 
cus) (Den Blanken, H.J. (161) 185) 
Coenzyme Q; Complex III; Reductive titration (De la Rosa. 
F.F. (163) 140) 
(Na+ + K+)-ATPase; (Electric organ, T. marmoram); Lipid- 
protein interaction; Spin labeling (Zachowski, A. (163) 245) 
Esterase 
Lysozyme; Enzyme actitivity; (Duck, Goose) (Joll&. J. (162) 
120) 
E&radio1 
Prolactm receptor; CHAPS; Solubilization; Cryptic site 
unmasking (Gavish, M. (154) 81) 
Estrogen receptor 
Hydrophobicity; Receptor-binding factor; Steroid hormone; 




Acetaldehyde; Glycerophospholipid; Membrane lipid; TLC; 
(Rat) (Alling, C. (152) 24) 
Adenylate cyclase; Forskolin; Short-chain alcohol: (Rat heart) 
(Robberecht, P. (154) 205) 
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DNA sequence; a-Crystallin; Ophthalmology; Protein structure; 
(Eye lens) (Tomarev, S I. (162) 47) 
Electrofuslon; Spark discharge. Electromagnetic waves; Mem- 
brane; Protoplast (Kiippers, G. (164) 323) 
Evolutionary rate 
RNase; Signal sequence; Stop codon; (Rat pancreas) (Bemtema, 
J.J. (159) 191) 
Excitable membrane 
Adenylate cyclase; Guanylate cyclase; Ciliary membrane: (Par- 
amecium) (Schultz, J.E. (I 54) 347) 
Etbenoadenosine 
Interferon; 2-5A; 2-SA-Activated endonuclease; Fluorescence; 
Oligonucleotide synthesis (Lesiak. K. (151) 291) 
I-NbEtbenoadenosine S-tripbospbate 
Actm; Fluorescence; Nucleotide exchange; Eqmhbrmm con- 
stant (Wanger, M. (162) 112) 
A’-Etboxycarbonyl-2-etboxy-1,2dibydroquinoline 
mitochondrial ATPase; bacterial ATPase; Carboxyl group; Cat- 
alytic site; N.N’-Dicyclohexylcarbodiimide (Pougeois, R. (154) 
47) 
Ethylene 
I-Aminocyclopropane-1-carboxylic acid; Mltochondria; Submi- 
tochondrial partlcle; Nigerlcm (Vinkler, C. (162) 252) 
Ethylene glycol 
Actomyosin dissociation; Arrhenius plot: Subzero temperature 
stopped-flow (Mlllar. N.C. (160) 141) 
Ethylene synthesis 
I-Aminocyclopropane-I-carboxylic acid; Membrane potential; 
Proton flux (John, P. (152) 141) 
N-Etbylmaleimide 
Coupling factor B; H+-ATPase; ATP-phosphate exchange 
(Hughes, J. (153) 441) 
Elongation factor 2; Rlbosomal interaction; Guanosine nucleo- 
tide; Sulfhydryl group: Amino group-specific reagent (Nurten, 
R. (154) 391) 
Fructose-1,6-bisphosphatase; Fructose 2,6_bispbospbate; Sub- 
strate inhibition; Allosteric site (Meek, D.W. (160) 105) 
Chemical modification; Maleimide derivative: Showdomycin; 
Superoxide generation; NADPH oxidase; Lysozyme release; 
Concanavalin A; (Guinea-pig neutrophil) (Yamashita. T. (164) 
267) 
N-Etbylmaleimide inhibition 
Chloroplast; Chloroplast membrane; Photoresplration; Glyco- 
late transport: Glycerate/glyoxylate Inhibition (Howitz, K.T 
(154) 339) 
Etbylnitrosourea 
Elongation factor Tu; Aminoacyl-tRNA, Protein synthesis 
(Riehl. N. (154) 42) 
Eukaryotic initiation factor 2 
Ca2+’ Phosphohpid; Protein synthesis; Protein kinase; /?-Subu- 
nit (Schatzman, R.C (159) 167) 
Evolution 
Mitochondria; mitochondrial tRNATyr; Primary structure; 
tRNA; (Yeast) (Sibler, A.-P. (152) 153) 
Histone H2A.Z; Nucleosome; Histone variant; Chromatin; 
Ammo acid sequence (Ball, D.J. (154) 166) 
Serine endopeptidase: Chymotrypsm; Protease; Amino acid se- 
quence; (Invertebrate) (Jany, K.-D. (I 58) 98) 
Excitable tissue 
Ontogenesis; Nitrendipine receptor: Ca”+ channel (Kazazoglou, 
T. (164) 75) 
Excitatory amino acid 
Receptor; Endogenous ligand: Neurotransmitter; (Brain) 
(Luim, A. (161) 153) 
Exercise 
Glycolysls; Glucose uptake, Glucose output; Catecholamine; a- 
Adrenergic receptor; (Muscle. Liver) (Clark, M.G. (158) 1) 
Exocytosis 
Cazf channel; CaZ+ influx; Cell isolation; Parathyrold hormone 
secretion; (Bovine parathyroid cell) (Wallace, J. (15 1) 83) 
Ca* +. Secretion. Catecholamine; Pborbol ester; Protein kinase 
C (Kiight, D.E’(l60) 98) 
Fatty acid; Acrosome reaction; (Hamster sperm) (Meizel, S. 
(161) 315) 
Exogenous nucleotide 
Bacteriochlorophyll synthesis; Growth inhibition; Phototrophlc 
bacteria (Montesinos, E. (154) 196) 
Exon 
Corticotropu-B-lipotropin precursor gene; Pseudogene; recom- 
binant DNA; DNA sequence; Intron; Direct repeat; (Mouse) 
(Notake, M. (156) 67) 
Cytochrome-c oxidase; Cytochrome a,; Globin; Heme-binding 
sequence; Membrane buried sequence (Welinder, K.G. (157) 
233) 
Exon evolution 
Neurohypophysial glycopcptlde sequence; Vasopressin-neuro. 
physin precursor; Glycopeptide; (Rat) (Chauvet, M.T. (163) 
257) 
Exonuclease V 
Zubay system; recB Mutant; DNA; Polypeptlde syntheses; (E. 
coli) (Jackson, M. (163) 221) 
F 
a-Factor 
Cell cycle: Glycoprotein; G, arrest; (Yeast) (Orlean, P. (158) 
247) 
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Mannan synthetase; (Succharomyces cerevisiuel (Ruiz, T. (163) 
335) 
Factor VIII 
Von Wtllebrand factor; N-Glycosidic glycan (Debeire, P. (I 5 I) 
22) 
Factor XIII 
cc,-Plasmin inhibitor; Fibrin; Transglutammase; Cross-linking; 
Glutamme substrate (Ichinose. A. (153) 369) 
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Ferredoxin 
Resonance Raman spectroscopy; Iron-sulfur protein; Iron-sul- 
fur cluster (Ozaki, Yu. (I 52) 236) 
NMR; Redox potential; Iron-sulfur cluster (Nagayama. K 
(158) 208) 
Amino acid sequence; Archaebactena; Phylogeny; Cysteme dis- 
tribution; (Thermoplasma acrdophilum) (Wakabayashi. S. (162) 
21) 
Low-potential c-type cytochrome; Cytochrome c-549: Cyclic 
photophosphorylation; Redox poising; Cyanobactena; (Ana- 
c.vsfis nidulans) (Kienzl. P.F. (162) 76) 
Chloroplast; Cytochrome h: Electron transfer; Plastoquinone 
(O’Keefe, D.P. (162) 349) 
Resonance Raman spectroscopy; Iron-sulfur protein; Iron-sul- 
fur cluster (Lutz, M. (163) 212) 
Ferrous nitrosyl myoglobin 
Myoglobin; Resonance Raman spectroscopy; pH effect; (Sperm 
whale) (Mackin, H.C. (158) 199) 
Ferroxidase 
Ceruloplasmin; Antioxidant; Lipid peroxidation; Hydroxyl 
radical; Metal ion dependence; Free radical (Gutteridge, J.M.C. 
(157) 37) 
Facultative beterocbromatin 
Chromatin organization: Histone Hl phosphorylation; (Mealy- 
bug) (Karnik. P.S. (163) 128) 
Fast atom bombardment 
Ovomucoid; Carbohydrate structure; Heterogeneity; Mass spec- 
trometry (Egge. H. (156) 357) 
Fast atom bombardment mass spectrometry 
Enterotoxin; Amino actd sequence (Takao, T. (152) I) 
Fat cell metabolism 
p-Phenylisopropyladenosine; Insulin; Catecholamine; Sugar 
transport modulation (Souness, J.E. (153) 103) 
Fatty acid 
Membrane protein; Lipid-protem interaction; Cardiolipin (Lee, 
A.G.(151)297) 
Immunochemistry; Cytochrome b,; Microsome; Chain elonga- 
tion: NADPH-cytochrome P450 reductase (Nagao, M. (155) 
ll) 
Lipid, Phosphatidylcholine; Singlet oxygen; Luminescence: 
Lummescence quenching (Jr, A.A.K. (155) 233) 
Exocytosis; Acrosome reaction; (Hamster sperm) (Meizel. S. 
(161) 315) 
Fatty acid desaturase 
Phospholipid; Acylation; Aging; Cal+; (Lupin seedling) (Cith- 
arel. B. (161) 251) 
Fatty acid syntbase 
Cerulenm; Affinity labeling; Macrolide antibiotic synthase; 
Erythromycin (Roberts, G. ( 159) 13) 
Amino acid sequence; Serine; Acyl transferase (McCarthy, A D. 
(160) 296) 
Multtfuncttonal protem; Active site labeling; Enoyl reductase 
(McCarthy, A.D (162) 300) 
Fatty acid synthesis 
Acetoacetate utilization; Ltpogenesis; Cholesterogenesis; (Iso- 
lated hepatocyte. Ketone bodies) (Geelen, M.J.H. (163) 269) 
Feedback inhibition 
Coenzyme A; Pantothenic acid, Phosphopantothenic acid; 
Phosphopantetheme: Enzymic synthesis (Shtmizu, S. (I 5 I) 303) 
Fenton reaction 
Superoxide; Hydroxyl radical; Haber-Weiss reaction; Iron com- 
plex; Pulse radiolysis; Spin trapping (Buettner. G.R. (158) 143) 
Superoxide. Hydroxyl radical; Iron; Haber-Weiss reaction; Che- 
lator (Fhtter. W. (158) 310) 
Fibrin 
al-Plasmin inhibitor; Factor XIII; Transglutaminase; Cross- 
linking; Glutamine substrate (Ichinose. A (153) 369) 
Fibrin-binding domain 
Tissue-type plasminogen activator; Fibronectm: Protein evolu- 
tion (Banyai. L. (163) 37) 
Fibrinogen 
X-fragment; Aa-chain; Domain interaction; Unfolding; Calori- 
metry (Medved, L.V. (160) 291) 
Fibroblast 
Trifluoperazine; Chlorpromazine; LDL catabolism; (Human) 
(Maziere, J.C. (162) 396) 
Fibrocartilage 
Collagen; (Bovine meniscus, Cartilage) (Eyre, D.R. (158) 265) 
Fibronectin 
Phosphorylation; (Growing cell, Quiescent cell) (Ali. I U. (151) 
45) 
Cathepsm D; Gelatin-Sepharose; Heparin-Sepharose (Richter, 
H. (155) 317) 
Structural organization; Monoclonal antibody; Immunoblot- 
ting (Dziadek, M. (155) 321) 
Chemotaxis, Boyden chamber, (Fibroblast) (Alblm. A. (156) 
222) 
Tissue-type plasminogen activator; Protein evolution; Fibrn- 
binding domain (Banyai. L. (163) 37) 
Fibrosarcoma 
Ricin; A chain; Targeting; B chain (McIntosh, D.P. (164) 17) 
Filamin 
Vinculin, a-Actinin: Spectrin: Actin gelation (Kotehansky, V.E. 
(151) 206) 
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Ribosomal protem Sl7: Immunoelectron microscopy: Antt- 
body; Ribosomal protem L6. Fluorescence quenchmg (Stdlller- 




Actin gelatton: sc-Actimn (Koteliansky, V.E. (153) 
F-Actin: Tropomyosin; (Skeletal muscle, Bovine bram) (Kote- 
hansky. V.E. (I 55) 85) 
Flagellar rotation 
Membrane potenttal. ATP: Bacterial mottlity; (Pseudomonas 
uerugmosa) (Armitage. J P ( 156) I 13) 
Flash photolysis 
Pyrtdoxal 5’-phosphate, Rotational diffusion; Protein rotation; 
Micelle rotation (Cormsh, T.J. (I 54) 378) 
Flavocytochrome 
p-Cresol methylhydroxylase. Cytochrome c. Redox potential, 
Reconstttutton (Hopper, D.J. (161) 100) 
Flip-flop mechanism 
Calmodulm; Calmodulin-bmding protem; Actin bindmg; 
Smooth muscle contractton; Platelet contractile protein (Kakm- 
cht. R. (154) 351) 
Fluidity 
Red-edge effect; Liposome; Merocyanine dye; Phospholiptd; 
Ganghostde GM, (Raudino. A. (159) 43) 
Flunitrazepam 
y-Ammobutyric actd receptor; Photoaffimty label; Muscimol. 
Benzodiazepine receptor; (Rat cerebellum) (Asano, T. (I 5 I ) 
277) 
Fluorescein 
intracellular pH topography; Fluorescent probe: (Yeast cell) 
(Slavik, J. (I 56) 227) 
Fluorescence 
Interferon: 2-5A: 225A-Acttvated endonuclease; Ethenoadeno- 
sme. Oligonucleotide synthesis (Lesiak, K. (151) 291) 
Lactase; Copper center; Phosphorescence (Wynn. R.M. (156) 
23) 
Sarcoplasmtc reticulum, Ca* +-ATPase; Energy transduction; 
Phosphorylatron: Water activity (DuPont, Y. (I 56) 93) 
Phycobihsome; Bihprotem; Trypsin; (Gr@ithsia monilis, Rhodo- 
phyta) (Htller. R.G. (156) 180) 
Photosynthests, Primary reaction; Photosystem II; Charge 
recombmation; Luminescence: Energy transfer (Breton. J. (I 59) 
1) 
a-Matmg factor; CD; Membrane-bound conformation; Confor- 
mation-activity relattonship; (Saccharomyces cerevisiae) 
(Htgashtjima, T. (I 59) 229) 
Tubulm: Colchicme: Polarization; Bmding parameter; (Brain) 
(Choudhury. G.G. (161) 55) 
Actm: I-N6-Ethenoadenosine 5’-trtphosphate; Nucleotide 
exchange; Equilibrmm constant (Wanger, M. (162) 112) 
Clq. Immune complex; Complement; Zmc (Easterbrook-Smith. 
S.B (162) 117) 
Chlortetracyclme: Neutrophil: Prostaglandm E,; Cyclic nucleo- 
ttde (Smolen. J.E. (163) 119) 
Fluorescence anisotropy 
Lipophthc vitamm; Erythrocyte membrane; Cell fusion: 31P- 
NMR; Membrane flmdity (Vitt. V. (158) 36) 
Fluorescence induction 
P700: Kinetics; Phosphorylation. State transitton: Thylakotd 
membrane; (Spinach chloroplast) (Haworth, P (160) 277) 
Fluorescence microscopy 
Ca*+; intracellular pH: Thymocyte: Anttgenic sttmulatton: 
(2H3 cell) (Rogers. J. (161) 21) 
Fluorescence photobleaching recovery 
Sendai virus; Virus-cell fusion (Hems, Y I ( 151) 134) 
Fluorescence polarization 
Membrane dynamics; Proliferation; pH effect; Protem modifi- 
cation; Diphenylhexatrtene; (Leukemic cell) (Btllard. C (158) 
229) 
Fluorescence quenching 
Photosystem II. Pheophytm anion; Photoaccumulation: Emts- 
sion spectrum (Renger, G. (163) 89) 
Rtbosomal protein Sl7; Immunoelectron microscopy, Antt- 
body; Fluorescence anisotropy; Ribosomal protem L6 (Stoffler- 
Meilicke. M. (163) 94) 
Fluorescence recovery after photobleaching 
Lipid diffusion; Phosphatidylcholine: Model membrane (Vaz. 
W.L.C. (I 52) 287) 
Fluorescence yield 
Photosynthesis; Kmetics: Plastoqumone: Two-electron gate: 
Semiqumone (Robinson, H.H. (153) 221) 
Fluorescent peptide 
Thioredoxin; Active site; Pepttde disulfide: Tryptophan guores- 
cence (Ktshore. R (I 59) 221) 
Fhtorescent probe 
Proton electrochemical gradtent (Parsonage. D. (I 53) 108) 
Carbocyanine dye; Triplet state; Liposome: Rotattonal dtffu- 
sion; Membrane lipid (Johnson, P. (I 53) 391) 
intracellular pH topography, Fluorescein. (Yeast cell) (Slavik. J 
(156) 227) 
Dtazepam; Mitochondrtal reticulum: Cell culture: Respiration: 
Membrane potential (Vorobjev, I.A. (I 63) 3 I I ) 
Mtcrosome; Mg2+, Differential scanning microcalorimetry; 
(Rat liver) (Akhrem, A.A. (164) 247) 
Fhtorodeoxyuridine 
Rtbonucleotide reductase; Thymidylate synthase. Hydroxyurea: 
Cell cycle: (Green algae) (Bachmann. B. (152) 247) 
I-Fluoro-2,4dinitrobenzene 
Band 3 protein; Amon transport; 4,4’-Dnsothtocyanodthydros- 
tilbene-2.2’-dtsulfomc acid; Erythrocyte (Rudloff. V (163) 14) 
Fodrin 
Spectrin; Cytoskeleton; Actm-binding protem. Membrane pro- 
tem (Burns. N.R. (153) 165) 
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Folic acid 
Protein carboxymethylatron: Chemotaxis; Monapterin; (Dic- 
ryostehm discoideum. Dwryostelium lacteum) (Van Waarde, A. 
(161)45) 
Foot-and-mouth disease virus 
Picornavirus; Antigemc variation; Synthetic peptide; Structural 
model (Clarke, B.E. (157) 261) 
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Ceruloplasmin; Antioxidant; Lipid peroxidation; Hydroxyl 
radical; Ferroxidase, Metal ion dependence (Guttendge, J.M.C. 
(157) 37) 
1.2-Dtbromoethane; Spin trappmg: Hypoxia; Reductive meta- 
bolism; Cytochrome P450 (Tomasi, A. (160) 191) 
Diene conjugation: Ltpid peroxidation; (Serum, Bile, Duodenal 
juice) (Cawood. P. (162) 239) 
Diethyl dithiocarbamate; Lipid peroxidation; Chemilummes- 
cence; Alkane formation (Bartoli. G.M. (164) 371) 
Freeze-fracture 
Intramembrane particle distrtbution; Chloroplast membrane, 
Light intensity; Lateral displacement (Goodchild, D.J. (154) 
243) 
Freeze-fracture microscopy 
Uncoupling protem: Reconstttutron; Proton translocation; 
Phosphohpid vesicle; Mnochondria; (Brown adipose tissue) 
(Bouillaud, F. (164) 272) 
/I-Fructofuranosidase 
Invertase; Inulinase; 2.5-Anhydro-D-mannitol (Workman, 
W.E. (160) 16) 
Fructose-l&bisphosphatase 
Pyrophosphate-fructose-6-phosphate phosphotransferase; 
Phosphofructokinase; Glycolysis; Gluconeogenesis; (Castor 
bean) (Kruger, N.J (153) 409) 
Fructose 2.6-bisphosphate: N-Ethylmaleimide: Substrate inhibi- 
tion, Allosteric site (Meek, D.W. (160) 105) 
Cychc AMP dependence, Protein kinase; Phosphorylase; Glyco- 
gen synthase; (Yeast) (Wingender-Drissen. R. (163) 28) 
Fructose 2&bisphosphate 
Fructose-6-phosphate, 2-kinase: Sucrose synthesis, Gluconeoge- 
nests; Glycolysis, Enzyme regulation (Cseke. C. (155) 139) 
Phosphofructokmase; Glycolysis; (Human fibroblast) (Brum. P. 
(159) 39) 
Phosphofructokmase; Glycolysis activatron; (Insect fltght mus- 
cle) (Storey. K.B. (161) 265) 
Fructose-2,6-brphosphatase; Sucrose synthesis; Gluconeogene- 
sis; Glycolysis: Enzyme regulation (Cseke. C. (162) 103) 
Phosphofructokmase, (Jerusalem artichoke, Tuber) (Van 
Schaftingen, E (164) 195) 
Fructose-l ,6-bisphosphatase; N-Ethylmaleimide; Substrate 
inhibition; Allosteric site (Meek, D.W. (160) 105) 
Fructose 2,6-biphosphate: Sucrose synthesis, Gluconeogenesis; 
Glycolysis, Enzyme regulation (Cstke, C. (162) 103) 
Fructose-f&phosphate, 2-kinase 
Fructose 2,6-bisphosphate, Sucrose synthesis; Gluconeogenesis; 
Glycolys~s; Enzyme regulation (Cseke, C (155) 139) 
Footprinting 
Actmomycm D; Promoter lac UV5; DNA-ligand interaction; 
DNase I (Scamrov. A.V. (164) 97) 
Formylmethionylleucylphenylalanine 
Polyphosphomositide: Ca*+mobihzation; Neutrophil; (Rabbit) 
(Yano. K. (161) 296) 
Forskolin 
Maturation: cyclic AMP, Oocyte: (Ovarian follicle. Germinal 
vesicle) (Dekel. N. (151) 153) 
Adenylate cyclase: Activating factor; (Sperm membrane, Bovine 
brain) (Johnson, R.A. (152) 11) 
BAdrenergrc receptor; Protein secretton (Maudun. P. (153) 21) 
Adenylate cyclase. Short-chain alcohol; Ethanol; (Rat heart) 
(Robberecht, P ( 154) 205) 
Hypothyroidism; Cychc AMP; /+Adrenergic agomst; Adeno- 
sme deaminase (Malbon. C.C (155) 35) 
Thyroid: Thyrotropm; cyclic AMP; DNA synthesis; Cell proh- 
feration: Serum-free culture (Roger, P.P (157) 323) 
Adenylate cyclase: GTP-binding protein; Reconstitution: Gua- 
nine nucleotide (Pfeuffer. T. (164) 154) 
Fosfomycin 
Shikimate pathway; Glyphosate; 5-Enolpyruvylshikimate-3- 
phosphate synthase; (Neurospora crassa, Arom) (Boocock, 
M R. (1541 127) 
2D Fourier transform NMR 
Plastocyanin; Electron transport; Photosynthesis; Histtdme: 
Copper hgand (Kojtro. C.L. (162) 52) 
Fragment B 
Diphtheria toxm, Amphipathic region; Lipid-associating do- 
mam: Voltage-dependent conductance; Proline isomerization 
(Deleers, M. ( 160) 82) 
Frameshift mutation 
Nicking-closmg enzyme, Intercalating agent; Protein-associated 
DNA break; Macromolecular synthesis inhibttor; Recombina- 
tion (Filipski, J (159) 6) 
Free amino acid 
Aminoacyl-tRNA: Sulfur deficiency; Seed development; (Pisum 
.sa/iwm) (Macnicol. P.K. (156) 55) 
Free radical 
Adrramvcin (doxorubtcm): Anthracvcline. 5-Immodaunorubi- 
cm; Cancer chemotherapy: Mitochondria; Electron transport 
(Davies, K J.A. (I 53) 227) 
Neutrophil; Hydrogen peroxide; Superoxide: 5,5’-Dimethyl-l- 
pyrroline N-oxide: ( Trypanosoma cru:i) (Docampo, R. (155) 
25) 
Fucolipid 
Glycolipid; Blood group A; Glycosyltransferase; Fucosyltrans- 
ferase, GDP-fucose (Samuelsson. B.E. (152) 305) 
Fucose incorporation 
Fucosyl transferase. Glycoprotem. (Golgi. Cucumber) (Sturm, 
A. (160) 165) 
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Fucosyl transferase 
Fucose incorporation; Glycoprotein; (Golgi. Cucumber) 
(Sturm, A. (160) 165) 
Fucosyltransferase 
Glycolipid; Fucohptd: Blood group A; Glycosyltransferase; 
GDP-fucose (Samuelsson. B E. (I 52) 305) 
Glycosyltransferase; Cell surface change; Differentiation; (Tera- 
tocarcinoma stem cell. Parietal endoderm cell) (Muramatsu. H. 
(163) 181) 
a-L-Fucosyltransferase 
Lymphocyte: Granulocyte: Blood group H gene; Lymphocyte 
marker; (Human blood) (Greenwell, P (164) 314) 
Fungicide 
Calmoduhn. Herbicide: Phosphodiesterase: Ca2+. (Bovine 
bram) (Hertel. C. (152) 44) 
Funiculosin 
Respiratory cham. Cytochrome h; Redox titration; 2-Alkyl-4- 
hydroxyquinolme N-oxide: Myxothiazol (Kunz, W.S. (155) 237) 
Fusion 
Liposome, Mehttin: Cardiohpm (Eytan, G.D. (156) 29) 
Ribosome-mactivatmg protein; Sendai virus; Toxin; Microin- 
jection (Sargiacomo. M. (157) 150) 
Karyoduction: (Yeast) (Maemura. T. (158) 50) 
Fusogen 
Polyethylene glycol; Membrane structure; Spin label, ESR (Sur- 
ewicz, W.K. (I 51) 228) 
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Galactosyltransferase 
Chloroplast membrane; Acyl-CoA synthetase. Acyl-CoA 
thioesterase (Block, M.A (I 53) 377) 
Chloroplast envelope: Phosphatidic acid phosphatase. (Spin- 
ach) (Block. M.A. (164) II I) 
Fi subunit 
Oligomycm sensitivity. ATPase; F,-ATPase: Oligomycin-sensit- 
ivity conferring protem, Reconstitution; Trypsin digestion 
(Hundal. T. (162) 5) 
G 
C, arrest 
Cell cycle; Growth control; Phosphatidylinositol; (Sacchum- 
m)ces cerevtmze. Cell division cycle mutant) (Dudani, A.K. 
(153) 34) 
Cell cycle: I-Factor: Glycoprotem: (Yeast) (Orlean. P. (158) 
247) 
Galactolipid 
Chloroplast; Heat stress; Membrane hpid; Hexagonal phase; 
Protein-lipid interaction (Gounaris. K. (I 53) 47) 
Galactose-I-pbosphotransferase 
UDP-N-acetylglucosamine; UDP-galactose; UDP-N-acetylglu- 
cosamine-6-phosphogalactose (Nakamshi. Ya. (151) 15) 
Galactoside 
Cotransport. Ligand bmding. Lactose permease; Protonmotive 
force; Uncoupler (Yamato. 1. (151) IO?) 
Ganglioside 
Lipid bilayer. Membrane capacitance: Surface charge (Usal. C 
(153) 315) 
Lectm: Glycosphmgolipid; Affimty chromatography. Liposome 
membrane (Mansson, J.-E. (156) 249) 
O-Acetylhematoside: Sialic acid; Glycosphmgohpid; Hemato- 
side: (Guinea pig) (Hirabayashi, Y. (161) 127) 
Ganglioside GM, 
Red-edge effect: Liposome; Merocyanine dye; Phosphohptd, 
Fluidity (Raudino. A. (159) 43) 
Gastrin release 
Gastrm-releasing peptide; Bombesin; HPLC, Ion-exchange 
chromatography: /?-Aspartyl shift (McDonald, T.J (156) 349) 
Gastrin-releasing peptide 
Bombesm; Gastrm release; HPLC. Ion-exchange chromatogra- 
phy: p-Aspartyl shift (McDonald. T.J (156) 349) 
Gastrointestinal polypeptide 
Amino acid sequence, C-terminal amide; Biological activity 
(Tatemoto, K. (164) 124) 
Caucher disease 
Radiation inactivation, /3-Glucostdase (Maret, A (160) 93) 
GDP 
Cholera toxm, Adenylate cyclase: ADP-ribosylation: Plasma 
membrane; (Liver) (Shimada, N. (159) 75) 
GDP binding 
Uncoupling protem: Mitochondria, Radioimmunoassay, Pro- 
ton conductance. (Brown adipose tissue) (Ashwell. M (161) 
108) 
GDP-fucose 
Glycolipid; Fucohpid: Blood group A: Glycosyltransferase; 
Fucosyltransferase (Samuelsson, B.E. (152) 305) 
Gel electrophoresis 
RNase E: me Mutant; Deletion mutant; RNA processmg com- 
plex (Gurevitz. M ( 159) 180) 
Elongation factor ICC; Methylation: (3T3B cell, 3T3B/SV40 cell) 
(Coppard, N.J. (164) 330) 
2D Gel electrophoresis 
Z-DNA: Cruciform DNA (Lyamichev. V.I. (I 53) 298) 
Muscular dystrophy; Erythrocyte; Membrane protem, Scannmg 
electron microscopy; (Hamster) (Pimphkar, S.W (156) 141) 
Protem modification; Mitosis; Vimentm, Keratin (Fey. S J 
(157) 165) 
Antigen; Lymphocyte, Radiolabelmg. Electroblottmg: Peptide 
analysis; (Spleen) (Reske, K (159) 153) 
Gelatin-Sepharose 




Pro-OmpC protein; Amino acid sequence; Promoter region; 
Porin; DNA sequence; (Escherichiu coli) (Mizuno. T. ( 15 I) 
159) 
Gene amplification 
Aspartate transcarbamylase; N-Phosphonoacetyl-L-aspartate 
resistance; Rudimentary gene; Enzyme overproduction; (Droso- 
phila melunoga~ter I (Giorgi. D. (162) 374) 
Gene duplication 
Myelin proteohpid; Membrane protem; Myelin basic protem; 
Po glycoprotem; ATP synthase (Laursen, R.A. (161) 71) 
Gene evolution 
Ribosomal protein SI: Internal repeat; Protein comparison; 
Computer analysis; Protein homology (Wittmann-Liebold, B. 
(154) 31) 
Gene expression 
Tubuhn: Actm: Cell cycle (Zimmerman, A.M. (164) 318) 
Gene library 
Elongation factor IX; Northern blotting: Southern blotting, 
(Artermul (Van Hemert. F.J. (157) 295) 
Gene organization 
mRNA, cDNA library: Tissue specificity, Ovariectomy: 
Mammary carcmoma (Nakhasi, H.L. (164) 281) 
Gene reeulation 
89 
DNA m>thylation. Cross-hnking; DNA-protem interaction. Z- 
DNA: Chromosome mactivation: Avidin-Biotm (Achwal, C.W. 
(158) 353) 
Gene transcription 
Protem synthesis; mRNA: Sodium butyrate; Prolactin action; 
Casem (Martel, P. (154) 55) 
Genetic mapping 
Pyruvate kmase A; Pyruvate kinase F: (Escherichra coli K-12) 
(Garrido-Pertierra. A. (162) 420) 
Geographutoxin 
Peptide toxicity; Amino acid sequence; Hydroxyprolme. lConus 
geographus) (Sato, S. ( 155) 277) 
Germination 
b-Glucanase; Immunology; (Barley) (Stuart, I.M. (155) 201) 
Gibberellic acid 
Poly(A) polymerase: Poly(A)+ RNA; Auxin; (Pea epicotyl) 
(Berry. M. I 154) 139) 
Globin 
Cytochrome-c oxidase; Cytochrome al: Exon; Heme-bindmg se- 
quence. Membrane buried sequence (Welinder, K.G. (157) 233) 
Hemoglobm, Electrophoresis: Differentiation; 5-Azacytidine; 
(Murine erythroleukemic cell) (Zucker, R.M. (162) 436) 
/I-Globin 
Chromatm; Reconstitution: Nucleosome; DNA (Nose, K. (159) 
251) 
Globomycin 
Pre-pemcillinase: Lipid modification; Signal peptidase; (Baci//u.~ 
Irchemformi.~, Escherrchla co/r) (Hussam. M (157) 31) 
Globulin 
Small-angle X-ray scattermg; Phaseolin; Canavalm; (Phaseolus 
vulgaris seed) (Plietz, P. (162) 43) 
Glorin structure 
Optical isomer; Acrasin: (Polysphondylrum vlolaceum) (Shimo- 
mura. 0. (155) 155) 
Glucagon 
Glycogen synthase: Epmephrme: (Rat hepatocyte) (Bosch, F 
(151) 76) 
Hepatocyte. Angiotensm II: cyclic AMP; Phosphorylase; Glu- 
coneogenesis (Morgan, N.G (153) 77) 
Adenosine deammase; Diabetes; L~polys~s; Streptozotocin: 
(Adipocyte) (Chatzipanteli. K (155) 135) 
Hormone receptor; Nt4-Azidophenylamidinoglucagon 
(Horuk, R. (I 55) 2 13) 
Adenylate cyclase: Mn 2+’ Guamne nucleotide: Receptor cou- . 
pling (Houslay, M.D (155) 31 I) 
Pyruvate dehydrogenase; a,-Adrenergic receptor; Caz +: Iono- 
phore A23187; (Liver) (Assimacopoulos-Jeannet, F. (159) 83) 
Pertussis toxin: m,-Adrenoceptor, &Adrenoceptor; Ureogene- 
SIS: Adenylate cyclase: Enzyme regulation (Pushpendran. C K. 
(160) 198) 
Hepatocyte; cyclic AMP: Vasopressin; Adenylate cyclase, Ca* + 
(Morgan. N.G (163) 277) 
Glucagon-secretin family 
Neuropeptrde: Amino acid sequence; C-terminal amrde; Chemi- 
cal assay: (Porcine brain) (Tatemoto, K (I 53) 248) 
Glucan 
Macrophage; Prostaglandm Ez. Thromboxane Bz; Periodontal 
drsease (Abiko, Y. (154) 297) 
Glucosyltransferase; Tween 80; (Sfreptococcus mutans) (Shima 
mura, A. (157) 79) 
Callose; Proteolysis; Ca2 +; Phospholiprd-inhibitor interaction; 
(Soybean) (Kauss. H. (I 58) 84) 
1,4-j-DGlucan celiobiohydrolase 
Cellulose degradation; Enzyme adsorption, Hydrolyses; / Trr- 
choderma reesei. Valonra macrophysa) (Chanzy. H (I 53) I 13) 
/I-Glucanase 
Germinatron: Immunology; (Barley) (Stuart, I.M. (155) 201) 
Secretory mutant; Endoplasmic reticulum, Enzyme precursor; 
Enzyme activation; (Saccharomvces cerevisiae) (Hernandez, 
L.M (161) 190) 
Glucitol 
2--Deoxyglucose; 2--Deoxyglucitok 2--Deoxygluconate: (Pucci- 
nia. Rust fungus) (Manners. J.M. (160) 37) 
Glucocorticoid 
Thymidme kmase; Development; Nucleosrde phosphotransfer- 
ase; (Retma) (Tesoriere. G (164) 166) 
Gluconeogenesis 
Hepatocyte: Glucagon; Angrotensm II; cyclic AMP. Phosphor- 
ylase (Morgan, N G ( 153) 77) 
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Pyrophosphateefructose-6-phosphate phosphotransferase; 
Phosphofructokinase; Fructose-1.6-bisphosphatase: Glycolysis; 
(Castor bean) (Kruger, N .I. (I 53) 409) 
Fructose 2,6-btsphosphate; Fructose-6-phosphate, 2-kmase; 
Sucrose syntheses; Glycolysts; Enzyme regulation (Cseke, C. 
(155) 139) 
Fructose 2,6-btphosphate; Fructose-2.6-biphosphatase, Sucrose 
syntheses: Glycolysts; Enzyme regulatton (Cseke. C (162) 103) 
D-Glucosaminate dehydratase 
c@Elimination reaction; Pyridoxal 5’-phosphate; ‘H-NMR; 
Stereochemtstry. I A~rohacterrum radiohacfer) (lwamoto, R. 
(156) 33) 
D-Glucosamine 
Plasma membrane: Glycoprotein: Dtpepttdylammopepttdase 
IV; Intramolecular heterogeneous turnover; D-Mannose (Volk, 
B.A (163) 150) 
Glucose 
cychc AMP; Enzyme inactivation: (Yeast) (Tortora. P. (155) 39) 
Chemilummescence; Antibody; Adriamycm; Anoxia; (Ehrhch 
ascttes cell) (Cheng, B (160) 169) 
Glucose output 
Glycolysis: Glucose uptake, Exercise; Catecholamme: cc-Adre- 
nergtc receptor, (Muscle. Ltver) (Clark. M G. (I 58) I ) 
Glucose regulation 
Glucose transport: Protein synthesis: 3-Isobutyi-l-methylxan- 
thme. (Human erythrocyte. Human pancreatic Islet) (Brekkes- 
kov. S. (157) 331) 
Glucose release 
Ca’+: Glycogenolysts. Angtotensin II; Ca’+ influx: Hormone 
receptor (Dewitt. L.M (160) 259) 
Glucose transport 
Insulin; Catecholamine; Adenosme. 2-Deoxyglucose uptake, 
Adipocyte (Green, A. (152) 261) 
H + symport, 2-Amino-2-deoxyglucose. Membrane potential. 
i Chlorellai (Komor, E ( 156) 6) 
Protem syntheses: Glucose regulation; 3-Isobutyl-l-methylxan- 
thme: (Human erythrocyte, Human pancreatic Islet) (Bzkkes- 
kov. S. (157) 331) 
Glucose transporter 
Adipocyte; Insuhn. Photoaffimty labehng (Horuk, R. (164) 261) 
Glucose uptake 
Glycolys~s; Glucose output; Exerctse; Catecholamme: a-Adre- 
nergic receptor: (Muscle. Liver) (Clark. M.G. (158) I) 
mtracellular Caz +, Membrane transport; Serum-acttvated 
transport, (Muscle cell) (Klip. A (162) 329) 
Glucose 6-phosphate 
Sucrose-phosphate synthase; Inorganic phosphate; Metabohc 
regulation; Sucrose; (Sp~~aceu oleracea 15) (Doehlert, D.C. (153) 
293) 
Glucose-6phosphatase 
Microsome: Hemoprotem. Temperature acchmatton; (Tefrahp 
mcna~ (Fukushtma. H. (161) 261) 
Volumes 151- 164(1983) 
Glucose-&phosphate dehydrogenase 
Hysteretic enzyme: Pentose phosphate pathway; Redox modu- 
lation; ( Anuc.wfis nidulans) (Udvardy. J. ( 152) 97) 
fl-Glucosidase 
Radiation inactivatton: Gaucher disease (Maret. A (160) 93) 
Glucosyltransferase 
Ghtcan; Tween 80, i Streptococcus mutun.rI (Shtmamura. A 
(157) 79) 
Glutamate decarkoxylase 
Synaptosome; Lysls. Antiserum; ;a-Ammobutyric acid. Lactate 
dehydrogenase (Docherty. M (I 52) 57) 
Glutamate dehydrogenase 
Mitochondria, Phosphoenolpyruvate. (Bryla, J. (162) 244) 
Glutamate oxidation 
Glutamate transport mhtbitor: Mitochondrta, (Rat hver) 
(NJogu, R.M (152) 222) 
Glutamate synthase 
Reconstitutton: Chloroplast, 2-Oxoglutarate: Enzyme acttva- 
non. MgZ’ (Dry. I.B. (151) 31) 
Glutamate transport 
Cell culture; Dexamethasone: Hepatocyte: Hormonal control: 
Na+ dependence (Gebhardt. R. (161) 275) 
Glutamate transport inhibitor 
Glutamate oxidation; Mitochondrta; (Rat liver) (Njogu. R.M 
(152) 222) 
Glutamic acid 
5Aminolevuhmc actd; Chlorophyll a. Chlorophyll h: 13C- 
NMR: (Scenedrsmus ohhquus J (Oh-Hama. T ( 153) 404) 
Glutamic acid enrichment 
Acidic brain protein, Proteolysis: Intermediate filament, Neuro- 
filament, SlOO protein (Weber. K. (164) 129) 
Glutamine 
Dtfferentiation; ‘H-NMR: Theophylline, Prostaglandm E,: Spm 
echo, (Neuroblastoma x glioma cell) (Navon. G. (162) 320) 
Glutamine substrate 
rz-Plasmm inhtbttor; Fibrin. Factor XIII; Transglutammase: 
Cross-linking (Ichmose. A. (I 53) 369) 
Glutamine synthetase 
+&tamyltransferase; Cyanobactermm, L-Methtonme-D. L- 
sulfoximine: Nitrogen fixation Ammonia excretion (Smgh. 
H N. (154) IO) 
Translation: mRNA purtficatton: Noduhn. Symbiosis. f Phasco- 
lus w&arrsI (Culhmore, J.V (158) 107) 
Glutaminopine 
Asparaginopme: Crown-gall tumor; TI plasmtd. (.4prohu< ,c’r- 
IUM fumefacien.si (Chang, C.-C. (162) 432) 
y-glutamyl cycle 
;I-glutamyl transpeptidase. Ammo acid transport. Glutathione: 
Lactation; (Rat mammary gland) (Vnia, J f 159) 119) 
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y-Glutamyltransferase 
Glutamme synthetase; Cyanobacterium; L-Methionine-D, L- 
sulfoximme: Nitrogen fixation: Ammonia excretion (Singh, 
H.N. (154) IO) 
Glutathione: Thiol oxidase; Plasma membrane; (Tubular epith- 
chum, Renal cell) (Mold&s. P. (162) 41 I) 
y-glutamyl transpeptidase 
Ammo acid transport, Glutathione, y-glutamyl cycle; Lactation; 
(Rat mammary gland) (Vuia. J. (159) 119) 
Brush border membrane; Amphipathic hydrolase; Propeptide 
cleavage; Ohgosaccharide processmg; (Kidney proximal tubule) 
(Capraro, M.A. (157) 139) 
Glutathione 
Thiol transferase: Pyruvate kinase; Enzyme protection; Oxida- 
tive inactivation (Axelsson. K. (152) 114) 
Differentiation. Cell volume; LYSIS: (HL-60 promyelocytic leuk- 
emia) (Zucker. R.M. (155) 107) 
Lipid peroxidation: Vitamin C; Iron (II): Microsome; (Rat 
liver) (Haenen. G.R M.M. (159) 24) 
;-glutamyl transpeptidase: Amino acid transport. y-glutamyl cy- 
cle; Lactation. (Rat mammary gland) (%a. J. (159) 119) 
Thiol oxidase; y-Glutamyl transferase; Plasma membrane; (Tu- 
bular epithehum. Renal cell) (Mold&s, P. (162) 41 I) 
Plasma membrane; Cal+ translocase; ATPase; Sulfbydryl 
group. (Liver) (Bellomo. G. (163) 136) 
Glutathione S-transferase 
Albumm. Gossypol; Bilirubm (Royer. R.E. ( 157) 28) 
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Glutathione transferase 
Microsome: Drug metabolism; (Rat liver) (Morgenstern, R 
(160) 264) 
Glutelin 
Storage protein; Ammo acid sequence: Legumm; (Ory-_ea 
scrrlrai (Zhao. W.-M. (162) 96) 
D-Glyceraldehyde 
Macrophage; NADPH-triose phosphate oxidoreductase: Hex- 
ose monophosphate shunt: D-Glyceraldehyde 3-phosphate: 
Chemilummescence (Ravid, K. (162) 107) 
D-Glyceraldehyde Sphosphate 
Macrophage: NADPH-triose phosphate oxidoreductase; Hex- 
ose monophosphate shunt; D-Glyceraldehyde; Chemilumines- 
cence (Ravid. K ( 162) 107) 
Glycerate/glyoxylate inhibition 
Chloroplast: Chloroplast membrane; Photorespiration; Glyco- 
late transport: N-Ethylmaleimide inhibition (Howitz. K.T. (154) 
339) 
Glycerate kinasc 
Respiration, Photosynthesis; Polyethylene glycol fractionation, 
(S~mcreza oleruceu L ) (Kleczkowski, L.A. (158) 313) 
Glycerophospholipid 
Acetaldehyde: Ethanol; Membrane lipid; TLC; (Rat) (Alhng, C. 
(152)24) 
Glycine oxidation 
Respiratton; Subsrrure competition; Preferential oxidation; 
Mifochondria; (Pisum .&turn) (Dry, I.B. (158) 154) 
Glycogen 
Vinblastine; Autophagocytosis; cychc AMP: (Mouse liver) (Hir- 
simaki, P. (151) 89) 
Glycogen metabolism 
Phosphorylase kinase. Ca’+, Calmodulm; Epinephrine; (Por- 
cine hver) (Nakamura. S. (159) 47) 
Glycogen synthase 
Epinephrme: Glucagon: (Rat hepatocyte) (Bosch, F. (I 51) 76) 
Ca2+; Calmodulin-dependence; Protein kinase; Protein phos- 
phorylation; (Brain) (Iwasa, T. (161) 28) 
Cychc AMP dependence; Protein kmase. Phosphorylase; Fruc- 
tose-1,6-bisphosphatase: (Yeast) (Wmgender-Drissen. R. (163) 
28) 
Glycogenolysis 
Ionophore A23 187: Vasopressin. Angiotensm II: Hypothyr- 
oidism; (Rat hepatocyte) (Corvera. S. (153) 366) 
Caz+. Glucose release; Angiotensm II: Ca2+ mflux: Hormone 
recepior (Dewitt. L.M. (160) 259) 
Glycolate transport 
Chloroplast; Chloroplast membrane; Photorespiration; N-Eth- 
ylmaleimide inhibition; Glycerate/glyoxylate Inhibition (How- 
itz. K.T. (154) 339) 
Glycolipid 
Fucolipid. Blood group A; Glycosyltransferase: Fucosyltrans- 
ferase: GDP-fucose (Samuelsson. B.E. (152) 305) 
Glycolipid dependence 




Phosphofructokmase; Fructose-1,6-bisphosphatase: Gluconeo- 
genesq (Castor bean) (Kruger, N.J. (153) 409) 
Fructose 2.6-bisphosphate, Fructose-6-phosphate, 2-kinase: 
Sucrose synthesis; Gluconeogenesis: Enzyme regulation (Cseke, 
c. (155) 139) 
Glucose uptake; Glucose output; Exercise; Catecholamine: I- 
Adrenergic receptor; (Muscle, Liver) (Clark. M.G. (158) I) 
Anaplerotic reaction; Tricarboxylic acid cycle, Heterocyst; 
(Vegetative cell, Anahaena qylindrica) (Neuer. G. (158) 79) 
Blood glucose; Adenosine deaminase; fl-Phenylisopropylade- 
nosine; Insulin sensitivity; (Rat soleus muscle) (Espmal, J. (158) 
103) 
Phosphofructokinase: Fructose 2.6-biphosphate. (Human 
fibroblast) (Bruni. P. (I 59) 39) 
Fructose 2.6-biphosphate; Fructose-2.6-biphosphatase: Sucrose 
synthesis: Gluconeogenesis; Enzyme regulation (Cseke. C (I 62) 
103) 
Glycolysis activation 
Phosphofructokmase: Fructose 2.6-biphosphate. (Insect flight 
muscle) (Storey, K.B. (161) 265) 
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Glycopeptide 
Neurohypophysial glycopepttde sequence; Vasopressin-neuro- 
physin precursor; Exon evolutton, (Rat) (Chauvet, M.T. (163) 
257) 
Vasopressin; Hormone Precursor; Neurophysm; Peptide syn- 
thesis; Hormone intermediate (Gordon-Weeks, R. (163) 324) 
Glycophorin 
Dioleoylphosphatidylcholine. Lipid vesicle; B&layer permeabi- 
lity; Pore size (Van Hoogevest. P. (157) 41) 
Glycoprotein 
Cell cycle, a-Factor. G, arrest; (Yeast) (Orlean, P. (158) 247) 
0-Gl~cos~latron; Dokhylphosphate. Intracellular transport; 
(Saccharomyces cerevulae, Yeast mutant) (Haselbeck. A. (158) 
335) 
Fucose mcorporation; Fucosyl transferase; (Golgi, Cucumber) 
(Sturm, A. (160) 165) 
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Glycosyltransferase 
Glycolipid; Fucolipid; Blood group A; Fucosyltransferase; 
GDP-fucose (Samuelsson. B.E. (152) 305) 
Fucosyltransferase, Cell surface change, Differentiation; (Tera- 
tocarcinoma stem cell, Parietal endoderm cell) (Muramatsu, H 
(163) 181) 
Glyoxylate cycle 
Isocitrate dehydrogenase; Phosphorylation; Phosphoenolpyru- 
vate; Malate synthase; Isocitrate lyase: (E. co11 mutant) (Reeves. 
H.C. (158) 239) 
Isocitrate dehydrogenase; Isocitrate lyase. Phosphorylation; 
f Armerohacfer calcoaceticus) (Reeves, H C ( 163) 265) 
Glyphosate 
Shikimate pathway; Fosfomycm: 5-Enolpyruvylshikimate-3. 
phosphate synthase: I Neurospora crassa. Arom) (Boocock. 
M.R. (154) 127) 
3-Phosphoshikimate I-CarbOXyVmyltranSferaSe; Enzyme mhibi- 
tion: Herbicide tolerance, Growth adaptation (Amrhem. N 
(157) 191) 
cyclic GMP 
Protem kmase; cyclic AMP; Autophosphorylatton: Heat stabi- 
lity, Inhtbitor protein (Hofmann. F. (I 5 1) 7 I ) 
Phosphatidtc acid; CaZ’ mobilization: Acetylcholme. Muscari- 
mc receptor; Chromaffin cell (Ohsako, S. (152) 62) 
cyclic GMP dependence 
Autophosphorylation; 8-Benzylamino cychc AMP, Protem 
kmase: hP--Monohufrrrl crcllc GMP (Hofmann. F (164) 350) 
Plasma membrane; Dipeptidylaminopeptidase IV, Intramolecu- 
lar heterogeneous turnover, D-Mannose: D-Glucosamme 
(Volk, B.A (163) 150) 
PO glycoprotein 
Gene duplication; Myelm proteohpid; Membrane protein; Mye- 
Im basic protein; ATP synthase (Laursen, R.A. (161) 71) 
Glycoprotein hormone 
Choriogonadotropm. NMR: Histidme; Subunit Interaction 
(Frankenne. F. (151) 197) 
Glycoprotein-receptor binding 
Hemopexm-heme complex; Hepatic membrane receptor (Tran- 
Quang. N. (159) 161) 
a,HS glycoprotein receptor 
Epstein-Barr virus; Nuclear antigen; Lymphocyte (Lewis, J G. 
(161)306) 
Glycoprotein synthesis 
Differentiation: Cell adhesion; Cell sorting; Plasma membrane; 
f Dictyostelrum dwoideum) (Kiinzh, M. (I 55) 253) 
Glycosaminoglycan 
Osteogenesis imperfecta; Aging. (Skin fibroblast) (Kapoor, R 
(152) 183) 
N-Glycosidic glycan 
Factor VIII: Von Willebrand factor (Debeire, P. (151) 22) 
Glycosphingolipid 
Lectin. Gangliostde: Affinity chromatography; Liposome mem- 
brane (Mansson. J.-E (I 56) 249) 
Ganghoside; 0-Acetylhematoside: Sialic actd; Hematoside; 
(Guinea pig) (Hirabayashi, Y. (161) 127) 
Glvcosvlation 
Aminoacyl-tRNA synthetase; Aspartyl-tRNA synthetase; Pro- 
tem modification (Colas, B. (163) 175) 
0-Glycosylation 
Glycoprotein; Dohchyl phosphate; Intracellular transport; 




decarboxylase; (Testis) ( 
Gossypol 
Bihrubin (Royer. R E. 
( 157) 28) 
G-protein 
Adenylate cyclase; Reconstitution. 
Gramicidin 
Polypeptide antibiotic: Polymixin: Guanosine tetraphosphate 
(Cortay. J.-C (157) 307) 
Gramicidin A 
Energy profile, Na+. Ion channel; Theoretical computation 
(Pullman. A. (163) 199) 
Gramicidin S 
Gram-negative bacteria; Peptide antibtotic: Peptide synthesis. 
Structure-activity relattonship (Ando, S. (161) 89) 
Gramicidin S synthetase 
Phenylalamne activation; L-Phenylalamne chloromethyl ketone 
(Kittelberger. R ( 15 I ) 248) 
Gram-negative bacteria 
Gramicidm S, Peptide antibiotic; Peptide synthesis. Structure- 
activity relationship (Ando, S. (161) 89) 
Votumes i5ii164(1983) 
Gramdocyte 
Lymphocyte; cl-L-Fucosyltransferase; Blood group H gene; 
Lymphocyte marker: (Human blood) (Greenwell, P. (164) 314) 
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Protein syntheses; Adenyiate cydase; ADP-ribosyiation; Tubu- 
lin; Visual transduction (Hughes, S.M. (164) I) 
Guano&e nncleotide 
Elongation factor 2, Ribosomal interaction; Sul~ydryi group: 
~-Ethyimaieimide; Ammo group-specific reagent (Nurten, R. 
(154) 391) 
Enzyme activation; Cyclrc nucleotide, 3’,5’-Cyclic-nucleotide 
phosphodlesterase~ (Lrver) (Spina, A. (I 57) 35 f) 
Gusnosine tetraohosobate 
Nttrogen fixatidn; Nitrogenase; Enzyme regulatton: Photosyn- 
thetic bacterta; Stringent control; (Rhudopseudomonasi (Zumft, 
W.G. (154) 121) 
GRF 
VIP receptor. Epitheliai membrane; Adenylate cyciase: PHI; 
Secretm: (Intestine) (Laburthe, M. (159) 89) 
Growth 
Epidermai growth factor; Differentiation; Milk protem synthe- 
sis; Pregnancy, (Mouse mammary gland) (Taketani, Yu. (152) 
256) 
Growth adaptation 
Glyphosate; 3-Phosphoshiktmate I-carboxyvinyitransferase; 
Enzyme inhlbition~ Herbtcide tolerance (Amrhe~n, N. (157) 191) 
Growth control 
Ceil cycle; G, arrest; Phosphatidyilnositol, ~~~c~~uro~~~ee~ cer- 
evisiae, Cell divtston cycle mutant) (Dudam, A.K. (153) 34) 
cyclic AMP: Ca2+, Mitogen (Ralph, R.K. (161) i) 
Growth dependence 
Citrate synthase; Multiple enzyme form; f~~~~ornonu~ aarugi- 
nosal (Solomon, M. (I 55) i57) 
Growth factor 
Poiypepttde; Adipocyte precursor; (Pituitary) (Lau, D.C.W. 
(1.53) 395) 
Neurotrophic factor; Transferrm; Myogenesis; Peptide frag- 
ment: Thymidine mcorporatron (Beach, R.L. (156) 151) 
Growth hormone 
Prolactin; Pieomorphtsm; Immunochemistry Electrophoresis; 
(Human pttuitary) (Meuris, S. (I 54) ill) 
Monocionai antibody; Piasmin digestion; Radioimmunoassay; 
Immunoiog~cal epitope; (Humans (Waliis, M. (159) 241) 
Growth inhibition 
Bacteriochiorophyil synthesis; Exogenous nucieottde: Phototro- 
phic bacteria (Montesmos, E. (154) 196) 
dGTP 
Deoxyguanosme kinase; Enzyme regulation; dTTP; (Human 
placenta) (Yamada, Ya. (157) 51) 
GTPase 
Isi~t-activating protein; Adenyiate cyciase; Ntcotmic acid; (Bor- 
detella perrussrs toxin, Rat adtpocyte) (Aktories, K. (156) 88) 
Islet-acttvatmg protein; Adenytate cyciase; Somatostatin; Inhi- 
bitory guamne nucieottde site; (~or~er~~~ff~err~s~ toxin)
(Aktories. K. (158) 169) 
Guanine nucleotide 
Adenyiate cyciase; Glucagon; Mn* ‘; Receptor coupling (Hous- 
lay. M.D. (155) 311) 
q-Adrenergic receptor; ADP receptor; Adenyiate cyciase; Nuc- 
leotide-binding protein (Motuisky, H.J. (164) 13) 
Adenyiate cyclase; Forskohn; GTP-binding protein; Reconsti- 
tution (Pfeuffer, T. (164) 154) 
Guanine nuckotide-binding protein 
Adenyiate cyciase; (Sperm) (Hanskt, E. (162) 447) 
Poly~ptjde anttbtotic; Polymtxin; GramlcidIn (Cortay, J.-C 
( 157) 307) 
Gua~i~ ~~~~~te 
Adenylate cyclase; Enzyme inhibition; Magnesium (Bockaert, J. 
(161) 113) 
Guanosine 3’,5’-polyphosphate 
Ribosome: Tetracycime (Beiltsina, N.V. (162) 39) 
Guanvl nucleotide 
Q&-AMP phosph~iesterase~ Ins&n; Phosphoryiation~ Gua- 
nyi nucieotide regulatory protein; Plasma membrane; (Rat hver) 
(Heyworth. C.M. (i 54) 87) 
Guanyl nocleotide regulatory protein 
Cychc-AMP phosph~iesterase; Guanyl nucleotrde; Insuhn; 
Phosphoryiation; Plasma membrane; (Rat liver) (Heyworth, 
CM. (I 54) 87) 
Guanylate cyclase 
Adenyiate cyciase; Excitable membrane; Ctiiary membrane: 
(Purumeciwmi (Schultz, J.E. (154) 347) 
H 
H+ jump 
ATP-synthesis inhibition; N-Propyihydroxyiamine; Proteolipid 
modifi~t~on (Skrztpczyk, H.J (157) 343) 
H+ sympnrt 
Glucose transport: 2-Ammo-2-deoxyglucose; Membrane poten- 
tial; (Chloreila) (Komor, E. (156) 6) 
Ha&r-Weiss reaction 
Superoxide; Fenton reaction; Hydroxyi radical; Iron complex: 
Pulse radioiysis; Spin trapping (Buettner, G.R. (t 58) 143) 
Superoxide; Hydroxyi radtcai; Iron; Chelator; Fenton reaction 
(Flitter, W. (158) 310) 
Halothane 
Ca* + release; Malignant hyperthermia; Sarcopiasmtc rettcuium: 
Ca2*, Dantroiene (Ohnishi, S.T. (I6t) 103) 
Methoxyflurane; Erythrocyte; NMR: (Nerve, Muscle) (Wyr- 
wicz. A.M (162) 334) 
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Haptoglobin &, helix 
Cell-free translation; Slgnal sequence: Precursor protem (Chow. 
v (153) 275) 
Channel-forming ionophore: Decapeptlde: x-Amincnsobutyric 
acid; X-ray structure analysis (Francis, A.K. (155) 230) 
Harvey virus Helix dipole 
Epidermal growth factor receptor: Klrsten virus; Oncogene; 
Protein ~21: Phosphothreomne, Phosphotyrosine (Baldwin, 
G.S. (I 53) 257) 
Membrane channel; Alamethicin; Amphipathic hehx. Mem- 
brane transport, Peptlde aggregation (Mathew, M K. (I 57) I) 
Helix-coil transition 
Head activator 
Radloimmunoassay. Tritiatlon; Neuropeptlde; HPLC; (Hydra) 
(Bodenmiiller. H. (159) 237) 
Myosin rod, Differential scanning calorimetry: Muscle contrae 
tlon: (Smooth muscle) (Cross. R.A. (162) 189) 
Hemagglutination 
Heart metabolism 
31P-NMR: High-energy phosphate: Anoxla. Recovery (Neur- 
ohr. K.J. (I 59) 207) 
Phosphatidylserine: Erythrocyte: Phosphatldylcholme (Kawal. 
Y. (153) 131) 
Heat activation 
N-Acetyl-D-glucosamme. Bacterial adhesion, Endo+-galactosi- 
dase: Erythrocyte: Receptor (VBisanen-Rhen. V (I 59) 233) 
Chloroplast; Couplmg factor I; Light activation; ATP hydroly- 
SIS. Divalent cation specificity; Thlol modulation (Pick, U. (152) 
119) 
Hematoside 
Ganglioside; 0-Acetylhematoside; Siahc acid, Glycosphmgoh- 
pid; (Guinea pig) (Hirdbayashi. Y. (161) 127) 
Heat stability 
cyclic GMP: Protein kinase; cychc AMP; Autophosphorylation: 
Inhibitor protem (Hofmann. F. (151) 71) 
3’,5’-Cychc-nucleotide phosphodiesterase; CaLt Inhibition, 
(Neurospora crassa) (Shaw, N.M (152) 295) 
CD; Calmodulm: Tropomn C. (Skeletal muscle) (Brzeska, H. 
(153) 169) 
Heme 
Hemoglobin: Cobalt; Hemoglobm hybrid; Kinetics (Oertle. M 
(153) 213) 
Enterotoxin 
Ammo acid sequence; Compensated amino acid exchange; 
(Escherichm colt I (Riinnberg, B. ( 155) 183) 
Succmylacetone; Cytochrome P450. S-Ammolevuhnate syn- 
thase. Porphobihnogen synthase; Tyrosinerma. (Hepatocyte cul- 
ture) (Giger, U. (I 53) 335) 
Porphyria; N-Methylprotoporphyrin. 5-Arnmolevulmic acid 
synthase: 3,5-Diethoxycarbonyl-l,4-dihydrocollidme. (Liver) 
(De Matteis, F. (I 59) 127) 
Heme protein 
Heat stress 
Cytochrome c; Periplasmic protein (Wood, P M. (164) 223) 
Chloroplast; Membrane lipid; Hexagonal phase; Galactolipid; 
Protein-lipid InteractIon (Gounaris, K. (153) 47) 
Heme-binding sequence 
Cytochrome-c oxidase; Cytochrome al; Globm, Exon. Mem- 
brane burled sequence (Welinder, K.G (I 57) 233) 
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Heavy chain fragment 
Myosm; Trypsin; Proteolysis: Sl-SZJunction (Marianne-PepIn, 
T (159)2ll) 
Heinz body 
Retlculocyte; Proteolysis: Puromycm; Phenylhydrazme 
(Damels. R.S. (156) 145) 
Helical structure 
‘H-NMR; RNase S-peptlde. Peptide folding; Side chain mterac- 
tlon (Rico. M. (162) 314) 
Helix 
Membrane protein; Thylakold membrane; Rhodopsin; Protein 
structure, Bacteriorhodopsin (Rao, J.K.M. (156) 165) 
a-Helix 
uo protein; Protein-DNA InteractIon. NMR; Oligodeoxynuc- 
leotide (Mayer, R (153) 339) 
Amino acid sequence; Molecular mass, Secondary structure: 
Protein homology, (Bacrllus stearothermophilus) (Yaguchi, M. 
(154) 21) 
Chemlosmosls, Protein conformation; Protein transport, Pro- 
ton gradient; Proton pump (Marvm, D.A. (156) I) 
Lipoprotem; Thermodynanncs; Protein structure; Membrane 
structure; Primary structure (Pownall, H.J. (159) 17) 
Hemin 
Protem synthesis; Translational control; Deacylahon; Met- 
tRNA: (Retlculocyte lysate. Rabbit) (Gross, M. (160) 249) 
Hemoglobin 
Cobalt; Heme; Hemoglobin hybrid; Kmetlcs (Oertle. M. (I 53) 
213) 
Phospholipid; Phospholipld vesicle; Liposome: Encapsulation, 
(Blood) (Gaber. B.P. (1.53) 285) 
Neo-kyotorphin; Peptide synthesis; Analgesia. Kyotorphin, 
(Bovine brain) (Kiso, Y. (155) 281) 
Subunit heterogeneity; Raman spectroscopy (Scott, T W. (I 58) 
681 
Globin; Electrophoresls; Differentiation; 5-Azacytlclme; (Mur- 
ine erythroleuketmc cell) (Zucker, R M. (162) 436) 
Hemoglobin heterogeneity 
Amino acid sequence analysis; Homology (Naqvl. S. (162) 290) 
Hemoglobin hybrid 
Hemoglobin; Cobalt; Heme; Kmetlcs (Oertle. M. (I 53) 213) 
Hemoglobin Kariya la40 (C5) Lys --t Glul 
a& contact; Oxygen affinity (Harano, T. ( 153) 332) 
, 
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Hemoglobin Okayama I/?2 (NA 2) His + Glnj 
Hemoglobin variant (Harano, T. (156) 20) 
Hemoglobin variant 
Hemoglobin Okayama [82 (NA 2) His + Gin] (Harano, T 
( 156) 20) 
Hemopexin-heme complex 
Glycoprotem-receptor bindmg; Hepatic membrane receptor 
(Tran-Quang, N. (159) 161) 
Hemoprotein 
Microsome: Temperature acclimation; Glucose-6-phosphatase; 
( TetrahymenaI (Fukushima, H. (161) 261) 
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Heparin 
Acetylcholinesterase; Proteoglycan; Basal lamina; (Neuromus- 
cularJunction. Rat diaphragm muscle) (Torres, J.C. (154) 265) 
Procollagenase; Anglogenesis; Lymphoma; (Endothelial cell, 
Fibroblast) (Weiss. J B. (163) 62) 
Heparin-Sepharose 
Fibronectin; Cathepsin D; Gelatin-Sepharose (Richter, H. (155) 
317) 
Hepatic membrane receptor 
Hemopexin-heme complex; Glycoprotein-receptor binding 
(Tran-Quang, N. (159) 161) 
Hepatitis B 
Antiviral drug, Drug targeting; Adenine arabinoside; Lactosa- 
mmated albumin; Asialoglycoprotem receptor (Fiume, L. (153) 
6) 
Hepatocyte 
Kc channel; Apamm; Cal+ activation; (Guinea pig) (Cook, 
N.S. (152) 265) 
Glucagon; Angiotensm II; cychc AMP; Phosphorylase; Gluco- 
neogenesis (Morgan. N.G. (153) 77) 
Desensitization; a-Agonist; Vasopressin; CaZ+; (Perfused rat 
liver) (Kleineke, J. (153) 174) 
Phospholipid methylation; Epidermal growth factor; Liver rege- 
neration, Dansylcadaverine (Chiva, V.A. (160) 101) 
Cell culture; Dexamethasone; Glutamate transport; Hormonal 
control, Na+ dependence (Gebhardt, R. (161) 275) 
cychc AMP; Vasopressm; Adenylate cyclase; Glucagon; CaZ+ 
(Morgan, N.G. (163) 277) 
Heptaprenyl pyrophosphate synthetase 
Polyprenyl pyrophosphate; Prenyltransferase; Polyprenol; (Ba- 
cillus subtrlis) (FuJii, H. (161) 257) 
Herbicide 
Calmoduhn; Fungicide; Phosphodiesterase; Ca2+; (Bovine 
brain) (Hertel. C. (152) 44) 
UKJ72J; Thiopyrimidme; Mitochondria; Succinate oxidation; 
Inhibition; (Plant) (Gauvrit. C. (158) 222) 
Herbicide binding 
Uniparental inheritance; Herbicide resistance; Thylakoid mem- 
brane: 3-(3.4-DichlorophenyB-l.I-dimethylurea; (Chlarnydomo- 
nas remhardu) (Tellenbach, M. (158) 147) 
Herbicide-binding site 
Photosystem II; Arginine modtfication; Phenylglyoxal; Atra- 
zine; Diuron (Gardner, G. (164) 191) 
Herbicide resistance 
Uniparental inheritance; Herbicide binding; Thylakoid mem- 
brane; 3-(3,4-DichlorophenyI)-I,]-dimethylurea; (Chlamydomo- 
nas reinhardiil (Tellenbach. M. (158) 147) 
Herbicide tolerance 
Glyphosate; 3-Phosphoshikimate I-carboxyvmyltransferase; 
Enzyme inhibition; Growth adaptation (Amrhein. N. (157) 191) 
Heterocyst 
Anaplerotic reaction: Glycolysis; Trtcarboxyhc acid cycle; (Veg- 
etative cell, Anabaenu cylindricu) (Neuer, G. (158) 79) 
Photosystem I; Reconstitution; Cytochrome; Plastocyamn: 
(Anabaena) (Hawkesford, M.J. (159) 262) 
Cytochromef; Cytochrome c-553; Plastocyanin; Photosynthe- 
sis; Electron transfer. (Anabaena) (Houchins, J.P (159) 267) 
Heterogeneity 
Ovomucold; Carbohydrate structure; Microheterogeneity. Hyd- 
razinolysis; HPLC. ‘H-NMR (Paz-Parente, J. (152) 145) 
Ovomucoid, Carbohydrate structure; Fast atom bombardment, 
Mass spectrometry (Egge, H (156) 357) 
Tobacco mosaic virus; Nucleotide sequence; 5’-Noncoding re 
gion (Meshi. T. (162) 282) 
Hexagonal phase 
Chloroplast; Heat stress; Membrane lipid; Galactolipid; Pro- 
tein-lipid interaction (Gounaris. K (153) 47) 
Hexose monophosphate shunt 
Macrophage; NADPH-triose phosphate oxidoreductase; D- 
Glyceraldehyde 3-phosphate; D-Glyceraldehyde; Chemilumi- 
nescence (Ravid, K. (162) 107) 
High mobility group-like protein 
Interphase; Metaphase: Phosphorylation (Lund, T (152) 163) 
High M, cysteine proteinase 
Cysteine protemase, (Skeletal muscle, Rat) (Dahlmann. B. (160) 
243) 
High-affinity transport 
Synaptosome; Prohne; Neurotransmttter (Hauptmann, M. 
(161) 301) 
High-energy phosphate 
31P-NMR; Heart metabolism: Anoxta: Recoverv (Neurohr. K.J. 
(159) 207) 
High-mobility group protein 
Nonhistone protem: Chromatin; Spermatogenesis (Chiva, M. 
(162) 324) 
Hinge bendine 
Arg%ine kit&e; Radtus of gyration; X-ray scattering (Dumas, 
C. (153) 128) 
Hirudin 
Tyrosine sulfate; Micro sequencing, Thrombin specificity 
(Chang, J.-Y. (164) 307) 
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Histamine 
cyclic AMP, Cimetidine; Diphenhydramme; Pyrilamine; (Reti- 
nal pigment epithehum) (Koh. S.-W.M. (164) 277) 
Histidine 
Chonogonadotropm; NMR; Subunit mteraction; Glycoprotein 
hormone (Frankenne. F. (151) 197) 
2D Fourier transform NMR; Plastocyamn; Electron transport; 
Photosynthesis: Copper ligand (Kojiro. C.L. (162) 52) 
Histidine residue 
ATPase. Diethyl pyrocarbonate: Enzyme inhibttton: (Rhodos- 
pirdlum rubrum) (Khananshvih, D. (159) 271) 
Histocompatibility antigen 
Insulm receptor; Monoclonal antibody: Immunoprecipitation; 
Photoaffinity labeling (Chvatchko. Y (163) 207) 
Histone 
Non-histone: cis-Pt(I1); (Nucleus) (Fihpski, J. (152) 105) 
Octamer, Reconstitution (Lindsey, G.G. ( 155) 301) 
Chromatm. Nucleoprotem; Trypsin; Erythrocyte; (Liver nuclei) 
(Saccone, G T.P. (157) I I I) 
Deuteration; Chromatin; NMR: (Saccharomyces cerevisiae) 
(Hamana. K (160) 21) 
Mono(ADP-ribosyl)atton, ADP-ribosyltransferase. NAD; cyc- 
lic AMP-dependence Protein kinase; Phosphorylation (Tani- 
gawa, Y. (160) 217) 
Chromatm; Nucleosome gel; Cell cycle (Wu, R S. (162) 161) 
Histone acetylation 
Chromatm. RNA polymerase, n-Butyrate; Nuclease digestion 
(Yukioka, M. (158) 281) 
Histone Hl 
Chromatin: Chromatosome; Histone H5 (Pmgdomtnech, P. 
(154) 151) 
Chromatm: Core histone, Trypsin; Proteolysis; Electrophorests 
(Harborne, N. (I 55) 88) 
Chromatin structure; Histone H3; Trypsin digestion; Immobi- 
lized enzyme; Collagen membrane (Marton. C (157) 317) 
Histone Hl arrangement 
Chromatin structure; Protem cross-hnking; Chymotrypttc 
digestton (Nikolaev, L.G. (163) 66) 
Histone Hl phospborylation 
Chromatm organization, Facultative heterochromatm; (Mealy- 
bug) (Karnik, P.S. (163) 128) 
Histone Hl” 
Chromatm structure; Histone locatton; Protein cross-linkmg 
(Dashkevich. V.K (158) 276) 
Histone H2A 
Chromosomal protem, Temperature-sensitive mutant; ATP; 
Ubiquitin: (Mouse) (Matsumoto, Y. (151) 139) 
Ubiqmtin; Chromatin; Spermatogenesis; Histone H2A-ubtqui- 
tm conmgate (Agell, N. (155) 209) 
Histone HZA-ubiquitin conjugate 
Histone H2A; Ubiqmtin. Chromatin; Spennatogenesis (Agell, 
N (155) 209) 
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Histone H2A.Z 
Nucleosome: Evolution; Histone variant, Chromatm: Ammo 
acid sequence (Ball, D.J. (I 54) 166) 
Histone H3 
Chromatin structure; Htstone Hl: Trypsin digestion; Immobi 
hzed enzyme: Collagen membrane (Marion, C. ( 157) 3 17) 
Acetylatton site; Acetyllysine; Sequence conservation, f Phy- 
sarum polycephalum) (Waterborg, J.H. (162) 416) 
Histone HS 
Histone Hl; Chromatm: Chromatosome (Pmgdomenech. P 
(154) 151) 
Histone location 
Chromatin structure; Histone HI’; Protein cross-lmkmg (Dash- 
kevich, V K (158) 276) 
Histone synthesis 
Polyribosome; (Mrsgurnu~ fossrlrs) (Strelkov, L.A. ( 155) 296) 
DNA replication. (Physarum polycephalum) (Kelly. P.M. (161) 
79) 
Histone variant 
Histone H2A.Z: Nucleosome: Evolution; Chromatin: Ammo 
acid sequence (Ball, D.J. (154) 166) 
Homo-aza-steroidal ester 
Hydroxyapatite; Nuclease S,; Sodium borohydride. (Ehrhch 
ascites tumor cell) (Papageorgiou. A. (153) 194) 
Homology 
Hemoglobm heterogeneity; Amino acid sequence analysts 
(Naqvi. S. (162) 290) 
Hoogsteen base-pair 
Base-base interaction: Watson-Crick base-pair; Poly[d(A-T)] 
(Rajagopalan, M. (I 59) 285) 
D-Hordein 
Molecular cloning, DNA sequencmg (Forde, J. (162) 360) 
Hormonal control 
Cell culture; Dexamethasone; Glutamate transport; Hepato 
cyte; Na+ dependence (Gebhardt, R. (161) 275) 
Hormone action 
Estrogen receptor; Hydrophobicity; Receptor-bmding factor; 
Steroid hormone; Receptor activation (Murayama. A. (158) 
255) 
Hormone analog binding 
Membrane protein; Luteimzing-hormone releasing hormone, 
(Dunning R3327H prostate tumor) (Hierowski. M T (I 54) 92) 
Hormone binding 
Lutemizing hormone-releasing hormone; (Rat pituitary) (MI]- 
lar, R.P. (153) 382) 
Hormone control 
Myosin; Isozyme; Myosm transition; Thyroxme; Denervation 
(Gambke, B (156) 335) 
Hormone intermediate 
Vasopressin; Hormone Precursor; Neurophysin; Glycopeptide: 
Peptide synthesis (Gordon-Weeks. R. (163) 324) 
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Hormone level change 
Ecdysteroid; Juvenile hormone; Diapause initiation; Embryoge- 
nesis: (Bomb~,u marl eggs) (Gharib. B. (160) 119) 
Hormone Precursor 
Vasopressin; Neurophysm; Glycopeptide; Peptide synthesis; 
Hormone Intermediate (Gordon-Weeks. R. (163) 324) 
Hormone receptor 
Endocytosis; Insulin; I,-Macroglobulin; Percoll; Lysosome (Ito, 
F. (152) 131) 
Glucagon; NE-4-Azidophenylamidinoglucagon (Horuk, R. 
(155) 213) 
CaZ +: Glucose release; Glycogenolysis; Angiotensin II; Ca2 + in- 
flux (Dewitt. L.M. (160) 259) 
Hormone-binding domain 
Steroid hormone receptor; Peptide mapping; Photoaffinity la- 
beling (Gronemeyer. H. (156) 287) 
Hormone-protein interaction 
Neuropeptide hormone; Neurophysin; Prohormone association; 
Affinity chromatography (Chaiken, I.M. (164) 361) 
Hormonogenic site 
Thyroglobulin; Thyroxine-containing peptide: Proteolysis; Iodi- 
nation; (Human) (Lejeune. P.-J. (156) 77) 
HPLC 
Ecdysone; Ecdysterone; Radioimmunoassay; (Schistosoma 
mansoni. Fascioka heparica) (Nirde, P. (151) 223) 
Ovomucoid; Carbohydrate structure; Microheterogeneity; Hyd- 
razmolysis. ‘H-NMR; Heterogeneity (Paz-Parente, J. (152) 145) 
15-Hydroxyleukotriene; Lipoxygenase product; Ultraviolet 
spectroscopy; (Guinea-pig ileum) (Oming, L. (153) 253) 
23,25,26-Trihydroxyvitamm D,; 25-Hydroxyvitamin D,-26,23- 
lactone; Vitamin D, metabohte; Stereochemistry: Metabolic 
pathway (Ishizuka. S. (156) 321) 
Gastrin-releasing pcptide, Bombesin; Gastrin release; Ion- 
exchange chromatography: p-Aspartyl shift (McDonald, T.J. 
(156) 349) 
Pro-opiomelanocortm; Maturation enzyme; Enzyme specificity; 
Microsequence; (Pituitary granule) (Seidah, N.G. (159) 68) 
Radioimmunoassay; Head activator: Tritiation: Neuropeptide; 
(Hydra) (Bodenmiiller, H. (159) 237) 
Oligosaccharide; (Locoweed, Sheep, Urine) (Warren, C.D. (163) 
99) 
Clathrin-associated protein; Nucleotide; Ultraviolet spectrum; 
(Bovine brain) (Schook, W.J (164) 303) 
Human placental lactogen 
RNA; Ribonuclease inhibitor; Translation; Choriogonadotro- 
pin; (Wheat germ Human placenta) (Hiranyavasit, W. (152) 35) 
Human T-cell leukemia virus 
Retrovirus; Nucleic acid-binding protein; Microsequencing; 
Primary structure determmation (Copeland, T.D. (162) 390) 
Hybrid protein 
Cholera toxin: Adenylate cyclase; Lectm; Lectm-peptide conju- 
gate (Van Heymngen, S. (164) 132) 
Hybrid selection 
Plasmoidal lysate; mRNA; mRNA purificatton: Poly(A)+ 
mRNA; (Physarum) (Cox. R.A. (155) 73) 
Hybridization 
Bacteriophage T5; tRNA gene: DNA sequencing: isoacceptor 
tRNA (Kryukov. V.M. (158) 123) 
Hydrazioe derivative 
Photosystem II; Oxygen evolution; Hydroxylamme derivative; 
Chloroplast: (Spinach) (Radmer, R. (I 52) 39) 
Hydrazine effect 
Cytochrome oxidase (Markossian, K.A. ( 156) 235) 
Hydrazinolysis 
Ovomucoid; Carbohydrate structure, Microheterogeneity; 
HPLC: ‘H-NMR; Heterogeneity (Paz-Parente. J. (152) 145) 
Hydrocortisone 
Ascorbic acid; Chromaffin cell; Ascorbic acid transport (Levine, 
M.A. (158) 134) 
Hydrogen bond 
Peroxidase; Infrared spectroscopy; Carbon monoxide; Isotope 
effect (Smith, M.L. (163) 303) 
Hydrogen bond length 
NMR; Pre-melting shift (Giessner-Prettre. C. (153) 329) 
Hydrogen bonding 
Chemotactic peptide; Lysosome; Enzyme release; Receptor; 
Deuterium (Wu, A. (159) 150) 
Hydrogenexchange 
Carbohydrate conformation; Conformational equilibrium 
(Oberholtzer. J.C. (158) 305) 
Hydrogen peroxide 
Neutroohil: Free radical: Superoxide: 5.5’-Dimethvl-I-uvrrohne 
N-oxide; (Trypanosoma c&l) (Docampo. R. (155) 25) _ 
Rhodanese; Phenylglyoxal; Cyanide; Thiosulfate; Superoxide 
radical (Canella. C. (162) 180) 
Hydrogenase 
Reoxidation; Oxygen stability; (Desulfovrbrro vulgaris) (Van 
Dijk, C. (156) 340) 
Hydrogenase gene 
Enzyme activity; Methyl viologen; (Clostridium butyricum. 
Escherichra coli, F’- 143) (Karubc, I. (158) 119) 
Hydrogenated donor oxidation 
Cytochrome oxidase; Proton translocation; N.N,N’,N’-Tetra- 
methyl-p-phenylenediamine oxidation; Cytochrome oxidation; 
Redox-linked process (Papa, S. (157) 15) 
Hydrolysis 
Cellulose. degradation; 1,4-(T-D-Glucan cellobiohydrolase; 
Enzyme adsorption; (Trrchoderma reesei. Valonra macroph_vsa) 
(Chanzy, H. (153) 113) 
Hydrolytic stability 
14.15-Oxide-5.8.10, I2-eicosatetraenoic acid; 14,15-Leukotriene 
A4; Serum albumin; (Bovme. Human) (Haeggstriim, J. (164) 
181) 
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Hydroxylamine derivative 
Photosystem II; Oxygen evolution; Hydrazine derivative: 
Chloroplast. (Spinach) (Radmer. R. (152) 39) 
Hydroxylamine mutagenesis 
NMR; fl-Methoxyadenosine; Uridine, Ammo-ammo equth 
brium; Base-pairing shift (Kierdaszuk, B. (158) 128) 
Hydroxylamine oxidoreductase 
Redox potentiometry; Cytochrome; (N~trosomonu,s) (Prince. 
R.C. (163) 25) 
Hydroxylation 
Superoxide: Hydroxyl radical: Transferrin. EPR: Spin trapping 
(Motohashi, N. (157) 197) 
15Hydroxyleukotriene 
Lipoxygenase product; HPLC; Ultraviolet spectroscopy; (GUI- 
nea-pig Ileum) (Ornmg. L. (153) 253) 
Hydroxyproline 
Peptide toxicity. Geographutoxin; Amino actd sequence: 
(Conus geographus) (Sato, S. (155) 277) 
Hydroxypyruvate 
Urea synthesis; Dichloroacetate: mitochondrial pH gradient, 
Metabolism; CO? equilibration (Hems. R (160) 255) 
Hydroxyurea 
Ribonucleotide reductase; Thymtdylate synthase: Fluorodeox- 
yuridine: Cell cycle; (Green algae) (Bachmann. B (152) 247) 
2SHydroxyvitamin D3-26,23-lactone 
23,25,26-Trihydroxyvitamm D,: Vitamin D, metabohte. Stereo- 
chemistry: HPLC; Metabolic pathway (Ishizuka. S. (156) 321) 
l2-Hydroxy-5,8,10,14icosatetraenoic acid 
Arachidonic acid; Cycle-oxygenase; Ltpoxygenase: Thrombox- 
ane A:; (Human platelet) (Sautebm. L. (157) 173) 
Hyperthermia 
Phosphorylatton, Translation; Ribosome, (Human, Tumor cell) 
(Richter, W W. (I 53) 262) 
Hypoglycemic sulfonylurea 
Pr) +: Ion transport; Liposome (Deleers, M. ( 15 1) 269) 
Hypothyroidism 
lonophore A23 187; Vasopressm; Angtotensm II; Glycogenoly- 
sis: (Rat hepatocyte) (Corvera, S. (153) 366) 
Cyclic AMP; Forskohn; /?-Adrenergic agonist; Adenosme dea- 
mmase (Malbon, C.C. (155) 35) 
Hypotonic treatment 
Chloroplast: Thylakoid membrane; Immobilized enzyme; 
Occluded nucleotide; Diffusion control: Photophosphorylation 
inhibitor (Aflalo, C. (I 54) 175) 
98 
12-Hydroperoxyicosatetraenoic acid 
Lipoxygenase. Positional specificity; Reticulocyte; 15-Hydro- 
peroxyicosatetraemc acid; Arachidonic acid (Kuhn, H. (153) 
353) 
15-Hydroperoxyicosatetraenoic acid 
Lipoxygenase; Positional specificity; Reticulocyte; lZHydro- 
peroxyicosatetranoic acid: Arachidonic acid (Kuhn, H. (153) 
353) 
Hydrophilicity index 
Amino actd sequence: Pilin; Secondary structure prediction; 
iPseudomonas uerugmo.vu) (Sastry, P.A (151) 253) 
Hydrophobic interaction chromatography 
Ca2+, Ca*+ dependence: Calmodulm; Proteolytic fragment; 
Tropomn C (Vogel. H.J. (I 57) 241) 
Hydrophobic labeling 
Nitrene: Membrane protein; Proton channel (Hoppe. J. (160) 
239) 
Hydrophobic photolabeling 
Peptide hormone-lipid membrane Interaction; Adrenocortico- 
tropm: Dynorphm; Enkephalin: Endorphin; Liposome (Gysin, 
B (158) 12) 
Hydrophobicity 
Calmodulin; Phosphodiesterase; N-Phenyl-I-naphthylamine; 
Cal+ dependence: ( Tetrahr~rena pyr$ormis) (Inagaki. M. (151) 
67) 
Estrogen receptor; Receptor-binding factor; Steroid hormone; 
Hormone action; Receptor activation (Murayama. A. (158) 
255) 
b-Lactam; Lipid-bilayer permeabihty; Ltposome: Outer mem- 
brane: /?-Lactamase (Yamaguchi, A. (164) 389) 
Hydroxyapatite 
Homo-aza-steroidal ester; Nuclease S,; Sodium borohydride; 
(Ehrhch ascites tumor cell) (Papageorgiou, A. (153) 194) 
Tricarboxylate carrier; Mitochondria; Reconstitution: Mem- 
brane transport (Stipam, 1. (161) 269) 
3-Hydroxybutyrate 
‘H-NMR; Isotope exchange; Mitochondria (Paul. H.-H. (163) 
185) 
5’-Hydroxyl kinase 
3’-Phosphatase; Chromatin; (Rat liver) (Habraken, Y. (160) 46) 
Hydroxyl radical 
Ceruloplasmin; Antioxidant; Lipid peroxidation; Ferroxidase; 
Metal ion dependence; Free radical (Gutteridge, J.M.C. (157) 
37) 
Adrtamycin. Erythrocyte; EPR. Spin trapping (Bannister, J.V. 
(157) 170) 
Superoxtde; Hydroxylation; Transferrin; EPR; Spin trapping 
(Motohashi. N. (157) 197) 
Superoxide; Fenton reaction; Haber-Weiss reaction; Iron com- 
plex, Pulse radiolysis; Spm trapping (Buettner, G.R. (158) 143) 
Superoxide; Iron; Haber-Weiss reaction; Chelator; Fenton reac- 
tion (Flitter. W. (158) 310) 
Hypoxia 
1,2-Dibromoethane; Free radical; Spin trapping; Reductive 
metabolism; Cytochrome P450 (Tomasi, A. (160) 191) 
Hypsorhodopsin 
Photoconversion; Rhodopsin: Liquid helium temperature irra- 
diation (Yoshtzawa, T. (163) 165) 
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Hysteretic enzyme 
Glucose-6-phosphate dehydrogenase; Pentose phosphate path- 





5 S RNA; NMR; RNase A; Domain structure; RNA fragment 
(Kime. M.J. (153) 199) 
S-Iminodaunorubicin 
Adriamycin (doxorubicin); Anthracychne; Cancer chemother- 
apy; Mitochondria; Electron transport; Free radical (Davies, 
K.J.A. (153) 227) 
Adriamycin, Cardlotoxicity; Mitochondrial membrane; Lipo- 
some; Respiratory chain (Pollakis. G. (155) 267) 
Immobilized enzyme 
Chloroplast. Thylakold membrane; Hypotomc treatment; 
Occluded nucleotide; Diffusion control; Photophosphorylatlon 
mhibltor (Aflalo. C. (154) 175) 
Chromatin structure; Histone HI; Histone H3; Trypsm dlges- 
tlon; Collagen membrane (Manon, C. (I 57) 3 17) 
Immune complex 
Clq; Complement: Zmc; Fluorescence (Easterbrook-Smith. 
S.B. (162) 117) 
Immunoanalysis 
Myoglobin, Thyroxine; ATP, Luciferase. Luminescence (Gra- 
chev, M.A. (162) 266) , 
Immunoblotting 
p-Endorphin precursor; p-Lipotropm; Monoclonal antibody; 
RadIobinding assay, Affinity chromatography (Thorpe, R. (15 1) 
105) 
Fibronectin, Structural organization; Monoclonal antibody 
(Dziadek. M. (155) 321) 
RNA polymerase; RNA cham elongation: Monoclonal anti- 
body (Nlkiforov, V.G. (158) 113) 
Antigenic structure; Immunoglobulin M; Immunoglobulin G; 
AntIbody; i Toxoplasma gondii) (Partanen. P. (I 58) 252) 
Crystalhn; Lens protein; Protein evolution, (Lamprey) (Stapel. 
S.0 (162) 305) 
Immunochemistry 
Growth hormone; Prolactin; Pleomorpiusm; Electrophoresis; 
(Human pituitary) (Meuris. S. (154) I 11) 
Calmodulin: (Ca2 + + Mg* ‘)-ATPase; Erythrocyte; Sarcoplas- 
mic reticulum; (Smooth muscle) (Wuytack, F. (154) 191) 
Cytochrome b,: Microsome; Fatty acid; Chain elongation, 
NADPH-cytochrome P450 reductase (Nagao, M. (155) 11) 
Immunoelectron microscopy 
Ribosomal protein S17; Antibody; Fluorescence amsotropy; 
Ribosomal protein L6; Fluorescence quenching (Stbffler-Mei- 
hcke. M. (163) 94) 
Immunofluorescence 
Vmculin; Sarcolemma; Sarcolemma-myofibnl interactlon; (Car- 
diac muscle (Koteliansky, V.E. (159) 158) 
Immunoglobulin 
Sepharose bindmg; Sephadex binding; (Bovine plasma) (Shl- 
mada. H. ( 156) 123) 
Immunoglobulin G 
Protein A: Tumcamycin; Carbohydrate; Aglycosylatlon; 
Secondary function. (Mouse) (Leatherbarrow. R.J. (164) 227) 
Antlgemc structure; Immunoblotting: Immunoglobulin M; 
AntIbody; ( Tosoplusma gondil) (Partanen. P. (158) 252) 
Immunoglobulin M 
Antigemc structure; Immunoblotting: Immunoglobulin G; 
AntIbody: i Toxopkusmugondul (Partanen, P. (158) 252) 
Immunological cross-reaction 
Lectin, Protem characterization; (Lathyrus tmgrtanus) (Rougt, 
P. (157) 257) 
Phosphorylated glycopeptlde: Variant surface glycoprotein; 
(Trypanosome) (Baltz. T. (158) 174) 
Immunological epitope 
Growth hormone; Monoclonal antibody; Plasmin digestlon: 
Radiolmmunoassay, (Human) (Wallis. M. (159) 241) 
Immunology 
b-Glucanase; Germmatlon; (Barley) (Stuart, I.M. (155) 201) 
Immunoprecipitation 
Lutropin; (Rat, Buffalo pituitary) (Rajyalakshml, M. (154) 301) 
Polysome; Membrane binding; Protein synthesis; Tubulm (Bar- 
ahona, 1. (I 58) 271) 
Insulin receptor; Hlstocompatibility antigen; Monoclonal anti- 
body; Photoaffinity labeling (Chvatchko, Y. (163) 207) 
Induction 
Quinohzldme alkaloid; Cell suspension culture, Alkaloid syn- 
thesis gene (Wink, M. (159) 196) 
Induction curve 
Photosynthesis; Chlorophyll fluorescence; Kinetics; Membrane 
organization, Structural heterogeneity (Hodges. M. (160) 177) 
Inflammation 
Neutrophll; Neurotensin; Chemotaxls. Phagocytosis: CaZt 
extrusion (Goldman, R. (159) 63) 
Influenza virus 
Neuraminidase, Disulfide bond (Ward, C.W. (153) 29) 
Infrared spectroscopy 
Peroxidase: Carbon monoxide; Hydrogen bond: Isotope effect 
(Smith, M.L. (163) 303) 
Inhibition 
UKJ72J; Herbicide; Thiopyrimidine; Mitochondrla; Succinate 
oxidation, (Plant) (Gauvrit, C. (158) 222) 
100 
inhibitor 
Photoaffinity label. Cytochrome b,-f complex; Electron-trans- 
port; Plastoquinone; Rieske Fe-S protein; Cytochrome b6 (Oett- 
meler, W. (155) 241) 
Inhibitor binding 
Binary oscillation; Chlorophyll fluorescence; Kinetics: 3-(3,4- 
Dichlorophenyl)-I, I-dimethylurea (Laasch. H. (I 59) 275) 
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Insecticide-binding polypeptide 
Secondary structure prediction; Model bmldmg; Protein design; 
Crystallization; Synthetic polypeptlde (Moser. R. (157) 247) 
Insertion 
Mutation; Deletion, Protein structure (Kolchanov, N.A (161) 
65) 
Insulin 
Endocytosis; Hormone receptor, ccl-Macroglobulm; Percoll: 
Lysosome (Ito. F. (152) 131) 
Catecholamine; Adenosme; Glucose transport; 2-Deoxyglucose 
uptake. Adipocyte (Green, A. (152) 261) 
@Phenyhsopropyladenosine; Fat cell metabohsm: Catechola- 
mine: Sugar transport modulation (Souness, J E (153) 103) 
Cyclic-AMP phosphodiesterase; Guanyl nucleotlde; Phosphory- 
lation; Guanyl nucleotide regulatory protein: Plasma mem- 
brane; (Rat liver) (Heyworth, C.M. (154) 87) 
Inhibitor protein 
cyc11c GMP; Protein kinase; cyclic AMP; Autophosphorylatlon; 
Heat stability (Hofmann, F. (151) 71) 
Inhibitory guanine nucleotide site 
Islet-activating protein; Adenylate cyclase; GTPase; Somatosta- 
tm: (Bordetelluperfussi.~ toxin) (Aktories, K. (158) 169) 
Initiation 
Translation; Protem synthesis Inhibitor; Protein synthesis inhi- 
bltion: Cell-free system: (Escherichiu co/i) (Skelly. S M. (162) 
161 
Protein synthesis; mRNA translation: mRNP formation (Tho- 
mas, N.S B. (162) 33) 
48 S initiation complex 
Messenger rlbonucleoprotein; Poly(A)-protein (Schmld. H.-P. 
(157) 105) 
Initiation factor 3 
Primary structure determination; Protein synthesis, Sequence 
comparison: (Eacrllus stearofhermophilus) (Kimura, M. (160) 
781 
Inorganic phosphate 
Sucrose-phosphate synthase: Glucose 6-phosphate; Metabolic 
regulation; Sucrose; (Spmacea oleracea L) (Doehlert, D.C (153) 
293) 
Inosine S-monophosphate 
Iron( X-ray analysis; Metal bmding (Capparelli, M.V. (163) 
241) 
myo-Inositol 
sc$/o-Inositol; Sialyloligosaccharide; (Urine) (Parkkinen. J 
(163) 10) 
scyllo-Inositol 
myo-lnositol; Sialyloligosaccharlde; (Urine) (Parkkinen. J. (163) 
10) 
Inositol phospholipid 
Muscarinic receptor; Phosphatldate; Protein phosphorylation; 
Secretion; (Avlan salt gland) (Fisher, S.K. (155) 43) 
Inositol synthase 
Thermal stab&y; NAD binding; (Mammalian brain, Human 
fetus) (Adhikari, J. (163) 46) 
Insecticide 
d-Endotoxm; Phospholipld receptor; Llposome binding; (Bacil- 
lus thurrngiensis var. wuelensa, Mosquito) (Thomas, W.E. (154) 
362) 
&Endotoxin; Toxm gene; Plasmid; Plasmld curing; (Bacilfus 
thuringtensts var. rsraelensrs) (Ward, ES. (158) 45) 
Protein phosphorylatlon: Amllonde; Protein kmase (Holland, 
R. ( 154) 269) 
Adlpocyte; Adenylate cyclase. Lipolysls. Adenosme (Lambert, 
B. (155) 31) 
Myoblast differentiation; Acetylchohnesterase: Insulin-like 
growth factor; (Chicken embryomc cell) (Schmid. C. (161) 117) 
Islet-activating protein; Lipolysls: Adenylate cyclase; (Rat adi- 
pocyte) (Kather, H. (161) 149) 
Receptor, Diabetes; Obesity; Insulin resistance (Kobayashi. M 
(163) 50) 
Adlpocyte, Glucose transporter; Photoaffinity labelmg (Horuk. 
R (164)261) 
Insulin binding 
Tyrosme kmase; Insulin receptor; Autophosphorylation; Prore- 
ceptor; (Liver membrane) (Blackshear, P.J. (158) 243) 
Insulin-like growth factor 
Myoblast differentiation; Acetylcholmesterase: Insuhn; (Chlck- 
en embryonic cell) (Schmid, C. (161) 117) 
Insulin receptor 
Insulin bmdmg. Tyrosme kinase: Autophosphorylatlon; Prore- 
ceptor. (Liver membrane) (Blackshear. P.J. (158) 243) 
Tyroslne protem kmase, Phosphotyrosine phosphatase: Actm; 
Vanadate (Machlcao, F. (I 63) 76) 
Hlstocompatibihty antigen, Monoclonal antibody; Immunopre- 
cipitatlon. Photoaffimty labehng (Chvatchko, Y (163) 207) 
Insulin release 
Apamin; Electrical activity; Ionophore A23 187; K + permeabi- 
lity; Caz+ activation, (Pancreatic islet cell) (Lebrun, P. (161) 41) 
Insulin resistance 
Insulin; Receptor; Diabetes; Obesity (Kobayashl. M. (163) 50) 
Insulin sensitivity 
Glycolysis; Blood glucose; Adenosine deaminase; fl-Phenyhso- 
propyladenosine; (Rat soleus muscle) (Espmal, J. (158) 103) 
Insulinoma 
Proinsuhn: Processing; Carboxypeptidase; Secretory granule; 
Prohormone (Docherty, K. (I 62) 137) 
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Inter-a-trypsin inhibitor 
Serum protease. mRNA translation; Protein structure; Enzyme 
inhtbttor: (Baboon) (Bourguignon. .I. (162) 379) 
Intercalating agent 
Ntckmg-closing enzyme; Protein-associated DNA break; Mac- 
romolecular synthesis inhibitor; Frameshift mutation; Recom- 
binatton (Filipski. .I. (159) 6) 
Interferon 
2-SA; 225A-Activated endonuclease; Ethenoadenosine; Fluor- 
escence: Ohgonucleotide synthesis (Lestak, K. (151) 291) 
Thymidine kmase: Oligo(2’-5’ A) synthetase (Mengheri, E. 
(157) 301) 
225A: Virus growth inhibition (Sharma. 0 K. (158) 298) 
Pohovirus: Protem synthesis, 2’ 5’ A synthetase; RNA degrada- 
tion (Mutioz. A. (160) 87) 
Differentiation; Cell cycle; Protem ~53, Protein synthesis; 
(Friend cell) (Ben-Dori. R (162) 384) 
Interferon 01 
Membrane receptor; Receptor solubilization: (Human lym- 
photd cell) (Eid, P (156) 157) 
Intermediate filament 
Vimentm: Protein turnover; Ca2+ activation; Protemase 
(McTavish. C.F. (154) 251) 
Acidtc brain protem; Glutamtc actd enrichment; Proteolysis; 
Neurofilament: SIOO protem (Weber, K. (164) 129) 
Internal repeat 
Rtbosomal protein Sl; Protem comparison: Computer analysis; 
Gene evolution; Protem homology (Wtttmann-Liebold, B (154) 
31) 
Interphase 
High mobihty group-like protein; Metaphase; Phosphorylation 
(Lund. T (152) 163) 
lntersubunit site distribution 
deacylated tRNA-ribosome Interaction: Ribosome exit site: 
Anttbtotic. Tetracycline; Edeine (Kirillov, S.V. (I 57) 91) 
Intestinal epithelial membrane 
VIP receptor; Adenylate cyclase: (Gila monster venom) (Amtra- 
noff. B. (164) 299) 
Intracellular transport 
0-G/~co.~~latzon. Glycoprotein; Dolichyl phosphate; (Saccharo- 
niyces cercvisiae. Yeast mutant) (Haselbeck. A. (158) 335) 
Intragranular processing 
Vasopressin; Neurophysin: Proneurophysm (North, W.G. (I 52) 
29) 
Intramembrane particle distribution 
Freeze-fracture: Chloroplast membrane; Light intensity; Lateral 
displacement (Goodchild. D.J (154) 243) 
Intramolecular heterogeneous turnover 
Plasma membrane; Glycoprotem: Dipeptidylaminopeptidase 
IV; D-Mannose: D-Glucosamine (Volk, B.A. (163) 150) 
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Membrane protein 
Sarcoplasmic reticulum; Chronic sttmulation; (Muscle fiber) 
(Wiehrer, W. (I 58) 3 17) 
lntron 
Corticotropin-,!-hpotropin precursor gene, Pseudogene; recom- 
binant DNA; DNA sequence; Exon: Direct repeat, (Mouse) 
(Notake, M. (156) 67) 
Inulinasc 
/j-Fructofuranostdase, Invertase: 2.5-Anhydro-D-mannitol 
(Workman, W.E. (160) 16) 
Invertase 
p-Fructofuranosidase: Inuhnase; 2.5-Anhydro-D-manmtol 
(Workman. W.E. (160) 16) 
Inverted repeat 
Cruciform structure: Palindrome; superhelical DNA; Kmetics, 
Relaxation time; Superhelix density (Vologodskti, A.V. (160) 
173) 
lodination 
Messenger ribonucleoprotem; Translatton; Polyrtbosome bmd- 
ing (Butcher. P.D. (153) 119) 
Thyroglobulm; Hormonogenic site; Thyroxine-contaming pep- 
tide; Proteolysts: (Human) (Lejeune. P.-J. (156) 77) 
Ion channel 
Gramtcidin A; Energy profile; Na+: Theoretical computation 
(Pullman. A. (163) 199) 
Ion channel location 
Acetylcholine receptor: Subumt structure, Tertiary structure; 
Amino acid hydrophobicity: Smgle group rotatton (Kosower. 
E.M. (155) 245) 
Ion channel stereospecificity 
Perhydrohtstriomcotoxm, Nicotmic acetylcholine receptor; 
Endplate current; Neuromuscular Junctton (Spivak. C.E. (163) 
189) 
Ion-exchange chromatography 
Gastrm-releasmg pepttde, Bombesm. Gastrm release; HPLC; p- 
Aspartyl shift (McDonald. T.J. (156) 349) 
Ion gradient 
Choline uptake; Synaptosome: Membrane vesicle: (Insect) 
(Breer, H. (I 53) 345) 
Ion-selective electrode 
Compound 48/80; Membrane permeabihty: Liposome: Kt 
marker; Polymyxin B (Katsu, T (151) 219) 
Ion transport 
Pr’+; Hypoglycemic sulfonylurea; Liposome (Deleers. M. (151) 
269) 
CD; Ionophore X537A; Conformational analysts; Carrier iono- 
phore; Sandwich complex (Vtshwanath. C.K. (153) 320) 
Ionic strength 
Superoxide dismutase; Dipole moment; Electrostattc interaction 
(Van Leeuwen. J.W. (156) 262) 
Ionizing radiation 
Apurinic/apyrtmidmic site; interstrand DNA cross-link (Goffin, 
C. (161) 140) 
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lonophore X537A 
CD; Conformational analysis; Carrier ionophore; Sandwich 
complex; Ion transport (Vishwanath. C.K (153) 320) 
Photosynthetic mutant; Chlorophyll fluorescence; Chlororespi- 
ration: Coupling site. (Chlanz~dmnonus rernhard~ii) (Bennoun. 
P ( 156) 363) 
lonophore A23187 
Radioimmunoassay. Leukotriene C,; 6Sulfidopeptide; Leuko- 
cyte: Leukotriene C1 formation (Lindgren, J.A (152) 83) 
Vasopressm, Angiotensin II; Hypothyroidism: Glycogenolysis; 
(Rat hepatocyte) (Corvera. S. (153) 366) 
Ca’ + flux, Phospholipid, Erythrocyte (Vidaver. G.A. (155) 117) 
Calmoduhn, Protein phosphorylatton: Protem kmase: Ca2+; 
(Carrot) (Graziana. A. (I 56) 325) 
Pyruvate dehydrogenase: ri-Adrenergic receptor, Glucagon. 
Ca2 +. (Liver) (Assimacopoulos-Jeannet. F. (159) 83) 
Ca’ + uptake; Dextran induction; Phosphatidylserme; Murex- 
ide: (Rat peritoneal mast cell) (Sagi-Eisenberg, R (161) 37) 
Apamm; Insuhn release; Electrical activity, K+ permeability; 
Ca2+ activation; (Pancreatic islet cell) (Lebrun. P. (161) 41) 
Neutrophil: cytosohc pH: cytosohc Mgz + : cytosohc Cal + : Sec- 
retion (Virgiho. F.D. (163) 315) 
Iron 
Membrane protein; Protein kmase: Threonme phosphorylation; 
(Mouse liver) (Loch. J.E (156) 316) 
Superoxide, Hydroxyl radical, Haber-Weiss reaction: Chelator: 
Fenton reaction (Fhtter. W (158) 310) 
Iron complex 
Superoxide: Fenton reaction: Hydroxyl radical; Haber-Weiss 
reaction. Pulse radiolysis: Spm trapping (Buettner. G R. (158) 
143) 
Iron (II) 
Alcohol dehydrogenase; Cobalt, Product activation, (Z~MO~ZO- 
nos mohrlrs) (Scopes, R K ( 156) 303) 
Lipid peroxidation, Glutathione, Vitamin C: Microsome; (Rat 
hver) (Haenen. G R.M.M. (159) 24) 
Inosme 5’-monophosphate; X-ray analysis: Metal binding (Cap- 
parelli, M.V. (163) 241) 
Ironquinone 
Photosystem II. Electron acceptor; Pheophytm: Triplet state, 
/ Phornr~dium /ummostm~~ (Atkinson. Y.E (159) 141) 
Iron-sulfur cluster 
Resonance Raman spectroscopy; Iron-sulfur protem. Ferre- 
doxm (Ozaki, Yu. (I 52) 236) 
NMR. Ferredoxm. Redox potential (Nagayama, K. (158) 208) 
Resonance Raman spectroscopy, Ferredoxm; Iron-sulfur pro- 
tein (Lutz. M (163) 212) 
Iron-sulfur protein 
Resonance Raman spectroscopy. Ferredoxm: Iron-sulfur clus- 
ter (Ozaki, Yu. (I 52) 236) 
Dibromothymoqumone: Ubiqumolcytochrome-c oxidoreduc- 
tase. Cytochrome hc, complex; Mitochondria: Respiratory 
chain (Esposti, M D (156) 15) 
Volumes 151 164(1983) 
Resonance Raman spectroscopy, Ferredoxm: Iron-sulfur clus- 
ter (Lutz, M (163) 212) 
Islet-activating protein 
Adenylate cyclase: GTPase, Nicotmic acid: (Bord~Prr//uper/u.~.~~.~ 
toxin. Rat adipocyte) (Aktories, K. (156) 88) 
Adenylate cyclase: GTPase; Somatostatm: Inhibitory guamne 
nucleotide site; (Bordcf& per~ums toxin) (Aktories, K ( 158) 
169) 
Insulin, L~polys~s. Adenylate cyclase: (Rat adipocyte) (Kather. 
H (161) 149) 
3-Isobutyl-1-methylxanthine 
Glucose transport; Protein synthesis: Glucose regulation; (Hu- 
man erythrocyte, Human pancreatic islet) (Bzkkeskov. S ( 157) 
331) 
Isocitrate dehydrogenasc 
cyclic AMP: Phosphorylation: Protein kmase; ( E.whcruhu w/r. 
Mutant) (Malloy, P.J. (151) 59) 
Phosphorylation, Glyoxylate cycle. Phosphoenolpyruvate, 
Malate synthase: Isocitrate lyase; (E co11 mutant) (Reeves, H C. 
(158) 239) 
Glyoxylate cycle: Isocitrate lyase; Phosphorylation: f .4c1~c(0- 
hactcr culcoacefrcusj (Reeves, H.C. (163) 265) 
lsocitrate lyase 
Isocitrate dehydrogenase: Phosphorylation. Glyoxylate cycle. 
Phosphoenolpyruvate: Malate synthase, (E. coli mutant) 
(Reeves. H.C (I 58) 239) 
Isocitrate dehydrogenase: Glyoxylatc cycle, Phosphorylation: 
(Acinetobacter calcoacrmus) (Reeves. H C (163) 265) 
Isoelectric focusing 
Brush-border enzyme: p1 change; Siahc acid: Postnatal develop- 
ment; (Rat small mtestme) (Kraml, J (151) 193) 
Ammoacyl-tRNA synthctase. Protein heterogeneity (Lorber. B 
(I 56) 209) 
Isohormone, Microheterogeneity; Lutropm: (Human. Pituitary) 
(Weise. H.C (159) 93) 
Phosphorylation: Myosm hght cham; Ca’+: cychc AMP, Cascin 
kmase (Smgh. T.J. ( 159) 2 17) 
Cell-free translation; Urinary protein; recombinant DNA; Mul- 
tigene family, (Rat liver) (Mertens. B (162) 296) 
lsohormone 
Isoelectric focusing; Microheterogeneity, Lutropm. (Human 
Pituitary) (Weise. H C. (159) 93) 
lsorhodopsin 
Rhodopsm; Visual pigment: Retmal. Regeneration; Vitamin A 
(Crouch. R (158) 139) 
Isoschizomer 
Restriction endonuclease. 3’.Termmal extension, Ligation 
(Khosaka. T. (163) 170) 
Isotope effect 
Peroxidase: Infrared spectroscopy. Carbon monoxide. Hydro- 
gen bond (Smith. M.L. (163) 303) 
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Isotope exchange 
‘H-NMR: Mitochondria; 3-Hydroxybutyrate (Paul. H.-H. 
(163) 185) 
Isotope shift 
Nitrlte oxidation: lSN-NMR; (Nffrohacter agdrs) (Kumar, S. 
(152) 71) 
lSN-NMR: Nltrite: Ammoma; Nitnfication; (Nzfrosomonas) 
(Andersson, K.K. (164) 236) 
Isotopic ratio 
2H-NMR; Methylene; Natural chirahty (Martin, M.L. (158) 
131) 
Isozyme 
Myosm. Myosln transltion; Thyroxine; Denervatlon; Hormone 




sRNA bmding; Ultraviolet spectroscopy; CD, ‘H-NMR 
(D’Alagni, M. (164) 51) 
Juvenile hormone 
Ecdysterold: Diapause mitlation; Hormone level change; 
Embryogenesis: (Born&~ rnorl eggs) (Gharib. B. (160) 119) 
K 
K+ 
(Na + + K + )-ATPase; Ouabain; (Rat heart) (Mansler, P (I 53) 
357) 
S-100 protem; MIcrotubule protein; Cal’: Microtubule 
(Donato, R (162) 310) 
K+ channel 
Apamin; Hepatocyte. Ca* + activation, (Gumea pig) (Cook, 
N S. (I 52) 265) 
K+ flux 
(Na+ + K +)-ATPase; Trypsm treatment; Reconstitution: Na+ 
flux, Membrane leak: Bar model (Anner. B.M. (158) 7) 
K+ marker 
Compound 48/80, Membrane permeability; Llposome; lon-se- 
lectlve electrode. Polymyxin B (Katsu, T. (151) 219) 
K+ permeability 
Apamin; Insulin release; ElectrIcal activity, Ionophore A23187: 
Ca’+ activation; (Pancreatic Islet cell) (Lebrun, P. (161) 41) 
K+ transport 
Enterocyte; Sugar transport; Ammo acid transport. (Rabbit. 
Small intestine) (Brown. P.D. (163) 203) 
Karyodoction 
Fusion; (Yeast) (Maemura. T. (158) 50) 
Keratin 
Protein modilicatlon: Mitosis: Vimentin; 2D gel electrophoresls 
(Fey, S J. ( 157) 165) 
Neurofilament, Desmm; Vlmentin (Geisler, N. (163) 22) 
Kinetic intermediate 
Protein folding; Disulfide; Lysozyme: Renaturatlon; (Hen egg 
white. Human) (Perraudin. J.-P. (153) 349) 
Kinetics 
Hemoglobm. Cobalt: Heme; Hemoglobin hybrid (Oertle. M. 
(153) 213) 
Photosynthesis; Fluorescence yield; Plastoquinone; Two-elec- 
tron gate, Semiquinone (Robinson, H.H. (153) 221) 
ATPase; Mitochondria. Conformational change: Temperature 
effect; Lipld effect; CD (Curatola, G. (155) 131) 
Trls washing; Chloroplast: Photosystem II: Signal IIf: pH ef- 
fect: ADRY reagent (Yerkes, C.T. (158) 359) 
Binary oscillation: Chlorophyll fluorescence. InhIbItor binding; 
3-(3.4-Dtchlorophenyl)-I, I-dlmethylurea (Laasch. H (159) 275) 
Cruciform structure; Inverted repeat; Palindrome; superhehcal 
DNA. Relaxation time: Superhehx density (Vologodskli. A.V. 
(160) 173) 
Photosynthesls; Chlorophyll fluorescence. Induction curve: 
Membrane organization: Structural heterogeneity (Hodges. M. 
(160) 177) 
P700; Fluorescence Induction. Phosphorylatlon; State transl- 
tion, Thylakoid membrane, (Spmach chloroplast) (Haworth, P. 
(160) 277) 
Kirsten virus 
Epidermal growth factor receptor; Harvey vnus: Oncogene; 
Protein ~21. Phosphothreonme; Phosphotyrosine (Baldwin. 
G.S. (I 53) 257) 
Kringle 4 
Plasminogen, NMR: (Human) (Trexler. M. (154) 31 I) 
Kyotorphin 
Neo-kyotorphin: Peptide synthesis: Analgesia; Hemoglobin; 
(Bovine brain) (Kiso, Y. (155) 281) 
L 
Lactase 
Copper center: Fluorescence; Phosphorescence (Wynn. R.M 
(156) 23) 
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B-Lactam Lectin 
Bactertal membrane; Pemcillm-binding protein; Photoreacti- 
vity; Membrane photolabehng; Photocross-linking; Antibiotic; 
i Escher&ia coil) (Aran. V. (153) 43 1) 
Lipid-bilayer permeability; Hydrophobictty; Liposome; Outer 
membrane; &Lactamase (Yamaguchi. A. (164) 389) 
Crystal form: X-ray analysis. (Peanut) (Salunke. D.M (156) 
127) 
/?-Lactamase 
Ganglioside; Glycosphmgolipid; Affinity chromatography: 
Liposome membrane (Mansson, J.-E. (156) 249) 
Subunit structure; Amino acid sequence: (Lathyrut odorcrtus) 
(Sletten. K. (156) 253) 
/?-Lactam, Lipid-btlayer permeability, Hydrophobicity: Lipo- 
some: Outer membrane (Yamaguchi. A. (164) 389) 
fl-Lactamase I 
Secretion; Prepemcillinase: Signal sequence; (Bacdlus cer~us. 
Escherlchia co11 J (Mezes. P.S.F. (161) 195) 
Immunological cross-reaction; Protein characterizatton; / Larh- 
vu.< tingifunus I (Rouge. P. ( 157) 257) 
Lipopolysaccharide-binding factor; Agglutmation; L~popoly- 
saccharide, Encapsulation. (Cotton leaf, Bei/erinckrul (Murty. 
M.G. (158) 159) 
Lactate dehydrogenase 
Synaptosome; Lysis, Antiserum: ;I-Ammobutyric acid; Gluta- 
mate decarboxylase (Docherty, M. ( 152) 57) 
Reconstttution, Assoctatton Intermediate (Gtrg. R. (163) 132) 
Concanavahn A, Manganese; Metalloprotem; Ultraviolet dtf- 
ference spectroscopy (Young. N M. (161) 247) 
Carbohydrate; Binding site: Difference absorption: Stopped 
flow: (Peanut) (Loontiens. F.G (162) 193) 
Lactation 
Cholera toxm: Adenylate cyclase: Hybrid protem. Lectm-pep- 
tide conmgate (Van Heyningen. S. (164) 132) 
y-glutamyl transpeptidase; Ammo actd transport; Glutathione: 
y-glutamyl cycle; (Rat mammary gland) (Viiia, J. (159) 119) 
Lactosaminated albumin 
Lectin-peptide conjugate 
Cholera toxm. Adenylate cyclase: Lectm: Hybrid protein (Van 
Heymngen. S ( 164) 132) 
Antwnal drug; Drug targeting; Adenme arabmoside; Hepatitis 
B: Asialoglycoprotem receptor (Fiume, L. (153) 6) 
Legumin 
Lactose 
Storage protem; Ammo acid sequence; Glutelm. iUrr:ea 
sut~wz) (Zhao. W.-M. (162) 96) 
j!-3-N-Acetylglucosammyltransferase; b-6-N-Acetylglucosamt- 
nyltransferase; N-Acetyllactosamme synthase; N-Acetyllactosa- 
mine, I Antigen, (Human serum) (Zielenski. J (I 58) 164) 
p( I +.?I-N-Acetylglucosammyltransferase; p(l+6j-N-Acetylg- 
lucosammyltransferase: I antigen: I phenotype: (Human serum) 
(Zieletiski. J (163) 114) 
Lens protein 
Crystalhn. Protein evolution; lmmunoblotttng. (Lamprey) (Sta- 
pel. S.O. (162) 305) 
Leu-enkephalin 
c 
Astrocyte: Aminopeptidase: Enkephalinase A: (Rat brain) 
(Lentzen. H. (153) 93) 
Lactose carrier 
M,-value. Detergent mtcelle. /ucy “murun/. Negatw dommtmce 
(Wright. J K (162) I I) 
Leukemia 
Allosteric regulation: ConJugatton: Solute transport; (Rhodop- 
seudomonus sphuermdes. Escherrchia coli) (Elfermk. M G.L. 
(164) 185) 
Chromattn: DNA; Restrictton endonuclease digestion (Chen. S 
(161) 217) 
Platelet aggregation: Monoclonal antibody: CaL’ (Boucheix. C 
(161) 289) 
Lactose permease Leukemia virus 
Cotransport; Galactoside; Ltgand bmdmg; Protonmotive force; Retrovirus; Nucleic acid-bindmg protein: Microsequencmg; 
Uncoupler (Yamato. 1. (151) 102) Primary structure determmation (Copeland, T D. (156) 37) 
Laser scission Leukocidin 
Polyadenyhc acid; Complementary complex; Chromophore 
excitation: Dansylnonathymtdylate derivative; Light-induced 
diffusion (Bemmetskaya. L Z. (163) 144) 
Phosphomosttol metabohsm. Phosphatidtc acid; Toxm action. 
(P.wudomunus aeruginosu, Rabbit leukocyte) (Hnayama. T. 
(157) 46) 
Lateral displacement Leukocyte 
Freeze-fracture; Intramembrane parttcle distribution; Chlorop- 
last membrane, Ltght intenstty (Goodchild, D.J. (154) 243) 
Radioimmunoassay; Leukotriene C,; 6Sulfidopepttde. Iono- 
phore A23187, Leukotriene CJ formation (Lindgren, J.A (152) 
83) 
LDL 
Apohpoprotem B, RNA; Translation: (Human liver) (Olofsson. 
S.-O. (156) 63) 
Respiratory burst, Cytotoxicity; Membrane enzyme, NADH 
oxidoreductase; Proton gradient; NADPH oxtdoreductase 
(Schirmer. R.H. (154) I) 
LDL catabolism 
Trtfluoperazme. Chlorpromazme: Fibroblast. (Human) 
(Maziere. J C. (162) 396) 
14,15-leukotriene A, 
14. I5-Oxide-5.8, IO. I’-etcosatetraenoic acid; Hydrolytic stabt- 




Radioimmunoassay; 6-Sulfidopeptide; Leukocyte; lonophore 
A23 187; Leukotriene Cq formation (Lindgren, J.A. (I 52) 83) 
Leukotriene C4 formation 
Radtotmmunoassay; Leukotriene Cd; +Sulfidopepttde, Leuko- 
cyte; lonophore A23187 (Lindgren, J.A. (152) 83) 
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Leukotriene inhibitor 
5Ltpoxygenase; Caffeic acid; Prostaglandin synthetase; Lipoxy- 
genase (Koshrhara, Ya. (158) 41) 
Ligand binding 
Cotransport; Galactoside; Lactose permease; Protonmotive 
force: Uncoupler (Yamato. I. (151) 102) 
Ca’ + channel; Dihydropyridme; Transmitter release; CaZ’ 
uptake; Molecular probe (Takahashi. M. (152) 191) 
I-Cyano-4-dimethylammopyridinium tetrafluoroborate; Poly- 
sacchartde resin (Kohn. J. (154) 209) 
Ligand uptake 
Asialoglycoprotem receptor; Antibody; Electron microscopy; 
(Hepatocyte, Lrver macrophage) (Roos. P.H. (157) 253) 
Ligation 
Restriction endonuclease; lsoschizomer; 3’-Terminal extension 
(Khosaka. T. (163) 170) 
Light activation 
Chloroplast. Coupling factor I; Heat activation; ATP hydroly- 
sis; Dtvalent cation specificity; Thiol modulation (Pick. U. (I 52) 
119) 
Lieht energy conversion 
Purple membrane; Light-dark adaptation; Proton pump; Phos- 
phohpid vesrcle. (Halohacterium halohrum) (Muradin-Szweyk- 
owska, M. (154) 180) 
Light intensity 
Freeze-fracture: lntramembrane parttcle dtstribution; Chlorop- 
last membrane. Lateral displacement (Goodchild. D.J. (154) 
243) 
Light scattering 
Coupling factor I; M,; Sedtmentatron equilibrium: Subunit stoi- 
chiometry: Chloroplast (Moroney, J.V. (I 58) 58) 
Lieht-dark adautation 
Purple membrane, Light energy conversion; Proton pump; 
Phosphohpid vesicle; (Halobacterium halobium) (Muradm- 
Szweykowska, M. (154) 180) 
Light-dependent control 
Phototrophic bacteria: Pigment complex; Oxygen-dependent 
control; (Rhodopseudomonas sphaerotdes) (Arnherm, K. (162) 
61) 
Light-harvesting antenna 
Phycobilisome. Photosystem II; Oxygen evolutron: (Porphyri- 
drum cruenfum. Red alga) (Clement-Metral, J.D. (156) 185) 
Light-harvesting complex 
Chloroplast, Protem kmase; Thylakoid membrane; Electron 
transport; Chlorophyll fluorescence (Horton, P. (152) 47) 
Chloroplast: ATP synthetase; Subunit stoichiometry (Siiss. K.- 
H (153) 134) 
Light-induced diffusion 
Laser scission; Polyadenylic acid; Complementary complex; 
Chromophore excitation; Dansylnonathymidylate dertvattve 
(Benimetskaya, L.Z. (163) 144) 
Linked enzyme assay procedure 
Proteinase; Enzyme activity (Taylor. M.D. (157) 200) 
Linoleylanilide 
Oleoylanilide; Tnacylglycerol: Phosphohpid; Arachidonic actd: 
Neutrophil; (Human) (Gil, M.G. (162) 151) 
Lipase 
Bile salt stimulation, (Human milk, Newborn infant, Lrptd 
digestion) (Blackberg, L. (157) 337) 
Bile salt; Phosphohpid; Triglyceride; Enzyme activatton; (Pan- 
creas) (Erlanson-Albertsson. C. (162) 225) 
Lipid 
Fatty acid; Phosphattdylchohne: Singlet oxygen; Lummescence; 
Luminescence quenching (Jr, A.A.K. (I 55) 233) 
Lipid-associating domain 
Diphtheria toxm: Fragment B; Amphipathic region; Voltage- 
dependent conductance; Proline tsomerizatron (Deleers. M. 
( 160) 82) 
Chloroplast hptd; Membrane lateral heterogenetty; Phase partt- 
tionmg; Thylakotd organization; Thylakoid subfractronation 
(Gounaris, K. (156) 170) 
Lipid bilayer 
Ganglioside: Membrane capacitance: Surface charge (Usai, C. 
(153) 315) 
Nigertcm; Monensin (Antonenko. Yu.N. (163) 42) 
Lipid-bilayer permeability 
j?-Lactam; Hydrophobtcity; Liposome. Outer membrane; j?-Lac- 
tamase (Yamaguchi. A. (I 64) 389) 
Lipid content 
Thylakoid lipid; Photosystem II; Oxygen evolution; Triton X- 
100 fragmentation; Photosynthesis (Gounaris. K. (163) 230) 
Lipid diffusion 
Phosphatidylchohne; Fluorescence recovery after photobleach- 
mg; Model membrane (Vaz. W.L.C. (152) 287) 
Lipid effect 
ATPase; Mttochondna; Conformational change; Kinetics; 
Temperature effect; CD (Curatola, G. ( 155) I3 I ) 
Lipid methylation 
cyclic AMP; Membrane flmdity; (C, cell) (McKenzte. R.C 
( 164) 244) 
Lipid modification 
Pre-pemcrllinase; Globomycm, Srgnal peptrdase; (Bacrllus lrche- 
mformrs. Escherlchla cohl (Hussain. M. (157) 31) 
Lipid particle 
Liposome; Chloroplast structure; Monogalactosyldiacylgly- 
cerol: Digalactosyldiacylglycerol: Sulfoqumivosyldracylglycerol 
(Sakai. WS (158) 203) 
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Lipid peroxidation 
Cytochrome P450 oxidase; NADPH (Bast, A ( I5 I) 185) 
Anttoxtdant effect; Ceruloplasmm; Mtcrosome (Yamashoji, S. 
(152) 168) 
Ceruloplasmm. Anttoxtdant: Hydroxyl radtcal; Ferroxidase; 
Metal ton dependence; Free radical (Gutteridge, J.M.C. (157) 
37) 
Myelin, Lipid phase: Agmg (Chta. L.S (157) 155) 
Mitochondria; Catton transport: ATP synthetase; Membrane 
potential. Cumene hydroperoxtde (Marshansky. V.N. (158) 27) 
Glutathtone. Vttamm C: Iron (II). Mtcrosome: (Rat liver) (Hae- 
nen. G.R.M.M. (I 59) 24) 
Diene conJugatton: Free radical; (Serum, Bile, Duodenal Juice) 
(Cawood. P. (162) 239) 
Dtethyl dtthtocarbamate. Chemtlummescence; Alkane forma- 
tion. Free radtcal (Bartoh. G M. (164) 371) 
Lipid peroxide 
Myoglobin; Arachtdonate: Prostaglandm; Oxidation; (Heart) 
(Walters. F P. (163) 292) 
Lipid phase 
Myelm: Aging, Ltptd peroxidatton (Chta, L.S. (157) 155) 
Lipid-protein interaction 
Membrane protein. Fatty actd; Cardiohpm (Lee, A.G. (I 5 I) 
297) 
5’.Nucleottdase; Cholesterol; Plasma membrane (Whetton. 
A.D. ( 157) 70) 
(Na+ + K+)-ATPase, (Electric organ, T marmorafa); Spm la- 
belmg, ESR (Zachowski. A. (163) 245) 
Raman spectroscopy, Acetylchohne receptor (Aslanian, D 
(164) 393) 
Lipid transfer 
Drug delivery: Modified hposome; Plasma-Induced leakage: 
Blood clearance. Ttssue uptake (Ball. A ( 154) 373) 
Lipid vesicle 
Glycophorm: Dtoleoylphosphatidylchohne; Btlayer permeabt- 
hty: Pore size (Van Hoogevest, P. (157) 41) 
Lipogenesis 
Acetoacetate uttlizatton; Cholesterogenests; Fatty acid synthe- 




Lipopolysaccharide-binding factor, Lectm; Agglutmation. 
Encapsulation: (Cotton leaf. Be~)erincku/ (Murty. M.G (I 58) 
159) 
Lipopolysaccharide-binding factor 
Lectin: Agglutmation; Ltpopolysacchartde: Encapsulatton: 
f Cotton ieqL Bezjerinckia) (Murty. M G. ( 158) 159) 
Lipoprotein 
cc-Hehx; Thermodynamtcs; Protein structure; Membrane struc- 
ture; Primary structure (Pownall, H.J (I 59) 17) 
Lp(a) lipoprotein 
Lp(a) antigen; Atherosclerosis (Utermann, G. (154) 357) 
Lipoprotein lipase 
Chylomicron (Bengtsson. G. (I 54) 211) 
Lipoprotein secretion 
Carbon tetrachlortde: Trichloromethyl radtcal. Covalent bmd 
ing; (Isolated hepatocyte, Fatty liver) (Poli, G ( 160) 187) 
Liposome 
Acyl-CoA:cholesterol acyltransferase: Enzyme Regulatton. 
Phosphorylation; (Rat liver, Rat mtestme) (Suckling. K.E. (I 51) 
111) 
Compound 48/80: Membrane permeabthty. Ion-selective elec- 
trode, K + marker; Polymywm B (Katsu. T ( 15 I ) I? 19) 
PP’: Ion transport. Hypoglycemtc sulfonylurea (Deleers. M 
(151) 269) 
Hemoglobin; Phospholiptd; Phosphohptd vestcle. Encapsula- 
tion: (Blood) (Gaber. B.P (153) 285) 
Carbocyanme dye: Fluorescent probe; Triplet state. Rotattonal 
dtffuston: Membrane hptd (Johnson. P. (153) 391) 
Bactcrtorhodopsin. Proton pump; Synthetic hptd (Pabst. R 
(154) 5) 
Pyrophosphatase: Reconstttutton; ATPase; ATP syntheses: Pro- 
ton pump (Nyrin. P (155) 125) 
Adrtamycm; 5-Iminodaunorubtcm: Cardiotoxtctty. Mitochon- 
drtal membrane; Respiratory chain (Pollakts, G (155) 267) 
Fusion; Mehttm; Cardiohpm (Eytan. G.D. ( 156) 29) 
Peptide hormone-hptd membrane mteractton: Hydrophobtc 
photolabeling: Adrenocorttcotroptn: Dynorphm. Enkephahn: 
Endorphm (Gysm, B. (158) 12) 
Ltptd parttcle, Chloroplast structure; Monogalactosyldtacylgly- 
cerol. Dtgalactosyldtacylglycerol: Sulfoquunvosyldtacylglycerol 
(Sakat. W S (I 5X) 203) 
Red-edge effect; Merocyanme dye, Phospholiprd. Gangliostde 
GM,; Fluidity (Raudmo. A. (159) 43) 
/?-Lactam. Ltpid-btlayer permeabthty; Hydrophobtctty. Outer 
membrane. /%Lactamase (Yamagucht, A. (164) 389) 
Liposome agglutination 
Glycoliptd dependence; (Croton ti~frum lectm) (BanerJee, K K 
(162) 248) 
Liposome binding 
&Endotoxm. Phosphohptd receptor; Insecttctde: (Bucdlu.~ thur- 
WI,~WLV.Y var. waelensis. Mosquito) (Thomas. W E ( 154) 362) 
Lipolysis 
Adtpocyte, Adenylate cyclase: Adenosme: Insulm (Lambert. B. 
(155) 31) 
Adenosine deammase. Dtabetes, Glucagon; Streptozotocm. 
(Adtpocyte) (Chatztpanteh. K ( 155) 135) 
Insuhn; Islet-acttvatmg protein: Adenylate cyclase; (Rat adipo- 
cyte) (Kather. H (161) 149) 
Lipophilic vitamin 
Erythrocyte membrane. Cell fusion. 3’P-NMR; Fluorescence 
anisotropy, Membrane fluidity (Vttt. V (158) 36) 
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Liposome membrane 
Lectm; Ganghoside; Glycosphmgolipid: Affinity chromatogra- 
phy (Mansson, J.-E. (156) 249) 
fi-Lipotropin 
b-Endorphm precursor; Monoclonal antibody; Immunoblot- 
tmg; Radiobmdmg assay; Affinity chromatography (Thorpe, R. 
(151) 105) 
Lipovitellin 
Oocyte; Calmoduhn. Vitellogenin: (Xenopus) (Molla. A. (154) 
101) 
Lipoxygenase 
Positional specificity: Reticulocyte; IS-Hydroperoxyicosatetrae- 
noic acid: 12-Hydroperoxyicosatetraenoic acid: Arachidonic 
acid (Kuhn. H (153) 353) 
13-Hydroxy-5,8.10,14-icosatetraenotc acid: Arachidonic acid; 
Cycle-oxygenase: Thromboxane AZ. (Human platelet) (Saute- 
bm. L. (157) 173) 
5-Lipoxygenase. Leukotriene inhibitor; Caffeic acid; Prostag- 
landm synthetase (Koshihara. Ya. (158) 41) 
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Lipoxygenase product 
15-Hydroxyleukptriene: HPLC; Ultraviolet spectroscopy, (Gui- 
nea-pig ileum) (Ornmg. L (153) 253) 
5Lipoxygenase 
Leukotrtene Inhibitor: Caffeic acid; Prostaglandin synthetase: 
Lipoxygenase (Koshihara. Ya. (158) 41) 
Liquid crystalline microphase 
DNA; Platmum(II) complex; Secondary structure (Akimenko, 
N. (156) 58) 
Liquid helium temperature irradiation 
Photoconversion; Rhodopsm: Hypsorhodopsm (Yoshizawa, T 
(163) 165) 
Liver regeneration 
Phospholipid methylation; Epidermal growth factor; Hepato- 
cyte: Dansylcadaverme (Chiva, V A. (160) 101) 
Local lesion spreading 
Antipeptide antiserum; Solid-phase peptide synthesis; Tobacco 
mosaic vtrus; Translation; (Tobacco protoplast) (Kiberstis. P.A. 
(164) 355) 
Low-potential c-type cytochrome 
Cytochrome c-549: Cychc photophosphorylation; Ferredoxm, 
Redox potsmg; Cyanobacteria. / Anac~sfu mdulansI (Kienzl, 
P.F. (162) 76) 
Low-temperature difference spectroscopy 
Cytochrome h,; Cytochrome bbf complex; Chloroplast; Electron 
transport: Redox potential; (Cyanobacteria) (Hurt, E.C. (153) 
413) 
Lucerne transient streak virus 
circular RNA: Virusoid structure: RNA sequencing (Keese. P. 
(159) 185) 
Luciferase 
Myoglobin. Thyroxine; Immunoanalysis: ATP; Lummescence 
(Grachev. M.A ( 162) 266) 
Luffin 
Protem syntheses. Protein synthesis Inhibition; Cytotoxicity. 
(Luffa eylindria roem, Rabbit rettculocyte IFsate) (Kishida. K. 
(153) 209) 
Luminescence 
Fatty acid; Lipid; Phosphattdylcholine; Smglet oxygen; Lumt- 
nescence quenching (Jr, A A.K. (155) 233) 
Photosynthesis; Prtmary reaction; Photosystem II, Fluores- 
cence, Charge recombination; Energy transfer (Breton. J. (159) 
I) 
Myoglobm: Thyroxme: Immunoanalysis: ATP; Luciferase 
(Grachev. M.A (162) 266) 
Luminescence quenching 
Fatty acid; Lipid: Phosphatidylchohne; Singlet oxygen. Lumi- 
nescence (Jr, A.A.K (155) 233) 
Luteinizing hormone-releasing hormone 
Hormone bmding: (Rat pituitary) (Millar. R P. (153) 382) 
Membrane protem: Hormone analog bindmg; (Dunnmg 
R3327H prostate tumor) (Hterowski, M T (154) 92) 
Lutropin 
Immunoprecipttatton; (Rat, Buffalo pituitary) (Rajyalakshmt. 
M (154) 301) 
Isohormone; Isoelectric focusmg: Microheterogeneity; (Human, 
Pituitary) (Weise, H.C. (I 59) 93) 
Lutropin regulation 
Steroidogenesis: Protem phosphorylatton: (Leydig cell) 
(Bakker. G.H. (161) 33) 
Lycorine 
80 S ribosome; Association constant: Peptidyltransferase center 
(Kukhanova, M. (160) 129) 
Lymphocyte 
Ormthine decarboxylase; Phospholipase C; Phosphohpase Az: 
I Closrridrum pe$ringens. Nala nqa venom) (Kuramoto, A. 
(151) 233) 
cychc AMP, Protein kinase, Membrane phosphorylation. Poly- 
phosphomositide: Phosphatidylinosttol metabohsm (Sarkadi, B. 
(152) 195) 
Chromatin: Maturation; DNA rephcation. Cyclohextmide: 
Nuclease (Schlaeger. E.J (156) 281) 
Antigen; Radiolabehng. 2D gel electrophorests; Electroblotting; 
Peptide analysis; (Spleen) (Reske. K. (159) 153) 
Vanadium; Protem phosphorylation, Membrane protein; Tyro- 
sine-specific kmase (Earp, H.S (161) 180) 
a>HS glycoprotein receptor; Epstem-Barr virus; Nuclear antigen 
(Lewis. J.G. (161) 306) 
Granulocyte; u-L-Fucosyltransferase, Blood group H gene: 
Lymphocyte marker; (Human blood) (Greenwell, P (164) 3 14) 
Lymphocyte blastogenesis 
Mitogenic activity. Electromagnettc field (Contt. P. (162) 156) 
Lymphocyte marker 
Lymphocyte; Granulocyte; I-L-Fucosyltransferase; Blood 
group H gene, (Human blood) (Greenwell, P. (164) 314) 
108 
Lymphoma 
Procollagenase: Heparin; Angiogenesis; (Endothehal cell, 
Fibroblast) (Weiss, J.B. (163) 62) 
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Deglycosylation: Translation, (Rat hepatocyte) (Andus. T 
(150) 10) 
Thrombin, Antithrombin: Chymotrypsm (Pochon. F. (161) 5 I) 
Acute-phase protein; Cell-free translation; x,-Acid glycoprotem: 
a,-Proteinase, Enzyme Inhibitor, Transferrm: (Rat serum albu- 
min) (Northemann, W. (161) 319) 
Macrolide antibiotic synthase 
Fatty acid synthase; Cerulenin. Affinity labehng; Erythromycm 
(Roberts, G. (159) 13) 
Macromolecular svnthesis inhibitor 
Nicking-closing enzyme; Intercalating agent; Protein-associated 
DNA break; Frameshift mutation; Recombination (Fihpski. J 
(159) 6) 
Lysine 
Tubuhn; Acetylation, Colchicme bmding, Polymerization: Con- 
formational change (Dasgupta, D. (152) 101) 
Lysis 
Synaptosome; Antiserum; y-Aminobutyric acid; Lactate dehyd- 
rogenase; Glutamate decarboxylase (Docherty. M (152) 57) 
Differentiation, Glutathione; Cell volume; (HL-60 promyelocy- 
tic leukemia) (Zucker, R.M (155) 107) 
Lysophosphatidic acid 
Platelet aggregation; Collagen, Thrombin; I-O-)Alkyl-2-acetyl- 
sn-glyceryl-3-phosphorylcholine; Desensitization (Hallam, T J. 
(162) 142) 
Lysopbospbatidylcholine 
Dz dopamine receptor; Solubilization; Spiperone; (Bovine cau- 
date nucleus) (Wheatley, M (15 1) 97) 
Lysosomal enzyme 
Cystic fibrosis; a-Mannosidase (Kohlschiitter, A. (155) 223) 
Lysosomal glycoprotein 
Swainsonme; Mannosidosls: Oligosacchande; (Urine) (Abra 
ham, D.J (163) 1 IO) 
Lysosome 
Endocytosis; Hormone receptor; Insulin; a?-Macroglobulin; 
Percoll (Ito. F (152) 131) 
Chemotactic peptide: Enzyme release: Receptor; Deutermm: 
Hydrogen bonding (Wu. A. (159) 150) 
Lysozyme 
Protem foldmg: Disulfide: Kinetic Intermediate; Renaturation, 
(Hen egg white, Human) (Perraudin. J -P. (153) 349) 
NMR. Secondary shift; Ring current shift; Resonance assign- 
ment (Redfield. C. (159) 132) 
Esterase; Enzyme actitivtty: (Duck, Goose) (Jolles, J. (162) 120) 
Lysozyme association 
N-Acetyl-D-glucosamme; ‘H-NMR: (Tortoise, Hen) (Chatter- 
Jee, N. (159) 171) 
Lysozyme release 
Chemical modification; Maleimide derivative: Showdomycin, 
N-Ethylmaleimide, Superoxide generation; NADPH oxidase; 




Endocytosis: Hormone receptor, Insulm, Percoll; Lysosome 
(Ito. F (152) 131) 
Macrophage 
Prostaglandin E,; Thromboxane Bz; Glucan, Pertodontal dis- 
ease (Abiko. Y. (154) 297) 
Myosm. Myosin light chain. Phosphorylatton; Electrophoresis 
(Trotter. J.A. (156) 135) 
Platelet-activating factor; Prostanoid: Superoxide, Spreadmg. 
Calmodulin antagonist; W-7 (Hartung, H.-P (I 60) 209) 
Basement membrane degradation: Collagenase; Cell mterac- 
non; Metastasis: (Cancer cell) (Henry, N (161) 243) 
NADPH-triose phosphate oxrdoreductase; Hexose monophos- 
phate shunt; D-Glyceraldehyde 3-phosphate. D-Glyceralde- 
hyde: Chemtluminescence (Ravid, K. (162) 107) 
Macrophage-inhibitory peptide 
(Human) Immunoglobuhn G (Auriault. C. (153) 1 I) 
Malate synthase 
Isocitrate dehydrogenase; Phosphorylation. Glyoxylate cycle; 
Phosphoenolpyruvate; Isocitrate lyase; (E. coli mutant) 
(Reeves, H.C. (158) 239) 
Maleimide 
Phosphate transport; Mitochondria: Sullhydryl group; Spm la- 
bel (Houstek. J. (154) 185) 
Maleimide derivative 
Chemical modification; Showdomycin; N-Ethylmaleimtde: 
Superoxide generation; NADPH oxidase; Lysozyme release; 
Concanavalin A, (Guinea-pig neutrophil) (Yamashita, T. (164) 
267) 
Malignant hyperthermia 
Troponin C; Peptide mappmg; Calmodulin; Trypsm, (Pig) (Lor- 
kin, P.A. (153) 81) 
CaZ + release, Sarcoplasmic reticulum; Ca* +; Halothane; Dan- 
trolene (Ohmshi, S.T. (161) 103) 
Mammary carcinoma 
mRNA; cDNA library; Gene orgamzation. Tissue specificity. 
Ovariectomy (Nakhasi, H.L. (164) 281) 
Manganese 
Chloroplast. Thylakoid; EPR, Oxygen evolution. Zinc treat. 
ment (Miller. M. (155) 331) 
Concanavalm A. Lectm; Metalloprotein; Ultraviolet difference 
spectroscopy (Young, N M. (161) 247) 
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Membrane binding 
CaZ + Phospholipid; Protem kinase; (Liver microsome) (Som- 
marin, M. (156) 231) 
Polysome; Protein synthesis; Immunoprecipttation; Tubulin 
(Barahona, I. (158) 27 I) 
Membrane-bound conformation 
a-Mating factor; Fluorescence; CD; Conformation-activity rela- 
tionship; (Saccharomyces cerevisiae) (Higashijima, T. (159) 
229) 
‘H-NMR; Mastoparan-X; Perdeuterated phosphatidylchohne: 
Physiologically active peptide; Transferred NOE (Wakamatsu, 
K. (162) 123) 
Membrane-bound enzyme 
D-Amino acid dehydrogenase; Solubilization (Jones, H. (151) 
189) 
Membrane buried seuuence 
Mannan synthetasc 
a factor: (Saccharomyces cerevisiae) (Ruiz, T. (163) 335) 
Plasma membrane, Glycoprotein; Dipeptidylaminopeptidase 
IV; Intramolecular heterogeneous turnover; D-Glucosamine 
(Volk. B.A (163) 150) 
a-Manuosidase 
Cystic fibrosis, Lysosomal enzyme (Kohlschiitter. A (155) 223) 
Mannosidosis 
Swamsonine: Oligosaccharide; Lysosomal glycoprotein, (Urine) 
(Abraham, D.J. (163) 110) 
(l-+3)-D-Mannosyltransferase 
Dolichyl pyrophosphate; Tetrasaccharide synthesis (Herscovics, 
A. (156) 298) 
Marine bacterium 
Adenosine transport; Bacterial transport; Adenosine salvage 
pathway; Nucleostde metabolism (Bengis-Garber, C. (160) 31) 
Mass snectrometry 
Molecular mass determination; Plasma desorption mass spec- 
trometry (Kamensky, I. (155) 113) 
Ovomucoid: Carbohydrate structure; Fast atom bombardment; 
Heterogeneity (Egge. H. (156) 357) 
Mastoparan 
CD, Conformational change; ‘H-NMR; Peptide-phospholipid 
mteraction: (Wasp venom) (Higashijima, T. (152) 227) 
Mastoparan-X 
‘H-NMR; Membrane-bound conformation: Perdeuterated 
phosphatidylchohne; Physiologically active peptide; Transferred 
NOE (Wakamatsu. K. (162) 123) 
a-Mating factor 
Fluorescence; CD; Membrane-bound conformation; Conforma- 
tion-activity relationship; (Saccharomyces cerevrsiae) (Higashi- 
jima, T. (159) 229) 
Maturation 
cyclic AMP; Forskohn, Oocyte; (Ovarian follicle, Germinal 
vesicle) (Dekel. N. (151) 153) 
maternal mRNA: Poly(A)+ RNA; Repetitive sequence; Mic- 
roinjection; Oocyte: Annulate lamella; (Amphibian) (Shiokawa. 
K. (151) 179) 
Chromatin; DNA replication; Lymphocyte; Cycloheximide; 
Nuclease (Schlaeger. E.J. (156) 28 I) 
Maturation enzyme 
Pro-opiomelanocortin; Enzyme specificity; HPLC; Microse- 
quence; (Pituitary granule) (Seidah, N.G. (159) 68) 
Melittin 
Fusion; Liposome: Cardiohpm (Eytan, G.D. (156) 29) 
Membrane 
Electrofusion; Spark discharge; Electromagnetic waves; Evolu- 
tion; Protoplast (Kiippers, G. (164) 323) 
Membrane-associated enzyme 
43 kDA protein; Acetylcholine receptor; Membrane protein; 
Creatme kinase: Protein function (Barrantes, F.J. (152) 270) 
Cytochrome-c oxidase; Cytochrome a,; Globin; Exon; Heme- 
bmding sequence (Welinder, K.G. (157) 233) 
Membrane capacitance 
Ganghoside; Lipid bilayer; Surface charge (Usai, C. (I 53) 3 15) 
Membrane channel 
Alamethicm; Helix dipole; Amphipathic helix; Membrane 
transport; Peptide aggregation (Mathew, M.K. (157) 1) 
Membrane domain 
Phagocytosis; 5’-Nucleotidase; Enzyme redistribution (Stewart, 
D.I.H. (156) 329) 
Membrane dynamics 
Proliferation; Fluorescence polarizatton; pH effect; Protem 
modification; Diphenylhexatriene; (Leukemic cell) (Billard, C. 
(158) 229) 
Leukocyte; Respiratory burst, Cytotoxicity; NADH oxidore- 
ductase; Proton gradient; NADPH oxidoreductase (Schnmer, 
R.H. (154) I) 
Membrane fluidity 
Lipophilic vitamin; Erythrocyte membrane; Cell fuston: 31P- 
NMR; Fluorescence anisotropy (Viti, V (158) 36) 
Chilling susceptibility; Catalytic hydrogenation; f Anacyslu 
nidulans) (Vtgh, L. (162) 423) 
Lipid methylation; cyclic AMP; (C, cell) (McKenzie, R.C. (164) 
244) 
Membrane lateral heterogeneity 
Chloroplast hpid; Lipid asymmetry; Phase partitionmg; Thylak- 
oid organization; Thylakoid subfractionation (Gounaris. K. 
(156) 170) 
Membrane leak 
(Na+ +K+)-ATPase; Trypsin treatment; Reconstitution; Na+ 
flux; K + flux; Bar model (Anner, B.M. (158) 7) 
Acetaldehyde; Ethanol; Glycerophospholipid; TLC; (Rat) (All- 
ing, C. (152) 24) 
Chloroplast; Heat stress; Hexagonal phase; Galactohpid; Pro- 
tein-lipid interaction (Gounaris, K. (153) 47) 
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Carbocyanine dye; Fluorescent probe; Triplet state; Liposome. 
Rotational diffusion (Johnson. P. (153) 391) 
Membrane organization 
Photosynthesis; Chlorophyll fluorescence; Induction curve; 
Kmetics: Structural heterogeneity (Hodges, M. (160) 177) 
Membrane permeability 
Compound 48/80: Liposome; Ion-selecttve electrode; K’ 
marker; Polymyxm B (Katsu, T (151) 219) 
Membrane phosphorylation 
cyclic AMP; Protem kinase; Polyphosphomosittde; Phosphati- 
dylmositol metabohsm: Lymphocyte (Sarkadi, B (152) 195) 
cychc AMP, Protem kmase, Polyphosphomosittde; Phosphati- 
dyhnosttol metabolism, 24 kDa phosphoprotein (Enyedi, A. 
(161) 158) 
Membrane photolabeling 
Bacterial membrane; Penicilhn-binding protein; Photoreacti- 
vity; b-Lactam; Photocross-hnking: Antibiotic; (Escherrchiu 
col~i(Aran,V.(l53)431) 
Membrane potential 
Ethylene synthesis: I -Aminocyclopropane- I-carboxylic acid: 
Proton flux (John. P. (152) 141) 
H + symport; Glucose transport; 2-Ammo-2-deoxyglucose. 
/Ch/oreilaI (Komor. E. (156) 6) 
ATP. Bacterial mot&y. Flagellar rotation: (Pseudomonas aeru- 
glno~a) (Armitage. J.P (156) 113) 
Mttochondrta: Lipid peroxidation: Cation transport; ATP syn- 
thetase: Cumene hydroperoxtde (Marshansky, V.N. (158) 27) 
Ohgomycm, Respiratory state; Respiration rate, Mitochondria: 
(Rat hver) (Masmi, A. (160) 137) 
Plant growth regulator, Cell wall acidification; cytoplasmtc 
Ca’ +: cytoplasmic pH, Transmembrane ion gradient (Brum- 
mer. B (161)9) 
Diazepam, Mitochondrtal reticulum; Cell culture; Respiration; 
Fluorescent probe (VorobJev. 1.A (163) 31 I) 
Membrane protein 
Oxygen evolution, Photosystem II, Chloroplast; Photosynthesis 
(Yamamoto, Ya. (151) 49) 
Lipid-protein interaction; Fatty acid: Cardiohpm (Lee, A.G. 
(151) 297) 
43 kDA protein; Membrane-associated enzyme, Acetylchohne 
receptor: Creatine kmase: Protem function (Barrantes. F J. 
(I 52) 270) 
Spectrm; Fodrm: Cytoskeleton; Actin-binding protein (Burns, 
N R (153) 165) 
Hormone analog bmdmg: Luteimzing-hormone releasing hor- 
mone; (Dunning R3327H prostate tumor) (Hterowski, M.T 
(I 54) 92) 
Muscular dystrophy; Erythrocyte; 2D gel electrophoresis, Scan- 
nmg electron mtcroscopy; (Hamster) (Pimplikar. SW. (156) 
141) 
Thylakoid membrane; Rhodopsin; Protein structure; Bacterior- 
hodopsm; Helix (Rae, J.K.M. (156) 165) 
Protein kmase; Iron; Threonine phosphorylatton; (Mouse hver) 
(Loeb. J.E. (156) 316) 
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Protein phosphorylation; Surface potential: Monoamme oxi- 
dase; Mitochondrta: cyclic AMP (Famulski, KS. (157) 124) 
Hydrophobic labeling; Nitrene: Proton channel (Hoppe, J 
(160) 239) 
Gene duplication. Myehn proteohpid; Myelin basic protem. PI, 
glycoprotein, ATP synthase (Laursen, R.A. (161) 71) 
Vanadium: Lymphocyte: Protein phosphorylation. Tyrosme- 
specific kmase (Earp. H.S. (161) 180) 
Membrane-protein association 
Simian virus 40; Cell fractionation; Post-translational modtfica- 
non: Protein acylation: large T antigen (Klockmann. U. (15 I) 
257) 
Membrane receptor 
Receptor solubihzation: Interferon r. I Humun /ymphuld wil) 
(Eid. P (156) 157) 
Membrane reconstitution 
Planar membrane; Vesicle spreading, Surface pressure; Smgle- 
channel conductance: Membrane tension (Schuerholz, T (I 52) 
187) 
Membrane structure 
Polyethylene glycol; Fusogen; Spm label: ESR (Surewicz. W.K. 
(151) 228) 
Lipoprotem; a-Helix; Thermodynamics; Protem structure; 
Primary structure (Pownall. H.J. (I 59) 17) 
Membrane surface potential 
Purple membrane; Bacteriorhodopsm; Chromophore-protem 
Interaction: Molecular dye probe, Resonance Raman spectros- 
copy (Ehrenberg, B. (164) 63) 
Membrane tension 
Membrane reconstitution; Planar membrane: Vesicle spreadmg. 
Surface pressure. Smgle-channel conductance (Schuerholz, T. 
(152) 187) 
Membrane topography 
Electron transfer: Proton gradient, Phosphorylation; Microche- 
miosmosis: Thylakoid (Haraux. F. ( 155) 248) 
Membrane topology 
Epoxide hydrolase: Monoclonal antibody, Protem structure. 
Enzyme-linked immunosorbent assay (Wolf, C.R (157) 271) 
Amino actd tran’sport. Membrane vesicle. Ammo acid supple- 
mentation; Trans-inhibition; (Muscle cell, Myoblast) (Khp, A 
(152) 171) 
Membrane channel: Alamethrcm. Helix dipole: Amphipathic 
helix; Peptide aggregation (Mathew. M.K. (157) 1) 
Trtcarboxylate carrier; Mitochondrta; Hydroxyapatite: Recon- 
stitution (Stipam. I. (161) 269) 
mtracellular Ca2+, Glucose uptake; Serum-activated transport, 
(Muscle cell) (Khp. A. (162) 329) 
Membrane transport; Amino acid transport; Amino acid sup- 
plementation; Trans.mhibition; (Muscle cell, Myoblast) (Khp, 
A. (152) 171) 
Chohne uptake; Synaptosome: Ion gradient: (Insect) (Breer. H. 
( 153) 345) 
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Proton translocation, ATPase; Vanadate sensittvity; Nitrate 
sensitivity; Acridme orange; pH gradient; (Radtsh) (De Mtche- 
11s. M.1 (162) 85) 
Menaquinnne 
Reduction potenttal: Methoxy-1,Cbenzoqumone: Ubiquinone; 
Plastoquinone (Prince, R.C. (160) 273) 
Merocyanine dye 
Red-edge effect; Liposome; Phospholipid; Ganghostde GM,, 
Fluidtty (Raudmo, A. (159) 43) 
Messenger ribonucleoprotein 
Iodmation. Translation; Polyribosome bindmg (Butcher, P.D. 
(153) II’)) 
Poly(A)-protein, 48 S initiation complex (Schmid. H.-P. (157) 
105) 
Messenger suppression 
Cytoplasmrc repression; Poly(A)-binding protein; mRNA trans- 
lation: Protein synthesis; (Duck erythroblast) (Akhayat, 0. 
(163) 25) 
Metabolic pathway 
23.25,26-Trihydroxyvitamin D1. 25-Hydroxyvitamin Ds-26.23- 
lactone, Vitamm D, metabohte; Stereochemistry: HPLC (Ishi- 
zuka. S. (156) 321) 
Metabolic regulation 
Sucrose-phosphate synthase; Glucose 6-phosphate; Inorganic 
phosphate; Sucrose; (Spmacea oleracea L) (Doehlert, D.C. (153) 
293) 
Metabolism 
Urea synthesis; Dichloroacetate; Hydroxypyruvate; mitochon- 
drial pH gradient; CO: equihbration (Hems, R. (160) 255) 
Metal binding 
Iron(I1); Inosine 5’-monophosphate; X-ray analysis (Capparelli, 
M.V. (163) 241) 
Metal ion dependence 
Ceruloplasmm; Antioxidant; Lipid peroxidation; Hydroxyl 
radical: Ferroxidase; Free radical (Guttendge, J.M.C. (157) 37) 
Metalloendopeptidase 
Cholecystokmin C-terminal octapeptide; Enkephalin; Neuro- 
pepttdase; Enkephalinase A. Synaptic membrane; Solubihzation 
(Deschodt-Lanckman. M. (152) 109) 
Metalloprotein 
ADP,ATP transport; Mitochondria; Transport model; Cataly- 
sis (Boos. K.-S. (160) 11) 
Concanavalin A: Lectin; Manganese; Ultraviolet difference 
spectroscopy (Young, N.M. (161) 247) 
Metalloproteinase 
Crystallography; Snake venom; Proteolysis (Bode, W. (154) 
274) 
Metallothionein 
Cu-thionem: Stellacyamn; Cu(1) transfer; Copper; (Yeast) 
(Hartmann. H.-J. (152) 94) 
Cadmmm thiolate; CD; (Plant) (Rauser, W.E. (164) 102) 
Ill 
Metaphase 
High mobility group-like protein; Interphase: Phosphorylation 
(Lund, T. (152) 163) 
Metastasis 
Basement membrane degradation; Collagenase; Macrophage. 
Cell interaction; (Cancer cell) (Henry, N. (161) 243) 
Methane 
Methanogenesis; Enrichment culture; (Dental plaque) (Kemp, 
C.W. (155) 61) 
Methanogenesis 
Co-methyl-5-hydroxybenztmidazolylcobamide; Vitamin Brz-fac- 
tor III, Methanol, Archaebactertum; lMethanosarcrna harkerrl 
(Hiillriegl, V. (15 I ) 156) 
Enrichment culture; Methane; (Dental plaque) (Kemp, C.W 
(155) 61) 
Methanol 
Co-methyl-5-hydroxybenzimidazolylcobamide: Vitamin B,?-fac- 
tor III; Methanogenesis; Archaebacterium; (Methanosarcma 
barkeri) (H(illrtegl, V. (15 1) 156) 
Cytochromecoxidase o; Resptratory chain; Cytochrome’-oxi- 
dase; (Methylophilus methvlotrophus) (Carver. M.A. (155) 187) 
Methionine 
Dihydrofolate reductase; Carboxymethylation, ‘%NMR. Ami- 
nopterin (London, R.E. (160) 56) 
Methionine sulfoximine transport 
Ammonium transport; (Klehstella 
(Kleiner, D. (164) 121) 
L-Methionine-D, L-sulfoximine 
Glutamine synthetase; y-Glutamyltransferase: Cyanobactermm; 
Nitrogen fixatton; Ammonia excretion (Singh, H.N. (154) 10) 
Au-Methoxyadenosine 
NMR; Uridine; Amino-amino equilibrium; Hydroxylamine 
mutagenesis; Base-pairmg shift (Kierdaszuk, B. (I 58) 128) 
Methoxy-1,4&enzoquinone 
Reduction potential: Ubiqumone; Plastoquinone; Menaqumone 
(Prince, R C. (160) 273) 
Methoxytlurane 
Halothane; Erythrocyte, NMR; (Nerve, Muscle) (Wyrwicz, 
A.M. (162) 334) 
Methyl viologen 
Hydrogenase gene; Enzyme acttvity; (Clostridium butyieum, 
Escherichia coli. F’-143) (Karube, I. (158) 119) 
Methylase 
Methylation; Proteolysis: DNA (Adams. R.L.P. (163) 194) 
Methylation 
Chromosome; Chromatm; DNA structure (Belyaev, N.D. (154) 
285) 
Proteolysis; DNA; Methylase (Adams, R.L.P. (163) 194) 
Elongation factor la; Gel electrophoresis: (3T3B cell, 3T3B/ 
SV40 cell) (Coppard, N.J. (164) 330) 
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N4-Methylcytosine 
Cytosme methylation: BcnI methylase (Janulaitis. A. (161) 131) 
Methylene 
Isotopic ratlo, 2H-NMR: Natural clurahty (Martin, M.L. (158) 
131) 
N-Methyl-N-nitro-A’-nitrosoguanidine 
DNA polymerase a; DNA polymerase 8: DNA synthesis 
(Suzuki. K. (164) 171) 
N-Methylprotoporphyrin 
Porphyria; Heme; 5-Aminolevuhnic acid synthase; 3,5-Diethox- 
ycarbonyl-1.4-dihydrocollidme; (Liver) (De Matteis, F. (159) 
127) 
4-(N-Methylpyridinium) f-butyl nitrone 
Adnamycin; Daunomycin; Superoxide; Spin trapping; 5,5- 
Dimethyl-I-pyrroline l-oxide (CarmIchael, A.J. (164) 401) 
Methylscopolamine 
Muscarinic receptor; Desensltizatlon: Down-regulation; Cell 
culture; Quinuclidinylbenzilate (Maloteaux. J -M. (156) 103) 
M&$’ 
Glutamate synthase; Reconstltutton; Chloroplast: 2-Oxoglutar- 
ate; Enzyme activation (Dry. I.B. (151) 31) 
Noradrenahne. Phosphatldyhnositol; Cal+, Plasma membrane 
(Wallace, M.A (156) 239) 
MIcrosome; Differential scannmg microcalorimetry; Fluores- 
cent probe; (Rat liver) (Akhrem, A.A. (164) 247) 
Adenylate cyclase, Enzyme InhibitIon; Guanosine trlphosphate 
(Bockaert,J.(161)113) 
cytosolic Mg’+ 
Neutrophil; cytosohc pH; Ionophore A23 187; cytosolic Caz +; 
Secretion (Virgilio, F.D. ( 163) 3 15) 
Mgz+ activation 
Branched-chain 2 oxoacid dehydrogenase; Dephosphorylation; 
Reactivation: Branched-cham dehydrogenase phosphatase: 
Enzyme complex; (Ox kidney) (Fatama. H.R. (I 58) 234) 
Micelle rotation 
Pyridoxal 5’-phosphate: RotatIonal diffusion; Protein rotation; 
Flash photolysis (Cornish. T.J. (154) 378) 
Micro sequencing 
Hirudin; Tyrosine sulfate; Thrombin specificity (Chang, J.-Y. 
(164) 307) 
Microchemiosmosis 
Electron transfer; Proton gradlent; Phosphorylation. Mem- 
brane topography, Thylakoid (Haraux. F. (155) 248) 
Microheterogeneity 
Ovomucoid; Carbohydrate structure; Hydrazmolysis; HPLC: 
IH-NMR; Heterogeneity (Paz-Parente, J. (152) 145) 
Isohormone; Isoelectric focusmg; Lutropin; (Human, Pituitary) 
(Weise. H.C. (159) 93) 
Microinjection 
maternal mRNA; Poly(A)+ RNA; Repetitive sequence; Oocyte; 
Maturation; Annulate lamella; (Amphlblan) (Shiokawa, K. 
(151) 179) 
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Rlbosome-inactivating protein; Sendal virus; Toxm. Fusion 
(Sargiacomo. M (I 57) 150) 
Microsequence 
Pro-opiomelanocortin; Maturation enzyme; Enzyme specificity: 
HPLC; (Pituitary granule) (Seidah. N.G. (159) 68) 
Microsequencing 
Leukemia virus; Retrovirus; Nucleic acid-binding protein; 
Primary structure determination (Copeland. T.D. (156) 37) 
Human T-cell leukernla virus; Retrovirus. Nucleic acid-bmdmg 
protein; Primary structure determination (Copeland. T.D. (162) 
390) 
Microsome 
Degranulation; Endoplasmlc reticulum; Caranogen; Rlbosome 
(Poole. T.W. (151) 27) 
Lipid peroxldation. AntIoxidant effect; Ceruloplasmm (Yamas- 
hoJ1. S. (152) 168) 
Immunochemistry; Cytochrome b,; Fatty acid; Cham elonga- 
tion; NADPH-cytochrome P450 reductase (Nagao. M. (155) 
Lipid peroxIdatIon; Glutathione; Vitamm C, Iron (II); (Rat 
liver) (Haenen, G.R.M.M. (159) 24) 
Glutathione transferase, Drug metabolism: (Rat hver) (Mor- 
genstern, R. (160) 264) 
Hemoprotein; Temperature acclimation; Glucose-6-phospha- 
tase; (Tetrahynena) (Fukushima, H. (161) 261) 
Monooxygenase; Cytochrome P450; Enzyme activity; Acetyla- 
tton. Reconstitution (Kunz, B.C (161) 3 11) 
Ca2+ uptake; (Parotid gland) (Immelmann, A. (162) 406) 
Oleoyl-CoA thtoesterase; Oleoyl-CoA: phosphatidylcholine 
acyltransferase: Oleoyl-phosphatldylchohne desaturase (Mur- 
phy, D.J. (162) 442) 
Mg2 +; Differential scanning microcalorimetry: Fluorescent 
probe; (Rat liver) (Akhrem. A.A. (164) 247) 
Microtubule 
IO-nm fiber; /j-Tubulin; Tubuiin heterogenetity. (Ehrlich ascites 
tumor cell) (Doenges. K.H (151) 286) 
Tubuhn; Carboxypeptidase, Tyrosine carboxypeptldase; Detyr- 
osination, Microtubule-associated protem (Arce, C.A. (157) 75) 
S-100 protein; Microtubule assembly; Affinity chromatography, 
Cal+ (Endo. T. (161) 235) 
S-100 protein; MIcrotubule protem; Ca*‘. K+ (Donato. R 
(162) 310) 
Microtubule assembly 
Antitumor drue; TN-16; Nocodazole; Taxol: Tubulin (Arai, T 
(155) 273) - 
S-100 protein; Microtubule; Affinity chromatography; Caz+ 
(Endo, T. (161) 235) 
Tubulin; S-100 protein: Calmodulin; Znz+ regulation (Demum. 
J. (163) 287) 
Microtubule-associated protein 
Tubulin; Acid phosphatase; Alkaline phosphatase (Prus. K. 
(151) 54) 
Tubulin; MIcrotubule; Carboxypeptidase; Tyrosme carboxy- 
peptldase. Detyrosinatlon (Arce, C.A. (157) 75) 
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Microtubule protein 
S-100 protein; Caz+; K+; Microtubule (Donato, R. (162) 310) 
Milk protein synthesis 
Epldermal growth factor; Growth; Differentiation; Pregnancy; 
(Mouse mammary gland) (Taketani, Yu. (152) 256) 
Mitocbondria 
Urea synthesis; Arginine; Cycloheximide; Carbamoyl-phos- 
phate synthetase I (Kawamoto, S. (151) 117) 
mltochondrial tRNATyr; Primary structure; tRNA; Evolution; 
(Yeast) (Sibler, A.-P (152) 153) 
Glutamate transport mhibltor: Glutamate oxidation; (Rat hver) 
(NJogu. R.M. (152) 222) 
Dlhydroorotate dehydrogenase; Enzyme conversion; Orotate; 
Pyrimidine; Cytosol effect (Dileepan, K.N. (153) 1) 
Adriamycin (doxorubian); Anthracycline; 5-Iminodaunorubi- 
cm: Cancer chemotherapy; Electron transport; Free radical 
(Davies, K.J.A (153) 227) 
Ca’ + efflux; t-Butyl hydroperoxide; Swelling; Ruthenium red 
(Moore, G.A. (153) 289) 
Phosphate transport; Sulfhydryl group; Maleinnde; Spm label 
(Houstek. J. (154) 185) 
Electron-transfer inhIbItor; SuperoxIde generation; Respiratory 
cham; Cytochrome bc, site; Q cycle; Center o; Ubisemiquinone; 
Auto-oxidation (Ksenzenko, M. (155) 19) 
ATPase; ConformatIonal change; Kinetics; Temperature effect; 
Lipld effect; CD (Curatola. G. (I 55) 13 1) 
Dibromothymoquinone; Ublquinol<ytochrome-c oxldoreduc- 
tase: Cytochrome bc, complex; Respiratory chain; Iron-sulfur 
protem (Esposti. M.D. (156) 15) 
Protemase; (Vacuole, Yeast, Cytoplasm) (Schwencke, J. (156) 
274) 
Protein phosphorylation; Surface potential; Monoamine 0x1- 
dase; Membrane protein; cyclic AMP (Famulski, K S. (157) 
124) 
Phosphatldylserine decarboxylase; Enzyme localization; (Rat 
liver. Mouse liver) (Zborowski. J. (I 57) 179) 
Caz+ transport; Ruthenium red sensitivity; (White adipocyte. 
Rat liver) (Epping, R.J. (158) 21) 
Llpid peroxidatlon: Cation transport: ATP synthetase; Mem- 
brane potential; Cumene hydroperoxide (Marshansky, V.N. 
(158)27) 
Respiration; Glycine oxidation; Substrate competifion, Preferen- 
tial oxidation: (Puum safivum) (Dry, I.B. (158) 154) 
UKJ72J: Herbicide; Thiopyrinudine; Succinate oxidation; Inhi- 
bition; (Plant) (Gauvrit. C. (158) 222) 
32 kDa protein, (Brown adipose tissue) (Freeman. K.B. (158) 
325) 
Doxorubicm; Phosphate carrier; Proteoliposome; Bromodauno- 
mycm (Cheneval, D. (I 59) 123) 
ADP,ATP transport; Transport model; Metalloprotein; Cataly- 
sis (Boos, K.-S. (160) 1 I) 
ATPase; Enzyme inhibitor protein; Phosphorylation; ATP hy- 
drolysis; Acid-base transition (Husain, I. (160) 110) 
ATP dependence; Ca z+ effect; Proteolysis; (Rat liver) (Rapo- 
port. S. (160) 134) 
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Oligomycin; Respiratory state; Respiration rate; Membrane 
potential; (Rat liver) (Masini, A. (160) 137) 
Uncoupling protein; Radioimmunoassay; GDP binding; Proton 
conductance; (Brown adipose tissue) (Ashwell, M. (161) 108) 
Tricarboxylate carrier; Hydroxyapatlte; Reconstitution; Mem- 
brane transport (Stipani, I. (161) 269) 
Purine nucleotide: Proton conductance; Swelling; Purine nuc- 
leotlde binding; (Brown fat) (Rial, E. (161) 284) 
initiator methionine tRNA: Endosymbiont hypothesis; (Wheat) 
(Gray, M.W. (161) 323) 
Ethylene; I-Aminocyclopropane-I-carboxylic acid; Submito- 
chondrial particle. Nlgerlcin (Vmkler. C. (162) 252) 
Na+/Caz+ antiporter; Amilonde; Benzamll, Diltiazem; Ca* + 
antagonist (Jurkowitz, M.S. (162) 262) 
ATPase; Control function; Oxygen exchange; Nucleotide bind- 
mg (Myers, J.A. (162) 277) 
‘H-NMR; Isotope exchange: 3-Hydroxybutyrate (Paul, H.-H 
(163) 185) 
Uncouphng protein; Antiserum; Radiolmmunoassay; (Infant. 
Brown adipose tissue) (Lean, M.E.J. (163) 235) 
Branched-chain 2-oxoacid dehydrogenase complex; Multisite 
phosphorylation (Cook, K.G. (164) 85) 
Uncoupling protein: Reconstitution; Proton translocation; 
Phosphohpid vesicle; Freeze-fracture microscopy; (Brown adi- 
pose tissue) (Bouillaud, F. (164) 272) 
Glutamate dehydrogenase (Bryla. J. (162) 244) 
Mitocbondrial membrane 
Adriamycin; 5-Iminodaunorublcm: Cardlotoxicity, Liposome; 
Respiratory chain (Pollakls, G. (155) 267) 
Polyphasic kmetics; Acidic phospholipid (Speck, S.H. (164) 
379) 
Mitocbondrial reticulum 
Diazepam; Cell culture; Respiration; Membrane potential; Flu- 
orescent probe (Vorobjev, I.A. (163) 31 I) 
Mitogen 
cyclic AMP; Ca ‘+; Growth control (Ralph, R.K. (161) 1) 
Mitogenic activity 
Lymphocyte blastogenesis; Electromagnetic field (Contl, P. 
(162) 156) 
Mitosis 
Protein modification; Vimentin; 2D gel electrophoresis. Keratm 
(Fey, S.J. (157) 165) 
MnZ+ 
Adenylate cyclase; Glucagon; Guanine nucleotide; Receptor 
coupling (Houslay. M.D (155) 3 I I) 
Mn”+ antagonism 
ATP synthesis; ADP stimulation; Cal+ effect; ATPasc-mhlbitor 
protein; Respiration; Enzyme inhibitor protein; (Brain mito- 
chondria) (Hillered, L. (I 54) 247) 
Mn-binding 
Oxygen evolution; Salt washing; Photosystem II: EPR; 33-kDa 
protein (Ono, T -A. (164) 255) 
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Model building 
Secondary structure predlction; Protem design, Insecticlde- 
bmdmg polypeptlde; Crystalhzatlon; Synthetic polypeptide 
(Moser, R. (157) 247) 
Model membrane 
Llpid diffusion: Phosphatldylcholine; Fluorescence recovery af- 
ter photobleaching (Vaz. W.L C. (152) 287) 
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Monoamine oxidase 
Protein phosphorylation; Surface potential; Mitochondrla, 
Membrane protein: cyclic AMP (Famulskl, K S. (157) 124) 
NZ-Monobutyryl cyclic GMP 
Autophosphorylation, 8-Benzylammo cyclic AMP: Protem 
kinase: cyclic GMP dependence (Hofmann, F ( 164) 350) 
Monoclonal antibody 
b-Endorphm precursor; ,!-Lipotropm; Immunoblottmg; Radio- 
bindmg assay; Affinity chromatography (Thorpe, R ( 15 1) 105) 
Choline acetyltransferase; Cross-species reactivity. Cholmerglc 
neuron (Ichikawa. T. (I 55) 306) 
Flbronectin; Structural orgamzatton; Immunoblottmg (Dzla- 
dek, M. (155) 321) 
Epoxlde hydrolase: Protein structure: Membrane topology, 
Enzyme-linked immunosorbent assay (Wolf. C.R (157) 271) 
RNA polymerase; RNA chain elongation: Immunoblottmg 
(Nlkiforov. V G. (I 58) I 13) 
Acetylcholine receptor; Antibody specificity; Antlbody ldlotype. 
Myasthenia gravis; (Human muscle) (Tzartos, S. ( 158) I 16) 
RNA polymerase: Subunit function (VllamltJana, J. (I 58) 343) 
Growth hormone, Plasmm digestion; Radioimmunoassay, 
Immunological epitope: (Human) (Walhs, M. (159) 241) 
Acetylcholine receptor, Phosvitin: Antigemc determmant (PII- 
zlghella. S ( 159) 246) 
Abscislc acid; Radioimmunoassay. Plant growth regulator 
(Mertens, R. (160) 269) 
Na+/D-glucose cotransporter: Brush border membrane. (Small 
Intestine) (Schmidt, U M. (161) 279) 
Platelet aggregation, Leukemia; Ca” (Bouchelx. C. (161) 289) 
Insulin receptor: Hlstocompatibihty antigen; Immunopreclpi- 
tation; Photoaffimty labeling (Chvatchko. Y. (163) 207) 
Monogalactosyldiacylglycerol 
Lipid particle; Liposome: Chloroplast structure; Digalactosyl- 
dlacylglycerol; Sulfoquinivosyldlacylglycerol (Sakal, W.S. (158) 
203) 
Monomol emission 
Singlet oxygen; Dlmol emission, 1.4-Dlazablcyclo[2,2,2]octane 
(Lengfelder, E. (164) 366) 
Monooxygenase 
Microsome; Cytochrome P450; Enzyme activity; Acetylation; 
Reconstitution (Kunz. B.C. (161) 31 I) 
Motility 
Na+ cycle; CCCP; (C’ihrlo alginoly~rcus) (Chernyak, B.V. (164) 
38) 
Modified liposome 
Drug delivery: Plasma-induced leakage: Lipid transfer; Blood 
clearance; Tissue uptake (Bali. A. ( 154) 373) 
Molecular cloning 
Site specificity: DNA sequencing: DNA methylatlon; DNA- 
protein recognition: Restrlction mapping (Whitehead, P.R 
(155) 97) 
Site-specificity; Endonuclease; (Cllrobu~ler_freundzl! (Janulaitls. 
A (161) 210) 
Site-specificity; Endonuclease. (E. cofi) (Janulaltls, A. (161) 
‘13) 
D-Hordein; DNA sequencing (Forde, J. (162) 360) 
Molecular dye probe 
Purple membrane; Bacteriorhodopsin; Membrane surface 
potential; Chromophore-protein interactlon; Resonance Raman 
spectroscopy (Ehrenberg, B. (164) 63) 
Molecular form 
Acetylchohnesterase; (Muscle, Chlcken. Pigeon) (Chatonnet, A 
(161) 122) 
Molecular mass 
Ammo acid sequence; Secondary structure; cc-Helix; Protein 
homology; (Bacillus stearothrrmophdus) (Yaguchl. M. (154) 21) 
PH]PN 200-I 10. d-cis-Dlltiazem; Target size; Ca2+ channel; 
(Skeletal muscle) (Gall, A (157) 63) 
Molecular mas determination 
Mass spectrometry; Plasma desorptlon mass spectrometry 
(Kamensky, 1. (155) 113) 
Molecular model 
Acetylchohne receptor; Acetylchohne-bmdmg site; Bilayer helix 
(Kosower, E.M. (157) 144) 
Molecular probe 
Ca” channel; Dihydropyridme; Transmitter release; Ca2+ 
uptake: Llgand binding (Takahashl, M. (I 52) I91 ) 
Prote;n carboxymethylation. Chemotaxis; Folic acid; (Dictyos- 
tellurn discoideum. D~tvo.~tehum lacteum) (Van Waarde. A. 
(161) 45) 
Monensin 
Transferrin; Endocytosls; Acidic compartment: NH&I; (K562 
cell) (Rao, K. (160) 213) 
Lipid bilayer; Nlgericin (Antonenko, Yu.N. (163) 42) 
Mono(ADP-ribosyl)ation 
ADP-nbosyltransferase; NAD: cyclic AMP-dependence; Pro- 
tern kinase. Phosphorylation; Histone (Tanigawa, Y. (160) 217) 
M, 
stoichiometry; Chloroplast (Moroney. J.V (158) 58) 
M,-value 
Lactose carrier; Detergent micelle; lac YJ muranl: Negative 
dominance (Wright, J.K. (162) 11) 
Multifunctional protein 
Fatty acid synthase; Active site labeling: Enoyl reductase 
(McCarthy. A.D. (162) 300) 
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Multigene family 
Cell-free translation; Urmary protem; Isoelectric focusing; 
recombmant DNA; (Rat liver) (Mertens, B. (162) 296) 
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Multiple enzyme form 
Citrate synthase: Growth dependence; ! Pseud~~o~~ awugi- 
nosui (Solomon, M. (155) 157) 
Multi-site nhosohorvlation 
Branched-chain 2-dxoacid dehydrogenase complex; Enzyme 
mactivation; Pyruvate dehydrogenase complex; (Bovine kidney 
cortex) (Cook, K.G (157) 59) 
Branched-chain 2-oxoacid dehydrogenase compiex; Mitochon- 
dria (Cook. K G. (164) 85) 
Murexide 
Ca2+ uptake: Dextran mductron; Phosphatidylserine: Iono- 
phore A23 187; (Rat peritoneal mast cell) (Sagi-Eisenberg. R. 
(161) 37) 
Mu~a~ni~ aeetyie~li~ receptor 
Acetylchohne: Synaptosome; Presynaptic inhibition; (Torpedoi 
(Luz, s. (164) 9) 
Muscarinic agonist 
Phosphatidylinositol; a-Adrenergtc stimulation; Receptor; (Rat 
parotid) (Lupu. M. (162) 133) 
M~a~nic receptor 
Phosphatldic acid; Caz + mobthzation. cyclic GMP; Acetylcho- 
line; Chromathn cell (Ohsako, S (I 52) 62) 
lnositol phosphohprd; Phosphatidate; Protem phosphorylation; 
Secretion, (Avian salt gland) (Fisher, S K. (155) 43) 
Methylscopolamme; Desensittzatron, Down-regulation; Cell 
culture. QuInucl~dinylbenzi~te (Maloteaux, J.-M. (156) 103) 
Olfactory eprthehum; (Salamanders (Hedlund. B. (162) 428) 
Muscimol 
T-Ammobutyrrc acrd receptor; Photoaffimty label; Benzodiaze- 
pme receptor; Flunitrazepam; (Rat cerebellum) (Asano, T. (151) 
‘77) 
Muscle con~action 
3’P-NMR, Internal pH. Energetics; (Smooth muscle, Taenia 
caecum) (VermuE, N.A. (156) 293) 
Myosin rod; Differential scanmng calorimetry; Helix-coil transi- 
tion; (Smooth muscle) (Cross, R.A (162) 189) 
Muscle development 
Acetylcholine receptor; Cell culture; Sciatin; Transferrin (Sta- 
matos, C. ( 153) 387) 
Muscular dystrophy 
Erythrocyte; Membrane protein: 2D gel electrophoresis; Scan- 
ning electron microscopy; (Hamster) (Pimplikar. S.W. (156) 
141) 
/Q&-Y4 Mutant 
Lactose carrier: M,-value: Detergent micelle; Negative domi- 
nance (Wright, J.K. (162) 11) 
recB Mutant 
Exonuclease V, Zubay system; DNA: Polypeptide synthesis; (E. 
co/r) (Jackson. M. (163) 221) 
me Mutant 
RNase E; Gel electrophoresls: Deletion mutant: RNA process- 
ing complex (Gurevitz, M. (I 59) 180) 
Mutation 
Deletion: Insertion, Protein structure (Kolchanov. N.A. (161) 
65) 
Myasthenia gravis 
Acetvlcholine receptor: Monoclonal antibody: Antibody speci- 
ficity! Antibody idiotype: (Human muscle) (Tzartos, S. (1%) 
116) 
MyeIin 
Lipid phase; Agmg; Lipid peroxidation (Chia. LS (157) 155) 
Myetin basic protein 
Gene duplication; Myelm proteolipid: Membrane protem: Po 
glycoprotein; ATP synthase (Laursen, R A. (161) 71) 
Myeiin prot~tipid 
Gene duplication: Membrane protein; Myelin basic protein, Po 
glycoprotem; ATP synthase (Laursen. R A. (161) 71) 
(Myeloid leukemic cell, Bone marrow cell) 
Differentiation factor; Antibody. Colony-stimulatmg factor 
(Tomida, M. (151) 281) 
Myoblst 
Dexamethasone~ Protease. (Cardiac muscle, Skeletal muscle) 
(Mayer, M. (161) 239) 
Myoblast differentiation 
Acetylchohnesterase: Insulm-hke growth factor; Insulin: 
(Chicken embryonic cell) (Schmid. C. (161) 117) 
Myogenesis 
Neurotrophic factor; Transferrin: Peptide fragment; Thymldine 
mcorporation: Growth factor (Beach, R.L. ( 1.56) 15 1) 
Myoglobin 
Resonance Raman spectroscopy; Ferrous nitrosyl myoglobm: 
pH effect; (Sperm whale) (Mackm, H.C. (158) 199) 
Thyroxme; Immunoanalysis: ATP; Luciferase; Luminescence 
(Grachev, M.A. (l62f 266) 
Arachidonate: Prostaglandin: Lipid peroxide; Oxidatton: 
(Heart) (Walters. F.P. (163) 292) 
Myosin 
Macrophage; Myosin hght cham; Phosphorylation; Efectro- 
phoresis (Trotter, J.A. (156) 135) 
Isozyme; Myosin transrtton; Thyroxine; Dene~at~on; Hormone 
control (Gambke, B. (156) 335) 
Trypsin Proteolysis; S I-S2 junction: Heavy cham fragment 
(Marianne-Ptpin. T. (1.59) 211) 
Myosin isozyme 
Myosin hght cham: Cardiac hypertrophy: Adaptation 
(Bugatsky, L.B. (161) 230) 
Myosin kinase 
Phosphorylation; Calmodulin; Enzyme regulation; Ca* ’ ; 
(Smooth muscle) (Walsh, M.P. (153) 156) 
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Myosin light chain 
Chronic stimulatron; mRNA; Translation: (Rabbit muscle) 
(Hei1~g.A.(151)311) 
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Na+ channel 
Batrachotoxin: Smgle-group rotatton theory (Kosower, E.M 
(163) 161) 
Nat cycle 
Motility; CCCP; ( Vibrio alginol_vricus) (Chernyak. B V. (164) 
38) 
Nat dependence 
Vitamin D; (Na+ + K+)-ATPase; Cell prohferatton. Ca” + 
transport; (Embryonic intestine) (Cross, H.S. (153) 141) 
Cell culture; Dexamethasone; Glutamate transport: Hepato- 
cyte; Hormonal control (Gebhardt. R. (161) 275) 
Na+ flux 
(Na+ +K+)-ATPase; Trypsin treatment; Reconstitutton: Mem- 
brane leak; K+ flux: Bar model (Anner, B.M. (158) 7) 
Na+/Ca2+ antiporter 
Mttochondria; Amiloride; Benzamil; Diltiazem: Ca’+ antago- 
nist (Jurkowttz, M.S. (162) 262) 
Na ‘/D-glucose cotransporter 
Monoclonal antibody; Brush border membrane: (Small mtes- 
tine) (Schmidt. U.M. (161) 279) 
NAD 
Mono(ADP-ribosyl)ation: ADP-ribosyltransferase, cychc 
AMP-dependence; Protein kinase: Phosphorylatton: Histone 
(Tamgawa, Y. (160) 217) 
Phosphorylatton. Contractrhty; (Cardiac muscle) (Sayers, S.T. 
( 154) 305) 
Macrophage: Myosm; Phosphorylation; Electrophorests (Trot- 
ter. J.A (156) 135) 
Phosphorylation; Ca’+ sensitivity; MgZ+-ATPase; Myosin light 
chain kinase: Actm activation: (Smooth muscle) (Cole, H.A. 
(158) 17) 
Chrome strmulation; Stoichiometry (Seedorf. K. (158) 321) 
Phosphorylation; CaL +; cychc AMP; Isoelectric focusing; Ca- 
sem kmase (Singh, T.J. (159) 217) 
Myosin isozyme: Cardiac hypertrophy, Adaptation (Bugaisky, 
L.B. (161) 230) 
Myosin light chain kinase 
Calmoduhn; Proteolytic fragment; Structural model (Mayr, 
G W. (157) 225) 
Phosphorylation; Ca2+ sensitivtty; Myosin hght cham; Mg2+- 
ATPase; Actm activation; (Smooth muscle) (Cole, H.A. (158) 
17) 
Ca’ + effect; Calmodulin; Phosphofructokmase; Calmodulin- 
bmdmg protein (Mayr. G.W. (159) 51) 
Myosin rod 
Drfferenttal scanmng calorimetry: Helix-coil transition; Muscle 
contraction. (Smooth muscle) (Cross, R.A (162) 189) 
Myosin subfragment 1 
Arrhenius plot dtscontinutty: Phase transition, ATP binding; 
Conformational change: Enzyme kinetics (Btosca, J.A. (153) 
217) 
Myosin-S, heavy chain 
Connector segment; Protease. Peptide structure (Chaussepied, 
P (161)84) 
Myosin transition 
Myosm; Isozyme; Thyroxine; Denervation; Hormone control 
(Gambke. B. (156) 335) 
Myxothiazol 
Cytochrome bc, complex; Cytochrome b; Antimycin A; Ubiqui- 
nol-cytochrome c oxtdoreductase; (Rps. sphaerordes) (Gabel- 
lini. N. (153) 146) 
Cytochrome be, complex: Cytochrome b: Antimycin A; Ubiqui- 
nol-cytochrome c oxidoreductase: (Rps. sphaerordes) (Gabel- 
lim. N (153) 151) 
Respiratory cham: Cytochrome b; Redox titration; 2-Alkyl-4- 
hydroxyqumoline N-oxide. Fumculosm (Kunz. W.S. (I 55) 237) 
N 
Na+ 
Gramicidin A; Energy profile; Ion channel: Theoretical compu- 
tation (Pullman, A (163) 199) 
NAD binding 
Inositol synthase; Thermal stability; (Mammalian brain, Hu- 
man fetus) (Adhikari, J. (163) 46) 
NADH 
Cytochrome c; Cytochrome oxidase; Electrochemistry, (Para- 
coccus denitrificans. Escherrchla co/i, Rat liver mttochondria) 
(Coleman. J.0 D. (154) 319) 
NADH oxidoreductase 
Leukocyte; Respiratory burst; Cytotoxicity; Membrane enzyme. 
Proton gradient: NADPH oxidoreductase (Schirmer. R.H. 
(154) 1) 
NADH regeneration 
Enzymatic steroid conversion; Reversed micelle (Hilhorst. R 
(159) 225) 
NADPH 
Cytochrome P450 oxtdase; Liptd peroxidation (Bast. A. (151) 
185) 
NADPH oxidase 
Trtphenyltin chloride; Superoxide; Phorbol myristate acetate, 
Neutrophil (Matsui, H. (164) 251) 
Chemical modification; Maleimide denvative: Showdomycm, 
N-Ethylmaleimrde: Superoxide generation; Lysozyme release; 
Concanavalin A; (Guinea-pig neutrophil) (Yamashita, T. (164) 
267) 
NADPH oxidoreductase 
Leukocyte; Respiratory burst; Cytotoxicity; Membrane enzyme; 
NADH oxidoreductase, Proton gradient (Schtrmer, R H. (154) 
1) 
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NADPHsytochrome P450 reductase 
Immunochemistry: Cytochrome b5; Microsome; Fatty acid; 
Cham elongation (Nagao. M. (I 55) 11) 
NADPH-triose uhosuhate oxidoreductase 
Macrophage; Hkxos> monophosphate shunt; D-Glyceraldehyde 
3-phosphate; D-Glyceraldehyde: Chemiluminescence (Ravid, 
K. (162) 107) 
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Neuropeptidase 
Cholecystokinin C-termmal octapeptide; Enkephalin; Enkepha- 
hnase A; Metalloendopeptidase, Synaptic membrane; Solubili- 
zation (Deschodt-Lanckman, M. (152) 109) 
Neuropeptide 
Glucagon-secretm family; Amino acid sequence: C-terminal 
amide: Chemical assay; (Porcine brain) (Tatemoto. K (153) 
248) 
Radioimmunoassay; Head activator: Tntiation: HPLC; 
(Hydra) (Bodenmiiller. H. (159) 237) 
Neuropeptide hormone 
Neurophysin; Prohormone association; Hormone-protein inter- 
action; Affinity chromatography (Chalken, I.M. (164) 361) 
Neuropeptide Y 
Dexamethasone; Nerve growth factor: (Neuroblastoma cell 
line) (Yeats, J.C. (163) 57) 
Nanosecond fluorescence spectroscopy 
4-Aminobutyrate aminotransferase; 31P-NMR; Pyridoxal S- 
phosphate (Churchich. J.E. (160) 221) 
Nanosecond laser photolysis 
Bacteriorhodopsm; Photocycle; Picosecond laser photolysis; 
Proton pumpmg: Absorption spectrum (Kobayashi, T. (162) 
197) 
NAP-tat&e 
Transhydrogenase; Photochemical modification; Topography: 
Proteoliposome (Pennington. R.M. (164) 345) 
Natriuresis 
Atria1 natriuretic factor; Diuresis; Peptide purification (Thi- 
bault. G (164) 286) 
Natural chirality 
Isotopic ratio; *H-NMR. Methylene (Martin, M.L. (158) 131) 
Negative dominance 
Lactose carrier, M,-value; Detergent micelle; lac Y4 m&ant 
(Wright, J.K (162) 11) 
Neo-kyotorphin 
Peptide synthesis: Analgesia; Kyotorphm; Hemoglobm; (Bovine 
brain) (Kiso. Y. (155) 281) 
Nerve growth factor 
Neuropeptide Y: Dexamethasone. (Neuroblastoma cell line) 
(Yeats, J C (163) 57) 
Netropsin 
Z-DNA-B-DNA transition; Distamycin-3: Small groove-bmd- 
ma antibiotic; Purine-pvrimidme alternation; DNA conforma- 
tion, Antibiotic-polydkoxynucleotide interaction (Zimmer. C 
(154) 156) 
Neuraminidasc 
Influenza virus. Disulfide bond (Ward, C.W. (153) 29) 
Neurofilament 
Protein kinase; Casem kinase; (Rat brain) (Toru-Delbauffe, D. 
(162) 230) 
Keratm: Desmin; Vimentm (Geisler, N. (163) 22) 
Acidic brain protein, Glutamic acid enrichment: Proteolysis; 
Intermediate filament: SIOO protein (Weber, K (164) 129) 
Neurohypophysial glycopeptide sequence 
Vasopressm-neurophysin precursor; Glycopeptide. Exon evolu- 
tion. (Rat) (Chauvet. M.T. (163) 257) 
Neuromuscular junction 
Perhydrohistrionicotoxm; Nicotimc acetylcholine receptor; Ion 
channel stereospecificity; Endplate current (Spivak, C.E. (163) 
189) 
Neurophysin 
Vasopressin; Proneurophysm; Intragranular processing (North. 
W.G. (152) 29) 
Vasopressin; Hormone Precursor; Glycopeptide; Peptide syn- 
thesis: Hormone intermediate (Gordon-Weeks, R. (163) 324) 
Neuropeptide hormone; Prohormone association: Hormone- 
protein interaction; Affimty chromatography (Chalken, I.M. 
(164) 361) 
Neurotensin 
Peptide regulator, Receptor binding; Conformational analysis; 
Energy calculation: (Mast cell) (Podinsh. L.U. (153) 25) 
Neutrophil; Chemotaxis; Phagocytosis; Ca* ’ extrusion: Inflam- 
mation (Goldman, R. (159) 63) 
Neurotoxin 
Ca*+: Phosphohptd; Protein phosphorylation (Kuo. J.F. (153) 
183) 
Neurotransmitter 
Excitatory ammo acid; Receptor; Endogenous hgand: (Brain) 
(Luim. A (161) 153) 
Synaptosome: Proline: High-affimty transport (Hauptmann, M. 
(161) 301) 
Neurotransmitter release 
Phosphorylation: (Bram. Neuron) (Zurgil. N. (156) 257) 
Neurotrophic factor 
Transferrin; Myogenesis; Peptide fragment: Thymidine mcorpo- 
ration; Growth factor (Beach, R L (156) 151) 
Neutral protease 
Thiol protease; Amino acid sequence; Active site; Carboxy- 
methylation; Calpam; CaZ+ activation (Suzuki. K (152) 67) 
Neutrophil 
Hydrogen peroxide. Free radical; Superoxide; 5,5’-Dimethyl-l- 
pyrroline N-oxide: ( Tr~panosoma cruzi I (Docampo. R. (I 55) 
25) 
Dicyclohexylcarbodnmide. Superoxide: Respiratory burst 
(Aviram. A. (155) 205) 
Depolarization. Phospholipid: Quinacrme; Respiratory burst 
(Tauber, A.1 (156) 161) 
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Neurotensm: Chemotaais; Phagocytosis. Ca’ + extrusion: 
Inflammation (Goldman, R (159) 63) 
Polyphosphomositide: CaZ+mobihzation, Formylmethionylleu- 
cylphenylalanme. (Rabbit) (Yano, K. (I 6 I) 296) 
Olroylan~hde: Lmoleylamhde: Trtacylglycerol: Phospholiptd. 
Arachidomc acid: (Human) (Gil. M G. (162) 151) 
Fluorescence; Chlortetracycline: Prostaglandm E,, Cyclic nuc- 
leottde (Smolen. J E. (163) 119) 
cytosohc pH. cytosolic Mg*+. Ionophore A23 187; cytosohc 
CaL +; Secretion (Virgillo. F.D ( 163) 3 15) 
Triphenyltm chloride: Superoxide; Phorbol myrtstate acetate: 
NADPH oxidase (Matsui. H. (164) 251) 
Nickel enzyme 
Carbon monoxide dehydrogenase, Acetogenic bacterium. 
i C/m/rrdrum ~/zermocrc.r~icum I (Dtekert, G. ( I5 I ) 4 I ) 
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Nitrene 
Hydrophobic labeling, Membrane protem. Proton channel 
(Hoppe. J. (160) 239) 
Nitrifcation 
iSN-NMR, Nitrite: Ammoma. Isotope shift, iA’~tro.wmona~, 
(Andersson. K.K. (164) 236) 
Nitrite 
i5N-NMR. Ammoma; Isotope shift: Nttrification: ~N~/ro.wnw- 
nasj (And&son, K.K. (164) 236) 
Cytochrome d. Ag+: Nitrate, Trioxodnutrate: (Escherichia cob) 
(Hubbard, J.A.M. (164) 241) 
Nitrite oxidation 
iSN-NMR: Isotope shift, (N~trohactcr u,qh\ i (Kumar. S (I 52) 
71) 
Nicking-closing enzyme 
Intercalatmg agent: Protem-associated DNA break. Macromo- 
lecular syntheses mhibitor: Frameshift mutation, Recombina- 
tion (Fihpskt. J (159) 6) 
Nicotine analog 
Nicotine receptor; Chohnergtc drug; (Rat brain) (Abood. L G 
(157) 147) 
Nicotine receptor 
Nicotine analog; Chohncrgic drug, (Rat bram) (Abood. L.G. 
(157) 137) 
Nicotinic acetylcholine receptor 
Perhydrohtstrionicotoxin, Ion channel stereospecificity; End- 
plate current; NeuromuscularJunction (Spivak. C.E. (163) 189) 
Nicotinic acid 
Islet-activatmg protem: Adenylate cyclase: GTPase, (Bordefrlla 
pcrtustr.c toxin. Rat adipocyte) (Aktories. K. (156) 88) 
Nigericin 
Ethylene, I-Ammocyclopropane-I-carboxyhc acid: Mitochon- 
dria, Submitochondrial particle (Vmkler, C. (162) 252) 
Ltptd bilayer, Monensm (Antonenko. Yu.N (163) 42) 
Nitrate 
Cytochrome d. Ag+. Nttrite, Trioxodnutrate; (Escherichta COII) 
(Hubbard. J.A.M. (164) 241) 
Nitrate reductase 
Superoxide radical. Enzyme reactivation; Cyanide (Jawah. N. 
(158)213) 
Nitrate sensitivity 
Membrane vesicle. Proton translocatton: ATPase. Vanadate 
sensittvity: Acridine orange. pH gradient. (Radish) (De Miche- 
IIS. M.I (163) 85) 
Nitrendipine binding 
Condensed-phase radiolummescence; Bmdmg kinetics; Dthyd- 
roalprenolol: (Cardiac myocyte) (Von Tscharner. V (162) 185) 
Nitrendipine receptor 
Ontoeenesis: Ca’+ channel: Excitable tissue (Kazazoglou. T 
(l64)-75) 
Nitrocellulose filter binding assay 
cyclic AMP receptor protein; N-terminal core, cyclic AMP 
modulation; DNA binding (Clore. G.M (164) 57) 
Nitrogen fixation 
Glutamme synthetase; ;‘-Glutamyltransferase; Cyanobactertum. 
L-Methionine-D. L-sulfoximine: Ammoma excretion (Smgh. 
H.N (154) IO) 
Nttrogenase: Enzyme regulation; Guanosme tetrdphosphate: 
Photosynthetic bacteria. Stringent control; / Rhfj~~p,v”‘d~~~i”““- 
mr) (Zumft, W.G. ( 154) I2 I ) 
Nitrogenase 
Nitrogen fixation, Enzyme regulation, Guanosme tetraphos- 
phate: Photosynthetic bacteria. Strmgent control: i Rldopvw- 
domonus) (Zumft, W G. (154) 121) 
Cyanobacterium. Oxygen; Catalase; Superoxide dtsmutase. 
Photooxidation (Mackey. E.J. (156) IOX) 
Nitroimidazole 
DNA damage; Ormdazole. Nucleic acid. Reductive activation 
(Declerch. P.J. (164) 145) 
QNitroquinoline l-oxide 
DNA methylation. DNA (cytosme-5-)methyltransferase: 
Poly(dG-dC).poIy(dG-dC); Chemical carcrnogen: (Brain) 
(Pfohl-Leszkowicz. A (163) 85) 
NMR 
Choriogonadotropm: Histidme: Suhumt mteraction. Glycopro- 
tem hormone(Frankenne, F (151) 197) 
5 S RNA, Immo proton, RNase A; Domam structure, RNA 
fragment (Kime. M.J (153) 199) 
Prc-melting shift, Hydrogen bond length (Gicssner-Prettre. C 
(153)329) 
cro protem: Protein-DNA mteractton; r-Hehx: Ohgodeoxynuc- 
leottde (Mayer. R (153) 339) 
Plasmmogen, Krmgle 4, (Human) (Trexler. M. (154) 31 I) 
Photo-C’IDNP. Phoaphonate, Protein aromatic residue mtcrac- 
tinn. (Staphyllococcus) (Cozzone. P J. (155) 55) 
Rtbosomal protein; Protein denaturation: Protein renaturation. 
CD (Tumanova. L.G (I 57) 85) 
tRNA, Thermophile; Thermostabihty. 2-Thioribothymidme, 2- 
Thiopyrimidine polyribonucleotide (Yamamoto, Yu (157) 95) 
Vo!umcs ::!L:64;:98:) :19 
p-Methoxyadenosine. Urtdme; Ammo-ammo eqmhbrium: 
Hydroxylamme mutagenesis; Base-pairing shift (Kierdaszuk, B. 
(158) 128) 
Ferredoxm: Redox potential; Iron-sulfur cluster (Nagayama, K 
(158) 208) 
Lysozyme: Secondary shift; Ring current shift; Resonance as- 
signment (Redfield. C. (159) 132) 
Deuteration: Histone: Chromatin. (Saccharom.vces cerevisiae) 
(Hamana. K. (160) 21) 
Halothane, Methoxyflurane; Erythrocyte; (Nerve. Muscle) 
(Wyrwicz, A.M. (162) 334) 
Cytochrome c: Protein denaturatton. Protem side chain mobtli- 
ty; Viscosity (Ohgushi. M. (164) 21) 
‘XI-NMR 
5-Ammolevulmic acid. Chlorophyll a; Chlorophyll h; Glutamic 
acid; /Scenedesmus ohliquusl (Oh-Hama, T. (153) 404) 
Dihydrofolate reductase. Carboxymethylation: Methionme: 
Ammopterm (London, R.E (I 60) 56) 
‘H-NMR 
Ovomucoid: Carbohydrate structure; Microheterogeneity; Hyd- 
razinolysis. HPLC; Heterogeneity (Paz-Parente. J. (152) 145) 
CD, Conformational change; Mastoparan: Pepttde-phospholi- 
pid mteraction, (Wasp venom) (Higashtjtma. T. (152) 227) 
Z-DNA conformation: CD; B-DNA conformatton (Tran-Dinh. 
s. ( 154) 407) 
D-Glucosammate dehydratase: z&Ehmination reaction; Pyri- 
doxal 5’-phosphate, Stereochemistry: (Agrohacterium radio- 
hac,teri (Iwamoto, R. (156) 33) 
Isotopic ratio: Methylene: Natural chirahty (Martin, M.L. (158) 
131) 
Lysozyme associatton; N-Acetyl-D-glucosamme; (Tortoise. 
Hen) (ChatterJee. N. (159) 171) 
Epidermal growth factor. Photo-CIDNP: Aromatic residue. 
Protem dynamics (De Marco. A. (I 59) 201) 
Cytochrome oxtdase (Inubushi. T. (160) 287) 
Mastoparan-X: Membrane-bound conformation; Perdeuterated 
phosphatidylcholine; Phystologically active peptide; Transferred 
NOE (Wakamatsu, K. (162) 123) 
RNase S-peptide; Peptide foldmg; Hehcal structure; Side cham 
interaction (Rico, M. (163) 314) 
Differentiatton; Glutamine; Theophylhne. Prostaglandin E,: 
Spin echo; (Neuroblastoma x glioma cell) (Navon. G. (162) 
320) 
Isotope exchange; Mitochondria: 3-Hydroxybutyrate (Paul. H.- 
H (163) 185) 
Jatrophone, sRNA bmdmg, Ultraviolet spectroscopy; CD 
(D’Alagm. M. (164) 51) 
Calmodulm. Structural stability: Calmodulin denaturation 
(Guermi. D (164) 105) 
15N-NMR 
Nitrite oxidation: Isotope shift; (Nllrohacter og~hs) (Kumar, S. 
(152) 71) 
Nitrite; Ammonia; Isotope shift; Nttrnication; (Nirrosomonas) 
(Andersson, K.K (164) 236) 
“P-NMR 
Internal pH; Muscle contraction: Energetics: (Smooth muscle, 
Taenia caecum) (Vermue, N.A. (156) 293) 
Lipophilic vttamin; Erythrocyte membrane; Cell fusion; Fluor- 
escence anisotropy; Membrane fluidity (Vitt. V. (I 58) 36) 
Heart metabolism, High-energy phosphate; Anoxia, Recovery 
(Neurohr. K.J. (159) 207) 
4-Aminobutyrate aminotransferase: Nanosecond fluorescence 
spectroscopy, Pyridoxal 5’-phosphate (Churchich, J.E. (160) 
221) 
two-dimensional NMR 
Oligosaccharide conformation; Nuclear Overhauser effect; 
Transferrin: (Human serum) (Homans, S.W. (164) 231) 
Nocodazole 
Antitumor drug: TN-16: Taxol; Tubulin: Microtubule assembly 
(Arai. T. (I 55) 273) 
Nodulin 
Glutamine synthetase: Translation; mRNA purification: Symbi- 
osis: I Phaseolus vulgaris) (Culhmore. J.V. (158) 107) 
5’-Noncoding region 
Tobacco mosaic virus; Nucleotide sequence: Heterogeneity 
(Mesht, T (162) 282) 
Non-histone 
Histone, cis-Pt(I1): (Nucleus) (Filipski. J. (152) 105) 
Nonhistone protein 
High-mobility group protein: Chromatin: Spermatogenests 
(Chiva, M. (162) 324) 
Nonsense suppression 
RNA polymerase: Stringent control (Nene. V (153) 307) 
2-(nNonyl)-4_hydroxyquinoline N-oxide 
Cytochrome h; Spectral shift, Q-cycle (Kunz. W S. (152) 53) 
Noradrenaline 
Phosphatidylinositol; Ca *+: Mg2+; Plasma membrane (Wallace. 
M.A. (156) 239) 
Northern blot analysis 
Z-DNA: RNA; (Human liver) (Santoro, C (155) 69) 
Northern blotting 
Elongation factor I s(: Southern blotting; Gene library; ( Arfe- 
miu) (Van Hemert, F.J. (157) 295) 
N-terminal core 
cyclic AMP receptor protem; cychc AMP modulatton, DNA 
binding; Nitrocellulose filter bmding assay (Clore, G.M (164) 
57) 
N-terminal extension 
Protein sequence; /%Crystalhn; Prohne enrichment; Domain 
structure; Alanme enrichment; (Bovme lens) (Berbers. G.A.M. 
(161) 225) 
Nuclear antigen 
c(-HS glycoprotem receptor; Epstem-Barr virus; Lymphocyte 
(Lewis, J G. (161) 306) 
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Nuclear Overhnuser effect 
Oligosaccharide conformation; Transferrm; two-dimenstonal 
NMR; (Human serum) (Homans. S.W (164) 23 I ) 
Nuclear protein 
Spermiogenesis; (Dogfish spermatid) (Chauviere, M. (152) 231) 
Nuclease 
Photo-CIDNP; Phosphonate. Protem aromatic restdue mterac- 
tion: (Staphyllococcus) (Cozzone. P.J. (155) 55) 
Chromatm: Maturation; DNA rephcation; Lymphocyte; Cyclo- 
hextmtde (Schlaeger. E.J. (156) 28 I ) 
Erythrocyte; Ca’+ activation; (Xenopus) (Talwar, S. (158) 349) 
Nuclease digestion 
Nucleosome: Chromatin structure (Staynov, D Z. (157) 31 I) 
Chromatm; RNA polymerase: Histone acetylation: n-Butyrate 
(Yukioka, M (158) 381) 
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Chromatm structure; Nuclease digestion (Staynov. D Z. (157) 
311) 
DNA conformation, DNA bend; Nucleosome phasing, Primary 
structure; DNA pertodicity (Zhurkm. V.B. (158) 293) 
Chromatm; Reconstitution; D-Globm: DNA (Nose, K (159) 
251) 
Chromatm: Transcription; RNA polymerase: DNA topology: 
Supranucleosomal organization (Grigoryev, S.A. ( 162) 1) 
Nucleosome gel 
Histone: Chromatm, Cell cycle (Wu. R S (I 62) 161) 
Nucleosome phasing 
Nucleosome: DNA conformatton; DNA bend; Primary struc- 
ture; DNA periodicity (Zhurkm, V.B. (158) 293) 
S’-Nucleotidase 
Phagocytosts; Enzyme redistribution; Membrane domain (Stew- 
art. D.I.H. (156) 329) 
Cholesterol; Plasma membrane; Lipid-protein mteraction 
(Whetton, A.D (157) 70) 
Nucleotide 
Clathrin-associated protein; Ultraviolet spectrum: HPLC: (Bo- 
vine brain) (Schook. W J. (164) 303) 
Nucleotide binding 
ATF’sse; Control function; Oxygen exchange; Mitochondria 
(Myers, J A. (162) 277) 
Nucleotide exchange 
Actin; I-N6-Ethenoadenosme S-triphosphate: Fluorescence. 
Equilibrium constant (Wanger. M (I 62) 112) 
Nucleotide sequence 
Ribulose-biphosphate carboxylase: cDNA: f N~corrrrnu I (Pinck. 
L. (154) 145) 
5 S rRNA; Secondary structure, Phylogeny: (Ascidian. Hula- 
qnthra rore/;r) (Kumazaki. T. (155) 8I ) 
Tobacco mosaic virus: 5’-Noncoding region. Heterogeneity 
(Meshi. T. (162) 282) 
Nuclease S, 
Homo-aza-steroidal ester; Hydroxyapatite; Sodium borohyd- 
ride, (Ehrhch ascttes tumor cell) (Papageorgtou. A. (153) 194) 
Chartreusm; Antttumor antibiotic; Topoisomerase I; Restric- 
tion endonuclease: DNA-specific binding (Uramoto. M. (153) 
325) 
Nucleic acid 
DNA damage: Nitroimidazole: Ormdazole; Reductive acttva- 
tion (Declerck. P J. (164) 145) 
Nucleic acid-binding protein 
Leukemia VITUS; Retrovirus: Microsequencmg; Primary struc- 
ture determmation (Copeland. T.D (156) 37) 
Human T-cell leukemia virus; Retrovirus; Microsequencing. 
Primary structure determination (Copeland, T.D. (162) 390) 
Nucleic acid-protein interaction 
Phenylalanyl-tRNA; Phenyllactyl-tRNA; Cinnamyl-tRNA. 
Elongation factor Tu (Derwenskus. K.-H. (151) 143) 
Nucleolus 
Protein maturation; Phosphorylatton; Phosphatase, Enzyme ac- 
tivity. (Chinese hamster ovary cell) (Bourbon. H. (155) 218) 
Nucleoprotein 
Chromatin. Histone, Trypsin; Erythrocyte; (Liver nuclei) (Sac- 
cone.G.T.P.(157) 111) 
Ribosome: Chaotropic salt; Dissociation, (Yeast) (Damodaran, 
s (158) 53) 
Nucleoside metabolism 
Adenosine transport, Marine bacterium; Bacterial transport; 
Adenosme salvage pathway (Bengis-Garber, C. (160) 31) 
Nucleoside phosphotransferase 
Thymidme kinase. Glucocorticoid: Development: (Retina) 
(Tesortere. G. ( 164) 166) 
Nucleosome 
Histone H2A.Z: Evolution; Histone variant: Chromatin: Amino 
acid sequence (Ball. D.J. (154) 166) 
Apurunc~apyrimidunc endodeoxyribonuclease. DNA repair: 
Chromatm (Bricteux-Gregoire. S (I 57) I 15) 
Nucleotide-binding protein 
a,-Adrenergic receptor. ADP receptor; Adenylate cyclase: Gua- 
nine nucleotide (Motulsky, H.J (164) 13) 
0 
Obesity 
Insulin: Receptor. Diabetes: Insuhn resistance (Kobayashi, M. 
(163) 50) 
Occluded nucleotide 
Chloroplast: Thylakoid membrane, Hypotomc treatment. 
Immobilized enzyme; Diffusion control: Photophosphorylation 
inhibitor (Aflalo. C. (154) 175) 
Octamer 
Histone. Reconstitution (Lindsey. G G (155) 301) 
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Oleoylanilide 
Linoleylamhde; Trtacylglycerol; Phospholipid; Arachrdonic 
acid, Neutrophil; (Human) (Gil. M.G (162) 151) 
Oleoyl-CoA: phosphatidylcholine acyltransferase 
Microsome; Oleoyl-CoA thioesterase; Oleoyl-phosphattdylcho- 
lme desaturase (Murphy, D.J. (162) 442) 
Oleoyl-CoA thioesterase 
Microsome: Oleoyl-CoA, phosphattdylchohne acyltransferase; 
Oleoyl-phosphatidylcholme desaturase (Murphy. D.J. (162) 
442) 
Oleoyl-phosphatidylcholine desaturase 
Mtcrosome: Oleoyl-CoA thioesterase: Oleoyl-CoA: phosphati- 
dylcholine acyltransferase (Murphy. D J. (162) 442) 
Olfactory epithelium 
Muscarmic receptor; (Salamander) (Hedlund, B. (162) 428) 
2’,5’-Oligo(A) synthetase 
Encephalomyocardttts virus: Poly(I)poly(C); Spontaneous tu- 
mor; Enzyme mductton: (C,H mouse) (Galakttdou. G. (164) 
161) 
Cordycepin; Endonuclease; Enzyme activation; Protein synthe- 
sis Inhibition; Calcium phosphate coprectpitation (Lee, C. (157) 
205) 
Oligodeoxynucleotide 
UYJ protem: Protein-DNA mteractton: NMR: a-Helix (Mayer, 
R. (153) 339) 
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Structure determination; (Sheep, Locoweed, Urme) (Sadeh, S 
(163) 104) 
Swainsomne; Mannosidosis, Lysosomal glycoprotem, (Urine) 
(Abraham, D.J. (163) 1 IO) 
Oligosaccharide conformation 
Nuclear Overhauser effect; Transferrm: two-dimensional NMR. 
(Human serum) (Homans. SW (164) 231) 
Oligosaccharide processing 
Oligomycin 
Respiratory state; Resptration rate: Membrane potential; Mito- 
chondria; (Rat liver) (Masmi. A. (160) 137) 
Oligomycin sensitivity 
ATPase: F,-ATPase. F, subunit: Olieomvcin-sensrtivitv confer- 
rmg protein; Reconstttutron; Trypsindigestion (Hundal. T. 
(162) 5) 
Oligomycin-sensitivity conferring protein 
mitochondrial ATPase: ATP-P, exchange: ATP hydrolysis 
(Dupuis. A. ( 156) 99) 
Ohgomycin sensittvtty: ATPase: F,-ATPase; F, subunit: Recon- 
stttution; Trypsin digestion (Hundal, T. (162) 5) 
Oligonucleotide 
Restriction endonuclease: Site specificity; Recogmtton site 
(Zmovrcv. V.V (I 54) 282) 
Affinity modtticatron: Platmum reagent; Cross-linking (Vlassov. 
V.V (162) 286) 
Oligonucleotide condensation 
Decadeoxyrrbonucleottde imidazolide (Shabarova. Z.A. (154) 
288) 
Oligonucleotide synthesis 
Interferon; 225A; 2-SA-Acttvated endonuclease; Ethenoadeno- 
sine; Fluorescence (Lesiak. K. (151) 291) 
Oligosaccharide 
HPLC: (Locoweed, Sheep, Urine) (Warren. C.D. (163) 99) 
~Ghrtamyltranspepttdase~Brush border membrane; Ampht- 
pathtc hydrolase: Propeptide cleavage; (Kidney proximal 
tubule) (Capraro. M.A. (157) 139) 
Oligo(2’-5’ A) synthetase 
Interferon; Thymidine kmase (Mengheri. E. (157) 301) 
Oncogene 
Epidermal growth factor receptor; Harvey virus: Knsten virus; 
Protein ~21: Phosphothreonine, Phosphotyrosme (Baldwin. 
G.S. (153) 257) 
Ontogenesis 
Sarconlasmic reticulum; Ca 2+ transport: Phosnholamban: Pro- 
tein kmase; (Cardiac muscle) (Will, H. (155) 326) 
Nitrendipme receptor: CaZ+ channel: Excitable tissue (Kaza- 
zoglou, T (I 64) 75) 
Oocyte 
Maturatton. cyclic AMP; Forskohn: (Ovarian follicle. Germinal 
vesicle) (Dekel. N. (151) 153) 
maternal mRNA; Poly(A)+ RNA: Repetitive sequence; Mic- 
rotnJect)on: Maturatton; Annulate lamella: (Amphibian) 
(Shtokawa. K (151) 179) 
5 S RNA gene; Pseudogene, RNA. / Xenopus mutation) (Ander- 
sen, J. ( 153) 243) 
Lipovitellin, Calmoduhn; Vttellogenin. (Xenopus) (Molla. A. 
(154) 101) 
Ophthalmology 
DNA sequence: a-Crystallm: Evolution; Protein structure, (Eye 
lens) (Tomarev. S.1 (162) 47) 
Optical isomer 
Glorm structure, Acrasm: (Pol~sphan&lrum vdaceum J (Sht- 
momura, 0 (15.5) 155) 
Ornidazole 
DNA damage. Nitroimtdazole; Nucleic acid: Reductive acttva- 
tion (Declerck. P.J. (164) 145) 
Ornithine decarboxylase 
Phospholipase C: Phosphohpase A:: Lymphocyte; fClostrr&m 
perfimgens. Naja nala venom) (Kuramoto, A (I 5 I ) 233) 
Epmephrine: Gonadotroptc hormone; Phenoxybenzamme: 
Enzyme inhibttton; (Testis) (Madhubala. R (152) 199) 
Ornithine transcarhamylase 
Carbamylphosphate synthetase; N-Acetylglutamate synthetase. 
N-Acetylglutamate deacylase; N-Acetylglutamate: Arginme 
(Gomez. M. (156) 119) 
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Orotate 
Dihydroorotate dehydrogenase: Enzyme conversion: Pyrimt- 
dme. Mitochondria: Cytosol effect (Dileepan. K.N. (153) I) 
Osteogenesis imperfecta 
Glycosammoglycan: Agmg: (Skin fibroblast) (Kapoor, R. (152) 
183) 
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Oxygen affinity 
Hemoglobm Kariya [a40 (C5) Lys + Glu]; a,/$ contact (Har- 
ano. T. (153) 332) 
Polymorphonuclear leukocyte; Respiratory burst, Chemotacttc 
peptide: Cytochalasm B (Edwards. SW. (16 I ) 60) 
Oxygen evolution 
Membrane protein; Photosystem IL Chloroplast: Photosynthe- 
sis (Yamamoto. Ya. (151) 49) 
Photosystem II; Hydroxylamme derivattve: Hydrazme deriva- 
tive, Chloroplast: (Spmach) (Radmer, R. (152) 39) 
Chloroplast: Thylakoid: Manganese; EPR: Zmc treatment 
(Miller,M.(l55)331) 
Phycobilisome; Photosystem 11; Light-harvestmg antenna, (Por- 
phyrldium cruentun~. Red alga) (Clement-Metral. J D ( 156) I X5) 
Reconstitution; Photosynthesis; Water sphttmg. Thylakoid pro- 
tein, Photosystem II (Fukutaka. E. (158) 2 17) 
Photosystem II; P680+; Cytochrome h-559, Signal II,,; Chlor- 
oplast (Ford, R.C. (160) 159) 
Photosystem II: Amme mhibiton; Cl : Bridgmg &and. Signal 
IIr (Sandusky. P.O. (162) 339) 
Thylakoid lipid: Photosystem II. Triton X-100 fragmentation. 
Liptd content, Photosynthests (Gounaris. K (163) 230) 
Salt washing; Photosystem II: EPR. Mn-bmdmg: 33.kDa pro- 
tem (Ono. T -A. (164) 255) 
33-kDa polypeptrde; Photosystem II: Photosynthesis; (Spmach 
chloroplast) (Miyao. M. (164) 375) 
Oxygen exchange 
ATPase; Control function; Mitochondria. Nucleotide bmdmg 
(Myers, J.A. (162) 277) 
Oxygen stability 
Hydrogenase; Reoxidation; (De.cu/fbi~rhr!o rulgarr\) (Van DiJk, 
c. (I 56) 340) 
Oxygen-dependent control 
Phototrophic bacteria: Pigment complex: Light-dependent con- 
trol. / Rhodopseudomonas sphoerorde.sI (Arnheim, K. (162) 61) 
Ouabain 
(Na’ +K+)-ATPase: K+. (Rat heart) (Mansier. P. (153) 357) 
Outer membrane 
&Lactam; Lipid-bilayer permeability. Hydrophobicity: Lipo- 
some; ,!-Lactamase (Yamaguchi. A. (164) 389) 
Ovariectomy 
mRNA, cDNA hbrary; Gene orgamzation; Tissue specificity; 
Mammary carcmoma (Nakhasi. H L. (164) 281) 
Ovine footrot 
Ammo acid sequence; Pilm: (Bacfermdes nodmu) (McKern. 
N M (164) 149) 
Ovomucoid 
Carbohydrate structure: Microheterogeneity: Hydrazinolysis. 
HPLC. ‘H-NMR: Heterogeneity (Paz-Parente, J. (152) 145) 
Carbohydrate structure, Fast atom bombardment; Heteroge- 
neity, Mass spectrometry (Egge. H (156) 357) 
Oxidase activity 
Phagocytosis. Receptor: (Human neutrophil) (Hed. J. (152) 212) 
Oxidation 
Myoglobin. Arachidonate; Prostaglandm. Lipid peroxrde; 
(Heart) (Walters, F P (163) 292) 
Oxidative inactivation 
Thiol transferase. Glutathione. Pyruvate kmase: Enzyme pro- 
tection (Axelsson, K (152) 114) 
Oxidative phosphorylation 
Control strength, Ademne nucleottde translocator, Respiration; 
Computer simulation: (Rat hver mitochondria) (Tager. J.M. 
(151) I) 
14,15-Oxido-5,8,10,12-eicosatetraenoic a id 
l4,15-Leukotriene A.+. Hydrolytic stabthty; Serum albumin; 
(Bovme. Human) (Haeggstrom, J (164) 181) 
2-Oxoglutarate 
Glutamate synthase. Reconstitution: Chloroplast: Enzyme acti- 
vation; Mg*’ (Dry. I B (151) 31) 
Oxyanion effector 
Ribulose-l.5-bisphosphate carboxylase, Ca’+ activation; 6- 
Phosphogluconate (Parry. M A.J. (159) 107) 
Oxygen 
Cyanobdcterium. Nitrogenase. Catalase. Superoxide dismutase: 
Photooxidation (Mackey, E.J (156) 108) 
Oxygen activation 




Cruciform structure: Inverted repeat; superheltcal DNA. Kme- 
tics; Relaxation time; Superhehx density (Vologodsku. A.V 
(160) 173) 
Pantothenic acid 
Coenzyme A; Phosphopantothemc acid: Phosphopantetheme: 
Enzymic synthesis: Feedback mhibition (Shimizu, S (151) 303) 
Papain digestion 
(Na+ + K+)-ATPase: Detergent solubihzation (Freytag. J.W. 
(I 59) 280) 
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Parathyroid hormone secretion 
Ca’ ’ channel; Ca2+ influx; Cell isolation; Exocytosis; (Bovme 
parathyroid cell) (Wallace. J. (I 5 I ) 83) 
Partial peptide mapping 
Tropomyosm: p-Tropomyosm difference peptlde (Kardami, E. 
( 163) 250) 
Parvalbumin 
Chronic stimulation; CaZ+; (Rabbit muscle) (Klug. G. (152) 
180) 
Penicillin-binding protein 
Bacterial membrane; Photoreactivity; D-La&am; Membrane 
photolabeling; Photocross-linking: Antibiotic; (Escherrchu~ 
co/r/ (Ar$n.V (153)431) 
Pentaphosphate 
Adenylate kmase: Enzyme purification: Clbacron blue-sephar- 
ose; P’ .fS-Di(adenosme-5’): (E. colr) (Blrzu, 0. (I 53) 280) 
Pentose phosphate pathway 
Glucose-h-phosphate dehydrogenase; Hysteretic enzyme; Redox 
modulation; (.4nuc~st1s nidu/unsI (Udvardy. J. (152) 97) 
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Peptide aggregation 
Membrane channel; Alamethicin; Helix dipole; Amphipathic 
helix, Membrane transport (Mathew, M.K. (157) 1) 
Peptide analysis 
Antigen. Lymphocyte; Radiolabeling; 2D gel electrophoresis. 
Electroblottlng: (Spleen) (Reske, K. (159) 153) 
Peptide antibiotic 
Gramicidm S: Gram-negative bacteria: Peptlde synthesis: Struc- 
ture-actlvlty relatlonship (Ando. S. (161) 89) 
Peptide disulfide 
Thioredoxm: Active site. Fluorescent peptlde, Tryptophan 
fluorescence (Klshore. R. (159) 221) 
Peptide folding 
‘H-NMR: RNase S-peptide: Helical structure: Side cham inter- 
actIon (RICO. M. (162)>14) 
Peptide fragment 
Neurotrophic factor: Transferrin. Myogenesis; Thymidme in- 
corporatton. Growth factor (Beach. R.L. (156) 151) 
Peptide hormone-lipid membrane interaction 
Hydrophobic photolabeling, Adrenocorticotropin: Dynorphin; 
Enkephahn: Endorphin. Llposome (Gysin, B (158) 12) 
Peptide mapping 
Malignant hyperthermia; Troponin C; Calmodulin; Trypsin. 
(Pig) (Lo&m. P.A. ( 153) 8 I ) 
Phosphofructo~mase; Phosphorylation; CAMP dependence; 
Protem kmase (Brand. I.A. (154) 65) 
Sterotd hormone receptor, Photoaffinity labehng; Hormone- 
bmdmg domain (Gronemeyer. H. (156) 287) 
Peptide-phospholipid interaction 
CD: ConformatIonal change; ‘H-NMR. Mastoparan: (Wasp 
venom) (HigashlJlma, T. (152) 227) 
Peptide purification 
AtrIal natrmretic factor, Natriuresls; Diuresls (Thibault. G 
(164) 286) 
Peptide regulator 
Neurotensm: Receptor binding; Conformational analysis; 
Energy calculation: (Mast cell) (Podinsh. L.U. (153) 25) 
Peptide structure 
Myosm-S, heavy chain; Connector segment: Protease (Chausse- 
pled, P. (161) 84) 
Peptide substrate 
Vitamm K; Carboxylase, Phosphoserine. y-Carboxyglutamlc 
acid (Rich. D.H. (152) 79) 
Peptide synthesis 
Neo-kyotorphin; Analgesia; Kyotorphin: Hemoglobm: (Bovine 
brain) (KISO, Y. (155) 281) 
Gramlcldm S. Gram-negative bacteria. PeptIde antibIotIc. 
Structure-activity relationship (Ando. S. (161) 89) 
Vasopressm: Hormone Precursor, Neurophysm: Glycopeptlde; 
Hormone intermediate (Gordon-Weeks, R (163) 324) 
Peptide toxicity 
Geographutoxm: Ammo acid sequence, Hydroxyproline, 
/Conus geographus/ (Sate, S. (155) 277) 
Peptide transport 
Redox-sensitive dithiol; Sulfhydryl-dependent transport; (Ger- 
minatmg barley) (Walker Smith. D.J (160) 25) 
Peptidyl transferase 
Aging; Protein synthesis; Elongation: Elongation factor I 
(Gabius. H.-J (160) 115) 
Peptidyltransferase 
Photoaffinity labelmg; Benzophenone derivative; 23 S RNA: 
Cross-lmking; (E co/r ribosome) (Barta. A. (163) 3 19) 
Peptidyltransferase center 
Lycorme: 80 S ribosome: Association constant (Kukhanova, M. 
( i60) 129) 
Percoll 
Endocytosis. Hormone receptor: Insulin: xl-Macroglobulin, 
Lysosome (Ito, F. ( 152) I31 ) 
Perdeuterated uhosubatidvlcholine 
IH-NMR: Mastoparan-2; Membrane-bound conformatIon: 
Physiologlcally active peptide; Transferred NOE (Wakamatsu, 
K. (162) 123) 
Perhydrohistrionicotoxin 
Nlcotinic acetylchohne receptor. Ion channel stereospecificlty: 
Endplate current; NeuromuscularJunction (Splvak. C.E (163) 
189) 
Periodontal disease 
Macrophage. Prostaglandin Ez; Thromboxane Bz: Glucan 
(Abiko. Y. (154) 297) 
Periplasmic protein 
Cytochrome c: Heme protem (Wood. P M. (164) 223) 
123 
Peroxidase 
Infrared spectroscopy; Carbon monoxide; Hydrogen bond, Iso- 
tope effect (Smith. M.L (163) 303) 
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Peroxide 
Erythrocyte membrane; Band 3 protein; Association eqmh 
brlum; Trlton X-100 (Schubert. D (163) 81) 
Peroxisome 
Epoxlde hydrolase: Subcellular dlstributlon (Waechter. F. (158) 
235) 
Peroxygenase reaction 
Cytochrome P450: Camphor monoxygenase; Rapid scanning 
absorption spectroscopy (Wagner. G.C. (156) 244) 
Pertussis toxin 
xi-Adrenoceptor: /$-Adrenoceptor, Glucagon; Ureogenesis: 
Adenylate cyclase. Enzyme regulation (Pushpendran, C.K 
(160) 198) 
cvtoolasmic oH 
P”lani growth regulator; Cell wall acldlfication; cytoplasmlc 
Ca’ +, Membrane potential: Transmembrane ion gradient 
(Brummer. B (IhI) 91 
cytosolic pH 
Neutrophil; cytosohc Mg?‘. Ionophore A23187: cytosohc 
Cal+: Secretion (VIrgIllo. F D (163) 315) 
Internal pH 
3’P-NMR. Muscle contractlon; Energetics. (Smooth muscle, 
Taema caecum) (Vermue. N.A (156) 293) 
intracellular pH 
Bicarbonate, (Pancreatic Islet) (Deleers. M (I 54) 97) 
CaL +: Thymocyte. Antigemc stlmulatlon, Fluorescence micros- 
copy. (2H3 cell) (Rogers, J. (161) 21) 
pH effect 
Myoglobm: Resonance Raman spectroscopy; Ferrous nitrosyl 
myoglobm; (Sperm whale) (Mackm. H.C. (158) 199) 
Membrane dynamics. Prohferation, Fluorescence polarization: 
Protein modlficatlon: Dlphenylhexatrlene: (Leukemic cell) (BII- 
lard. C (158) 129) 
Trls washmg, Chloroplast. Photosystem II; Slgnal IIf. ADRY 
reagent. Kinetics (Yerkes, C T (I 58) 359) 
pH gradient 
Membrane vesicle. Proton translocatlon. ATPase: Vanadate 
sensltlvlty. Nitrate sensltlvlty: AcrIdme orange; (Radish) (De 
Mlchehs. M.1 (162) 85) 
ProtonmotIve force. H ‘-ATPase. ATP synthesis, Cytoplasmlc 
membrane. f.-lnuc:1~.s/r.s n dulrrr~sl (Much]. R (164) 116) 
mitochondrial pH gradient 
Urea synthesis. Dlchloroacctate. Hydroxypyruvate; Metabo- 
lism. CO2 equlhbratlon (Hems, R (160) 255) 
intracellular pH topography 
Fluorescent probe: FluoresceIn: (Yeast cell) (Slavik, J (156) 
727) 
Phage h 
mtraphage DNA. Bromoacetaldehyde. Secondary structure; 
DNA, Bacteriophage h (Shurdov, M A (I 58) 289) 
Phage Mu 
Repressor; ner Protein; DNA-binding assay. Repressor bmdmg 
site (Barlach, S. (157) 119) 
Phage specificity 
tRNA; (Vi&o cholerae) (Ghosh. R K. (162) 177) 
Phagocytosis 
Oxidase activity. Receptor; (Human neutrophll) (Hed. J. (152) 
212) 
5’-Nucleotldase: Enzyme redlstrlbution. Membrane domain 
(Stewart, D.I.H. (156) 329) 
Neutrophil; Neurotensin; Chemotaxis: Cal + extrusion. Inflam- 
matlon (Goldman, R (I 59) 63) 
PhalIoidin 
Actm gelation; Filamm, a-Actmin (Kotehansky. V E (I 53) 3 I I) 
Phase partitioning 
Chloroplast lipid: Lipid asymmetry; Membrane lateral hetero- 
geneity, Thylakold orgamzatlon: Thylakoid subfractlonatlon 
(Gounaris, K. (156) 170) 
Phase transition 
Arrhemus plot discontmuity; Myosm subfragment 1: ATP bind- 
ing; Conformational change: Enzyme kinetics (Biosca. J A 
(153)217) 
Transglutammase. Phospholipld vesicle. Enzyme-phosphohpld 
recombinant. Enzyme Inhibition (F&is, L. (155) I) 
Phaseolin 
Small-angle X-ray scattering; Globuhn; Canavahn. (fhaseolu.~ 
vulgarrs seed) (Plietz, P. (162) 43) 
i phenotype 
p( 1 +_?I-N-Acetylglucosammyltransferase. /j’( l-*6)-N-Acetylg- 
lucosaminyltransferase: Lactose: 1 antigen: (Human serum) 
(.Zleletiskl. J (163) 114) 
Phenoxybenzamine 
Epinephrme; Gonadotroplc hormone; Enzyme mhlbltlon; 
Ornithine decarboxylase: (Testis) (Madhubala, R. (152) 199) 
Phenylalanine activation 
Gramicldm S synthetase; L-Phenylalanme chloromethyl ketone 
(Klttelberger. R (151) 248) 
L-Phenylalanine chloromethyl ketone 
Gramlcidm S synthetase: Phenylalanine activation (Klttel- 
berger, R. ( 15 I) 248) 
Phenylalanyl-tRNA 
Phenyllactyl-tRNA: Cmnamyl-tRNA: Elongation factor Tu; 
Nucleic acid-protein mteractlon (Derwenskus. K.-H. (151) 143) 
Phenylglyoxal 
Rhodanese: Cyamde: Thlosulfate, SuperoxIde radical. Hydro- 
gen peroxlde (Canella, C (162) 180) 
Photosystem II, Herbicide-bmdmg site; Argmine mochficatlon: 
Atrdzme: Diuron (Gardner. G (164) 191) 
Phenylhydrazine 
Reticulocyte. Proteolysls. Puromycin; Hemz body (Damels. 
R S (156) 145) 
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V-Phenylisopropyladenosine 
Fat cell metabolism; Insulin; Catecholamine; Sugar transport 
modulation (Souness, J.E. (153) 103) 
Adenosine: Adenosine receptor; Solubilization; (Rat brain 
membrane) (Nakata, H. (158) 93) 
Glycolys~s: Blood glucose; Adenosme deammase; Insulin sensit- 
Ivity; (Rat soleus muscle) (Espmal, J. (158) 103) 
Phenyllactyl-tRNA 
Phenylalanyl-tRNA; Cinnamyl-tRNA; Elongation factor Tu, 
Nucleic acid-protein mteractlon (Derwenskus, K.-H. (151) 143) 
N-Phenyl-I-naphthylamine 
Calmodulin, Phosphodiesterase; Hydrophobicity; CaZ+ depen- 
dence; ( Tetrahymma pyrijormisl (Inagaki, M. (15 I) 67) 
Pheophytin 
Semiquinone-iron complex; Redox titration; Photosynthesis: 
EPR: Electron donor (Rutherford, A.W. (154) 328) 
Photosystem II: Electron acceptor, Iron-qumone; Triplet state, 
fPhorn&um lammosum) (Atkinson, Y.E. (159) 141) 
Pheophytin anion 
Photosystem II: Fluorescence quenching; Photoaccumulation; 
Emission spectrum (Renger. G. (I 63) 89) 
a-Pheromone 
a-Pheromone-binding protein: Receptor; Agglutmation; (Suc- 
charomyces cerevume) (FuJimura, H. (153) 16) 
a-Pheromone-binding protein 
a-Pheromone; Receptor; Agglutination; (Succharomyces cerew- 
siae) (Fujimura. H. (153) 16) 
PHI 
VIP receptor; Epithelial membrane, Adenylate cyclase; GRF; 
Secretm: (Intestine) (Laburthe, M. (159) 89) 
Phorbol ester 
Ca’ +, Exocytosls, Secretton; Catecholamine; Protein kmase C 
(Knight. D.E (160) 98) 
Trlfluoperazme; Dlacylglycerol; Protein kinase C; Cal+; Platelet 
(Sanchez, A. (164) 43) 
Phorbol myristate 
Phospholipid transmethylatlon; cyclic AMP; Superoxide gene- 
ration; Wheat germ agglutmin (Yagawa, K. (154) 383) 
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Phosphate carrier 
Cardiolipin; Triton X-100: Activation: Reactivation (Mende, P. 
(158) 331) 
Doxorubicin. Proteoliposome: Bromodaunomycin: Mitochon- 
dria (Cheneval, D. (159) 123) 
Phosphate transport 
Mitochondna; Sulfhydryl group; Maleimlde: Spm label (Hous- 
tek, J. (I 54) 185) 
Phosphate uptake 
Cholesterol, Anion transport; Band 3 protein, (Human erythro- 
cyte) (Gregg. V.A. (I 57) 159) 
Phosphatidste 
Muscarimc receptor; Inositol phospholipid, Protein phosphory- 
lation; Secretion; (Avian salt gland) (Fisher. S.K (155) 43) 
Phorbol myristate acetate 
Triphenyltm chloride, Superoxide; Neutrophil; NADPH oxi- 
dase (Matsui, H. ( 164) 25 I) 
Phosphatase 
Protem maturation; Phosphorylation; Enzyme activity; Nucleo- 
lus: (Chinese hamster ovary cell) (Bourbon, H. (155) 218) 
3’-Phosphatase 
5’-Hydroxyl kmase; Chromatin; (Rat liver) (Habraken, Y. (160) 
46) 
Phosphate-binding site 
ATPase, Photoaffinity labeling; 4-Azido-2-nitrophenyl phos- 
phate; lE. co/r) (Pougeols, R. (153) 65) 
Phosphatidic acid 
Ca* + mobilization; cyclic GMP: Acetylcholine; Muscarmic 
receptor: Chromaffin cell (Ohsako. S. (I 52) 62) 
Platelet activation; Platelet-activating factor; Poly-phosphol- 
nositide; Phosphomonoesterase: Phosphomositlde (Mauco. G. 
(153) 361) 
Phosphoinosltol metabohsm; Leukocldm. Toxin actton, (Pseu- 
domonus aerugmosa. Rabbit leukocyte) (Hlrayama. T. (157) 46) 
Phosphatidic acid phosphatase 
Chloroplast envelope; Galactosyltransferase: 
I I 
Phosphatidylcholine 
Lipid diffusion, Fluorescence recovery after photobleachmg. 
Model membrane (Vaz. W L.C. (I 52) 287) 
Phosphatidylserme: Hemagglutmation; Erythrocyte (Kawai. Y. 
(153) 131) 
Fatty acid. Lipid, Singlet oxygen, Luminescence, Luminescence 
quenching (Jr, A.A K. (155) 233) 
Phosphatidylcholine synthesis 
Protein translocation; (Rat hepatocyte) (Pelech, S.L (I 58) 89) 
Phosphatidylinositol 
Cell cycle; G, arrest; Growth control: /Siaccharomyces cerevr- 
siae, Cell division cycle mutant) (Dudam, A K. (I 53) 34) 
Noradrenaline: CaZ ‘. Mg Z+. Plasma membrane (Wallace, M A 
(I 56) 239) 
a-Adrenergic stimulation; Muscarimc agonist, Receptor; (Rat 
parotid) (Lupu. M. (162) 133) 
Phosphatidylinositol metabolism 
cyclic AMP; Protem kinase; Membrane phosphorylation. Poly- 
phosphomositide; Lymphocyte (Sarkadi. B. (152) 195) 
cyclic AMP; Protein kinase; Membrane phosphorylafion. Poly- 
phosphomositide; 24 kDa phosphoprotein (Enyedi. A. (161) 
158) 
Phosphatidylserine 
Hemagglutmation; Erythrocyte; Phosphatidylchohne (Kawai. 
Y. (153) 131) 
Ca2+ uptake; Dextran Induction: Ionophore A23 187; Murexide; 
(Rat peritoneal mast cell) (Sagi-Eisenberg, R. (161) 37) 
126 
Phosphatidylserine<y&hrome c complex 
Cytochrome oxidase vesicle: Redox-hnked proton pump: 
Redox-linked deprotonation, DCCD sensitivity: Redox pulse; 
Proton ejection (MItchelI. P. (151) 167) 
Phosphatidylserine decarboxylase 
Mitochondna: Enzyme locahzatlon: (Rat hver. Mouse liver) 
(Zborowski, J. (157) 179) 
Phosphodiesterase 
Calmodulm. N-Phenyl-1-naphthylamme; Hydrophobicity, 
Caz+ dependence: ( Tefrahymenu pyrformu) (Inagakl. M ( 151) 
67) 
cychc AMP; Calmoduhn, Carbamylcholme: Thyrotropm: (Dog 
thyroid) (Mlot, F (151) 273) 
Calmodulin; Funglcide; Herbicide; Ca* +, (Bovine brain) (Her- 
tel. C (I 52) 44) 
Phosphoenolpyruvate 
Phosphoenolpyruvate carboxykmase: Energy transformation; 
(Brown fat mltochondna) (Drahota. 2. (157) 347) 
Isocltrate dehydrogenase; Phosphorylation: Glyoxylate cycle: 
Malate synthase. Isocltrate lyase; (E cob mutant) (Reeves, H.C. 
(158) 239) 
Protein kmase. Skeletal muscle); Phosphoprotem; Phosphoryla- 
tlon: Regulation (Khandelwal, R L. (162) 127) 
Phosphoenolpyruvate carboxykinase 
Phosphoenolpyruvate. Energy transformation; (Brown fat 
mitochondna) (Drahota. 2. (157) 347) 
Phosphofructokinase 
Pyrophosphateefructose-6-phosphate phosphotransferase, 
Fructose-l ,6-blsphosphatase; Glycolysls; Gluconeogenesis; 
(Castor bean) (Kruger, N.J (153) 409) 
Phosphorylatlon; Peptide mappmg: CAMP dependence: Protein 
kinase (Brand. I.A. (154) 65) 
Antlbody mteraction: (Yeast) (Huse. K. (155) 50) 
Fructose 2.6.blphosphate, Glycolysis; (Human fibroblast) 
(Brunt. P. (159) 39) 
Cal+ effect, Calmoduhn: Myosm hght chain kinase: Calmodu- 
hn-bmdmg protein (Mayr, G.W. (159) 51) 
Fructose 2,6-blphosphate. Glycolysls activation: (Insect flight 
muscle) (Storey. K.B. (161) 265) 
Fructose 2,6-biphosphate: (Jerusalem artichoke, Tuber) (Van 
Schaftmgen. E. (164) 195) 
6-Phosphogluconate 
Rlbulose-1.5.bisphosphate carboxylase; Ca’+ actlvatlon. Oxya- 
man effector (Parry, M A.J. (I 59) 107) 
Phosphoinositide 
Platelet activation, Platelet-activatmg factor, Poly-phosphol- 
nosltide; Phosphatidic acid. Phosphomonoesterase (Mauco. G 
(153) 361) 
Phosphoinositol metabolism 
Phosphatldlc acid, Leukocldm; Toxin actjon; (Pseudomona.s 
aerupmsa, Rabbit leukocyte) (Hirayama. T. (157) 46) 
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Sarcoplasmlc reticulum; Calmodulin, cychc AMP; Phosphory- 
latlon: (Heart) (Chiesl, M. (160) 61) 
Sarcolemma; Ca 2+ channel: Phosphorylation: cychc AMP; 
(Cardiac muscle) (Huggins, J.P. (163) 297) 
Phospholipase A, 
Ammo acid sequence: Conformation predIctIon: Sequence 
homology (Dgkstra. B.W. (164) 25) 
Ormthine decarboxylase; Phospholipase C. Lymphocyte. f Clm 
mdium perfiingens. Nuju na~a venom) (Kuramoto. A ( 15 I ) 
233) 
Phospholipase C 
Ornithine decarboxylase; Phosphohpase AZ: Lymphocyte; 
(Clostr~diurn perfkngens. Nala naja venom i (Kuramoto, A 
(151)233) 
Phospholipid 
Caz+: Protein phosphorylatlon: Neurotoxm (Kuo. J F (I 53) 
183) 
Hemoglobm: Phosphohpld vesicle; Llposome; Encapsulation. 
(Blood) (Gaber. B.P. (153) 285) 
Ca2 + flux, Ionophore A23 187. Erythrocyte (Vldaver, G A 
(155) 117) 
Neutrophll. Depolarlzatlon; Qumacrine; Respiratory burst 
(Tauber. A I. (156) 161) 
Caz + ; Membrane bindmg: Protem kmase; (Liver mlcrosome) 
(Sommarm. M (I 56) 23 I ) 
Phospholamban 
Ontogenesis; Sarcoplasnuc reticulum, Caz + transport, Protem 
kmase: (Cardiac muscle) (Will, H (155) 326) 
Cholesterol, Bile salt: Quasi-elastic light scattering (Somjen. 
G.J (156) 265) 
Red-edge effect; Llposome: Merocyanine dye: Ganghoslde 
GM,, Fluidity (Raudino. A. (159) 43) 
Ca2+. Protem synthesis: Protem kmase. Eukaryotic mltlation 
factor 2: B-Subunit (Schatzman. R.C. (159) 167) 
Fatty acid desaturdse: Acylation: Aging; Ca’+. (Lupm seedlmg) 
(Citharel. B. (161) 251) 
Oleoylamhde; Imoleylamhde: Trlacylglycerol. Arachidomc 
acid: Neutrophll: (Human) (Gil. M.G (162) 151) 
Llpase; Ehle salt, Triglyceride; Enzyme actlvatlon: (Pancreas) 
(Erlanson-Albertsson. C (162) 225) 
Phospholipid-inhibitor interaction 
1.3~/$pGlucan. Callose; Proteolysis: Ca’+; (Soybean) (Kauss. 
H (158) 84) 
Phospholipid methylation 
Epidermal growth factor; Hepatocyte; Liver regeneration, Dan- 
sylcadaverme V.A. (160) 
Phospholipid receptor 
&Endotoxm; Insecticide, Liposome binding; (Bacdius fhur- 
ingiensis var uraelens~s. Mosquito) (Thomas, W.E. ( 154) 362) 
Phospholipid transmethylation 
cyclic AMP; SuperoxIde generatIon; Wheat germ agglutmm. 
Phorbol myristate (Yagawa, K. (154) 383) 
Phospholipid vesicle 
Hemoglobm; Phosphohpid; Liposome; Encapsulation; (Blood) 
(Gaber, B.P. (153) 285) 
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Purple membrane; Light-dark adaptation; Light energy conver- 
sion; Proton pump; i Halobacterium halobium) (Muradin- 
Szweykowska. M. (154) 180) 
Transglutaminase: Phase transitton; Enzyme-phospholipid 
recombinant; Enzyme inhibition (Ftsiis, L. (155) I) 
Uncoupling protem; Reconstitution, Proton translocation; 
Freeze-fracture microscopy; Mitochondria: (Brown adipose tis- 
sue) (Bouillaud, F ( 164) 272) 
Phowhomonoesterase 
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Phosphorylase kmase; cyclic AMP dependence; Protein kmase: 
(Yeast) (Wingender-Drtssen. R (163) 33) 
Phosphorylase a 
Enzyme mhibitton: Enzyme activation; Dimerization; Struc- 
ture-function (Melpidou, A.E. (154) 105) 
Phosphorylase kinase 
CaZ +: Calmoduhn; Epmephrme; Glycogen metabohsm: (Por- 
cine liver) (Nakamura. S. (159) 47) 
Phosphorylase; cychc AMP dependence; Protein kmase. (Yeast) 
(Wingender-Drissen, R. (163) 33) 
Phosphorylated glycopeptide 
Immunological cross-reaction; Variant surface glycoprotein; 
(Trypanosome) (Baltz. T. (I 58) 174) 
Phosphorylation 
Fibronectm; (Growing cell. Qmescent cell) (Ah, I.U. (151) 45) 
cyclic AMP; Isocitrate dehydrogenase; Protein kmase; (Escherr- 
chra co/i. Mutant) (Malloy, P.J. (151) 59) 
Acyl-CoA:cholesterol acyltransferase; Enzyme Regulation: 
Liposome; (Rat liver. Rat intestine) (Suckling, K.E. (15 1) 1 I 1) 
High mobility group-like protein, Interphase: Metaphase 
(Lund, T. (I 52) 163) 
Myosin kinase; Calmodulm: Enzyme regulation; Ca”, 
(Smooth muscle) (Walsh, M.P. (153) 156) 
Hyperthermia: Translation; Ribosome, (Human, Tumor cell) 
(Richter. W.W. (153) 262) 
Phosphofructokmase; Peptide mappmg: CAMP dependence, 
Protein kmase (Brand, I.A. (154) 65) 
Cychc-AMP phosphodiesterase, Guanyl nucleotide; Insulin, 
Guanyl nucleotide regulatory protem; Plasma membrane. (Rat 
liver) (Heyworth, C.M. (154) 87) 
Myosm light chain, Contractihty, (Cardiac muscle) (Sayers, 
S.T. (154) 305) 
Protem maturation: Phosphatase; Enzyme activtty; Nucleolus; 
(Chinese hamster ovary cell) (Bourbon, H. (155) 218) 
Electron transfer; Proton gradient; Membrane topography, 
Microchemiosmosis, Thylakoid (Haraux, F. (155) 248) 
Sarcoplasmic reticulum; Ca*+-ATPase: Energy transduction; 
Water activity; Fluorescence (DuPont. Y. (I 56) 93) 
Macrophage, Myosm: Myosin hght cham: Electrophoresis 
(Trotter. J.A (156) 135) 
Neurotransmitter release: (Bram, Neuron) (Zurgil, N. (156) 
257) 
Branched-chant 2-oxoacid dehydrogenase complex: Enzyme 
purification; Enzyme inactivation; (Bovme kidney cortex) (Law- 
son, R. (I 57) 54) 
Ca2+ sensitivtty; Myosm light chain; Mgz+-ATPase: Myosin 
hght chain kinase; Actm activation; (Smooth muscle) (Cole, 
H.A. (158) 17) 
Isocttrate dehydrogenase: Glyoxylate cycle; Phosphoenolpyru- 
vate; Malate synthase; Isocitrate lyase; (E colt mutant) (Reeves, 
H.C. (158) 239) 
Acyl-CoA:cholesterol acyltransferase; (Rat hver) (Suckhng, 
K.E. (159) 29) 
Plateiet acttvation; Platelet-activatmg factor; Poly-phosphoi- 
nositide, Phosphatidic acid; Phosphoinositide (Mauco, G. (I 53) 
361) 
Phosphonate 
Nuclease NMR, Photo-CIDNP; Protein aromatic residue mter- 
action: (Staphyllococcus) (Cozzone. P.J (I 55) 55) 
N-Phosphonoacetyl-L-aspartate resistance 
Aspartate transcarbamylase: Rudimentary gene; Enzyme over- 
production; Gene amplification; (Drosophila melanogasrer) 
(Giorgi, D (162) 374) 
Phosphopantetheine 
Coenzyme A; Pantothemc acid; Phosphopantothenic acid; 
Enzymtc synthesis; Feedback Inhibition (Shimizu, S. (151) 303) 
Phosphopantothenic acid 
Coenzyme A; Pantothenic acid; Phosphopantetheine: Enzymic 
synthesis; Feedback inhibttion (Shim& S. (151) 303) 
Phosphopeptide pattern 
Protem S6; Secretagog. cyclic AMP; Caz+ stimulation; (Guinea- 
pig parotid gland) (Padel, U. (159) 112) 
Phosphoprotein 
Ribosomal protem; Protein phosphorylation; (Dicfyostelium 
drscoldeum i (Juliani. M.H. (I 54) 400) 
Protein kinase; Phosphoenolpyruvate; Skeletal muscle); Phos- 
phorylation. Regulation (Khandelwal, R.L. (162) 127) 
24 kDa phosphoprotein 
cyclic AMP. Protein kinase; Membrane phosphorylation; Poly- 
phosphomositide; Phosphatidyhnositol metabolism (Enyedi. A. 
(161) 158) 
Phosphoprotein synthesis 
Phosphoserine, (Bone cell, Mouse calvaria) (Gotoh, Y. (154) 
116) 
Phosphorescence 
Lactase; Copper center, Fluorescence (Wynn. R.M. (156) 23) 
Phosphorus depletion 
1.25-dihydroxyvitamin D,: Receptor; Receptor affinity. (Chick, 
Intestine) (Bar. A. (163) 261) 
Phosphorylase 
Hepatocyte; Glucagon: Angiotensin II; cyclic AMP; Gluconeo- 
genesis (Morgan. N.G. (153) 77) 
Cal+: Calmoduhn; Protein kinase (Palfrey, H.C. (157) 183) 
Cyclic AMP dependence: Protein kmase; Glycogen synthase: 




Epidermal growth factor receptor, Harvey virus: Kirsten virus; 
Oncogene: Protein p2 1: Phosphothreonine (Baldwin. G.S. ( 153) 
257) 
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Myosm light cham; Ca’ +: cyclic AMP, Isoelectric focusmg: Ca- 
sem kmase (Singh, T.J. (159) 217) 
Sarcoplasmic reticulum, Phospholamban. Calmoduhn: cychc 
AMP. (Heart) (Chiesi. M. (160) 61) 
Mitochondria, ATPase, Enzyme inhibitor protein; ATP hydrol- 
ysis. Acid-base transition (Husain. 1. (160) 1 IO) 
Branched-chain 2-oxo-acid dehvdrogenase; Trvptic phospho- 
peptide: Phosphorylation site, Phosphorylation-inactivation; 
(Ox kidney) (Lau, K.S (160) 149) 
Mono(ADP-ribosyl)ation: ADP-ribosyltransferase; NAD; cyc- 
hc AMP-dependent protein kinase; Histone (Tanigawa. Y (160) 
217) 
P700, Kmetics, Fluorescence mduction: State transition; Thy- 
lakoid membrane. (Spinach chloroplast) (Haworth, P. (160) 
277) 
transport ATPase: Energy transduction; Water. Sarcoplasmic 
reticulum; Ca’+ (DuPont. Y. (161) 14) 
Protein kmase: Phosphoenolpyruvate. Skeletal muscle): Phos 
phoprotein: Regulation (Khandelwal, R.L. (162) 127) 
Platelet-derived growth factor; Ribosome: (3T3 fibroblast) 
(Wettenhall, R E.H. (162) 171) 
Isocitrate dehydrogenase; Glyoxylate cycle; Isocitrate lyase; 
/ Ac~etohacter calux~cetrcu~ J (Reeves, H.C (163) 265) 
Phospholamban. Sarcolemma: CaL + channel; cychc AMP; 
(Cardiac muscle) (Huggins, J P (163) 297) 
Phosuhorvlation inactivation 
Branchedcham 2-oxo-acid dehydrogenase; Phosphorylation: 
Tryptic phosphopeptide. Phosphorylation site: (Ox kidney) 
(Lair. K.S. (160) 149) 
Phosphorylation potential 
H ‘-ATPase; Protonmotive force; Anaerobtosts. Stoichiometry; 
(Eschrrichru cd11 (Kashket. E R (154) 343) 
Phosphorylation site 
Branched-chain 2-oxo-acid dehydrogenase, Phosphorylation; 
Tryptic phosphopeptide; Phosphorylation mactivation. (Ox kid- 
ney) (Lau, K.S (160) 149) 
Casem kmase-2; Protem kmase: Protein phosphorylation: 
Polyglutamate, Enzyme inhibitor (Meggio, F. (162) 235) 
Branched-chain 2-oxoacid dehydrogenase complex; Ammo acid 
sequence: (Bovme kidney cortex) (Cook, K.G. (164) 47) 
Phosphoserine 
Vitamin K: Carboxylase; Peptide substrate, y-Carboxyglutamic 
acid (Rich. D H ( 152) 79) 
Phosphoprotein synthesis: (Bone cell. Mouse calvaria) (Gotoh, 
Y (154) 116) 
3-Phosphoshikimate l-carhoxyvinyltransferase 
Glyphosate; Enzyme mhibition: Herbicide tolerance, Growth 
adaptation (Amrhein. N (157) 191) 
Phosphothreonine 
Epidermal growth factor receptor; Harvey virus; Kirsten virus; 
Oncogene. Protem ~21: Phosphotyrosine (Baldwin. G.S. (153) 
257) 
Phosphotyrosine phosphatase 
Insulin receptor: Tyrosme protem kinase: Actin: Vanadate 
(Machicao. F. (163) 76) 
Phosvitin 
Acetylcholine receptor; Monoclonal antibody: Antigenic deter- 
minant (Pizztghella, S. (159) 246) 
Photoaccumulation 
Photosystem II; Fluorescence quenching; Pheophytm amon. 
Emission spectrum (Renger, G. (163) 89) 
Photoaffinity label 
;s-Aminobutyric acid receptor; Musctmol; Benzodiazepme 
receptor; Flumtrazepam; (Rat cerebellum) (Asdno, T. (I 51) 277) 
Cytochrome b,-f complex; Electron-transport; Inhibitor; Plasto- 
quinone; Rieske Fe-S protein: Cytochrome h, (Oettmeier. W 
(155) 241) 
Photoaffinity labeling 
ATPase; Phosphate-binding site, 4-Azido-2-nitrophenyl phos- 
phate, (E colz i (Pougeois. R ( 153) 65) 
ATP; y-p-Azidoamhde. Arylazide; Quinone dumme interme- 
diate (Badashkeyeva. A.G. (155) 263) 
Steroid hormone receptor; Peptide mappmg: Hormone-bindmg 
domain (Gronemeyer. H. ( 156) 287) 
R-Azido-ATP; Actm (Huang. C.-K. (159) 145) 
ATPase, Chloroplast: 3’-0-(4-9enzoyl)benzoyladenosme 5’. 
diphosphate (Bar-Zvi. D. (160) 233) 
Insulin receptor; Histocompatibility antigen; Monoclonal anti- 
body, lmmunoprecipitation (Chvatchko, Y. (163) 207) 
Benzophenone derivative, 23 S RNA; Cross-lmkmg; Peptidyl- 
transferase: (E. CO/J ribosome) (Barta, A. (163) 319) 
Adipocyte: Glucose transporter; Insulm (Horuk. R. (164) 261) 
Photochemical modification 
Transhydrogenase; NAP-taurine: Topography, Proteohposome 
(Penmngton. R M (164) 345) 
Photo-CIDNP 
Nuckdse NMR; Phosphonate. Protein aromatic residue interac- 
tion; (Staphytlococcus) (Cozzone, P J. (155) 55) 
Epidermal growth factor, ‘H-NMR: Aromatic residue. Protein 
dynamics (De Marco. A. (159) 201) 
Photoconversion 
Rhodopsm; Liquid helium temperature irradiation: Hypsorho- 
dopsm (Yoshizdwa, T. (163) 165) 
Photucross-linking 
tRNA photoreactive derivative; Affinity labeling; Ribosome, 
tRNA-binding site, Ribosomal protem (Babkma. G.T (153) 
303) 
Bacterial membrane, Pemcilhn-binding protem: Photoreacti- 
vity; B-Lactam: Membrane photolabelmg: Antibiotic; (Escher-r- 
chu coli) (Aran, V. (153) 431) 
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Photocycle 
Bacterlorhodopsin; Picosecond laser photolysis; Nanosecond 
laser photolysis, Proton pumping; Absorption spectrum 
(Kobayashi. T. (162) 197) 
Photooxidation 
Cyanobacterium, Nitrogenase; Oxygen; Catalase; Superoxide 
dismutase (Mackey. E.J. (156) 108) 
Blue oxidase; Copper emission; Carbohydrate (Avighano. L. 
(163) 274) 
Photophosphorylation inhibitor 
Chloroplast; Thylakoid membrane; Hypotonic treatment; 
Immoblhzed enzyme: Occluded nucleotlde; Diffusion control 
(Aflalo. C. (154) 175) 
Photoreactivity 
Bacterlal membrane, Pemcillin-bindmg protein; &Lactam; 
Membrane photolabeling; Photocross-linking, Antibiotic; 
(Ewherlchia colr) (A&n, V. (153) 43 1) 
Photorespiration 
Chloroplast; Chloroplast membrane; Glycolate transport; N- 
Ethylmalelmlde inhibition: Glycerate/glyoxylate mhibltlon 
(Ho&z. K.T (154) 339) 
Photosynthesis 
Oxygen evolution; Membrane protem; Photosystem II; Chlor- 
oplast (Yamamoto. Ya. (151) 49) 
Fluorescence yield, Kinetics; Plastoquinone; Two-electron gate; 
Semlquinone (Robinson, H.H. (153) 221) 
Chloroplast: Electrochromlsm; Carbon dioxide; Energization 
(Garab. G (154) 323) 
Pheophytm: Semiqumone-Iron complex; Redox titration; EPR; 
Electron donor (Rutherford, A.W. (154) 328) 
Bicarbonate transport; Transport kinetics; Carbon dioxide; 
(C/&m~&monasl (Spaldmg. M.H. (154) 335) 
CaZ + InhIbitIon; Photosystem II; Chlorophyll fluorescence; 
(Anac_vslrs nidulans, Cyanobacteria) (Brand, J.J. (155) 120) 
Picosecond spectroscopy; Reaction center; Photosynthetic bac- 
teria (Klrmaier, C. (158) 73) 
Reconstitution; Oxygen evolution, Water splitting; Thylakoid 
protein; Photosystem II (Fukutaka, E. (158) 217) 
Glycerate kmase; Resplratlon; Polyethylene glycol fractiona- 
tion; (Spmaceu oleracea L.) (Kleczkowski, L.A. (158) 313) 
Primary reaction; Photosystem II; Fluorescence; Charge recom- 
bination. Luminescence; Energy transfer (Breton, J. (159) 1) 
Heterocyst; Cytochromef: Cytochrome c-553; Plastocyanin; 
Electron transfer; ( Anabaena) (Houchms, J.P. (159) 267) 
Chlorophyll fluorescence: Induction curve: Kinetics; Membrane 
orgamzatlon; Structural heterogeneity (Hodges, M. (160) 177) 
ATP synthesis; Chemiosmosis; Chromatophore; Uncoupler 
(Cotton, N.P.J. (161) 93) 
2D Fourier transform NMR: Plastocyamn: Electron transport; 
Histldine; Copper hgand (KoJiro, C.L. (162) 52) 
Cytochrome c,; Photosynthetic bacteria; (Chromarium vinosum) 
(Gaul, D.F. (162) 69) 
Chloroplast. Protem phosphorylation; Thylakold; Photosystem 
II: Chlorophyll fluorescence (Horton, P. (162) 81) 
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Thylakold lipid; Photosystem II; Oxygen evolution. Trlton X- 
100 fragmentation; Lipid content (Gounans, K. (163) 230) 
33-kDa polypeptide; Oxygen evolution; Photosystem II; (Spm- 
ach chloroplast) (Mlyao. M. (164) 375) 
Photosynthetic mutant 
Chlorophyll fluorescence: Chlororesplration; Ionophore; Cou- 
pling site; (Chlum~domonas reinhardtii) (Bennoun. P. (156) 363) 
Photosynthetic bacteria 
Nitrogen fixation, Nitrogenase; Enzyme regulation; Guanosine 
tetraphosphate; Stringent control; (Rhodopseudomonusi 
(Zumft. W.G. (154) 121) 
Photosynthesis: Picosecond spectroscopy; Reaction center (Klr- 
maier. C. (158) 73) 
Cytochrome cl: Photosynthesis; (Chromatium vinosum) (Gaul. 
D.F (162) 69) 
Photosystem I 
Time-resolved spectroscopy; (Synechococcus liwdus) (Furrer, 
R. (153) 399) 
Heterocyst; Reconstitution; Cytochrome; Plastocyanin; (Ana- 
baena) (Hawkesford. M J. (159) 262) 
Photosystem II 
Oxygen evolution; Membrane protein, Chloroplast; Photosyn- 
thesis (Yamamoto, Ya. (151) 49) 
Oxygen evolution, Hydroxylamine derivative; Hydrazme deri- 
vative; Chloroplast; (Spinach) (Radmer. R. (152) 39) 
Cytochrome c,: Cytochrome b; Reconstitution (Lam, E (152) 
89) 
Electron-transfer inhibition: Reaction center; EPR (Ghanotak- 
IS. D.F. (153) 231) 
Photosynthesis; Ca * + inhibition; Chlorophyll fluorescence. 
(Anacystis nrdulans. Cyanobacteria) (Brand, J.J. (155) 120) 
Phycobihsome, Oxygen evolution; Light-harvestmg antenna; 
(Porphyrldium cruenfum, Red alga) (Clement-Metral, J.D. (156) 
185) 
Triplet state; ADMR. ESR; Absorbance difference spectros- 
copy (Den Blanken, H.J. (157) 21) 
Reconstitution; Oxygen evolution; Photosynthesis, Water split- 
ting: Thylakoid protein (Fukutaka. E. (158) 2 17) 
Tris washing; Chloroplast; Signal IIf; pH effect: ADRY reagent; 
Kinetics (Yerkes, C.T. (158) 359) 
Photosynthesis; Pnmary reaction, Fluorescence: Charge recom- 
bination; Luminescence; Energy transfer (Breton, J. (159) 1) 
Electron acceptor; Iron-qumone; Pheophytm: Triplet state; 
(Phorrmdium laminosum) (Atkinson. Y.E. (159) 141) 
Oxygen evolution; P680+; Cytochrome b-559: Signal II,,; 
Chloroplast (Ford, R.C. (160) 159) 
Photosynthesis; Chloroplast; Protein phosphorylation; Thylak- 
oid; Chlorophyll fluorescence (Horton, P. (162) 81) 
Oxygen evolution: Amine mhlblton; Cl-; Bridging ligand, Signal 
II,(Sandusky, P.O. (162) 339) 
Fluorescence quenching; Pheophytin anion; Photoaccumula- 
tion; Emission spectrum (Renger, G. (163) 89) 
Thylakoid lipid. Oxygen evolution: Triton X-100 fragmen- 
tation. Lipld content, Photosynthesis (Gounans. K. (163) 230) 
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Herbtctde-bmdmg site: Argmine modtfication; Phenylglyoxal; 
Atrazine; Diuron (Gardner, G. (164) 191) 
Oxygen evolutton; Salt washing, EPR, Mn-binding; 33-kDa 
protein (Ono, T -A. (164) 255) 
33-kDa polypeptide, Oxygen evolutton: Photosynthesis: (Spm- 
ach chloroplast) (Mtyao. M. (164) 375) 
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Phycobthsome; C-phycocyamn: Absorptton amsotropy: Energy 
transfer, (Sjnechococcus 6301) (Gtllbro, T (I 62) 64) 
Pigment complex 
Phototrophtc bacteria; Light-dependent control: Oxygen-depen- 
dent control; ( Rhodopseudomonus sphueroldes J (Arnhetm. K 
(162) 61) 
Pigment-protein complex 
Bacteriochlorophyll. Regulatton; (Rhodop.seudomonus up.tu- 
/ata/ (Dierstein. R (160) 381) 
Bacterial photosynthests. Reactton center; Reaction center pro- 
tein, Proteolysts, (Rhodospirrllum ruhrum 1 (Gimenez-Gallego. 
G. (162) 91) 
Pilin 
Amino acid sequence; Hydrophthctty Index: Secondary struc- 
ture predtction; (Pseudomonas aeruginosa) (Sastry. P.A (15 I ) 
253) 
Amino actd sequence; Ovme footrot: (Bacreroule.t nodo.ws) 
(McKern. N.M (164) 149) 
Planar membrane 
Membrane reconstitutton; Vestcle spreading: Surface pressure, 
Smgle-channel conductance. Membrane tension (Schuerholz, T 
(152) 187) 
Plant growth regulator 
Absctsic acid; Monoclonal antibody; Radtotmmunoassay (Mer- 
tens. R. (160) 269) 
Ceh wah actdificdtion, cytoplasmic Ca2+; cytoplasmtc pH, 
Membrane potential: Transmembrane ton gradtent (Brummer, 
B. (161) 9) 
Plasma desorption mass spectrometry 
Molecular mass determination; Mass spectrometry (Kamensky. 
I (155) 113) 
Plasma-induced leakage 
Drug delivery: Modified liposome; Lipid transfer: Blood clear- 
ance; Tissue uptake (Bali, A. (154) 373) 
Plasma membrane 
Cyclic-AMP phosphodtesterase; Guanyl nucleottde. Insuhn: 
Phosphorylatton: Guanyl nucleottde regulatory protein: (Rat 
liver) (Heyworth, C.M. (154) 87) 
Differenttation; Cell adhesion; Cell sorting, Glycoprotem syn- 
thesis; (Dictyosrehum discoldeum) (Khnzh, M ( 155) 353) 
ATPase. Proton transport; Enzyme regulation: Enzyme mter- 
conversion, (Yeast) (Serrano, R. (156) 11) 
Noradrenaline; Phosphatidylinositol; CaL+: Mg> + (Wallace. 
M.A. (156)239) 
5’.Nucleotidase; Cholesterol: Lipid-protem mteraction (Whet- 
ton. A.D. (157) 70) 
Cholera toxin, Adenylate cyclase: GDP; ADP-ribosylatton, 
(Liver) (Shimada. N (159) 75) 
Cytochrome b-561: Secretory granule; Chromafhn granule: 
Dehydrogenase, Anttmycin: Spectral shift (Malviya, A N. (160) 
153) 
Glutathione, Thiol oxidase, +Zilutamyl transferase. (Tubular 
epithelium. Renal cell) (Mold&s, P. (162) 411) 
Phototrophic bacteria 
Bacteriochlorophyll synthesis, Exogenous nucleotide; Growth 
Inhibition (Montesinos. E. (154) 196) 
Pigment complex. Light-dependent control; Oxygen-dependent 
control: / Rhodopseudomonus sphuerordes) (Arnheim. K. ( 162) 
61) 
Phycobilisome 
Bihprotein; Fluorescence; Trypsm. (Grrfithsiu mom/u, Rhodo- 
phyta) (Hiller, R G. (156) 180) 
Photosystem II: Oxygen evolution; Light-harvesting antenna; 
(Porphyridium c’ruenfum, Red alga) (Clement-Metral, J.D. (156) 
185) 
C-phycocyamn; Absorptton amsotropy; Ptcosecond spectros- 
copy; Energy transfer, (Swechococcus 6301) (Gillbro, T. (162) 
64) 
C-phycocyanin 
Phycobihsome. Absorption amsotropy: Picosecond spectros- 
copy; Energy transfer; (Synechococcus 6301) (Gillbro, T. (162) 
64) 
Phylogeny 
5 S rRNA; Nucleottde sequence; Secondary structure; (Asci- 
dtan, Hulocwthia roretzr) (Kumazakt. T. (155) 81) 
Ferredoxm, Ammo acid sequence: Archaebacteria; Cysteine dts- 
trtbutton; ~Thrrmopkusmu ucrdophdum) (Wakabayasht, S. (162) 
21) 
Physiologically active peptide 
‘H-NMR; Mastoparan-X, Membrane-bound conformation; 
Perdeuterated phosphatidylchohne: Transferred NOE (Waka- 
matsu. K. (162) 123) 
pl change 
Brush-border enzyme; lsoelectrtc focusmg; Sialic actd; Postnatal 
development: (Rat small mtestme) (Kraml. J. (151) 193) 
Picornavirus 
Encephalomyocarditts virus; Translation; Post-translattonal 
processing; Polyprotem: Cleavage map (Kazachkov. Yu.A. 
(154) 161) 
Foot-and-mouth disease vtrus: Antigemc variation; Synthetic 
pepttde: Structural model (Clarke, B.E. (157) 261) 
Picosecond laser photolysis 
Bactertorhodopsm; Photocycle; Nanosecond laser photolysts: 
Proton pumpmg. Absorption spectrum (Kobayashi, T. (162) 
197) 
Picosecond spectroscopy 
Photosynthesis; Reaction center; Photosynthetic bacteria (Ktr- 
maier. C. (158) 73) 
Reaction center: Electron transfer; Bactertochlorophyll; Bacter- 
iopheophytm (Shuvalov, V.A (160) 51) 
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Ca’ + translocase; ATPase; Sulfhydryl group; Glutathione; 
(Liver) (Bellomo, G. (163) 136) 
Glycoprotein; Dipeptidylaminopeptidase IV; Intramolecular 
heterogeneous turnover; D-Mannose; D-Glucosamine (Volk, 
B.A (163) 150) 
Plasmid 
Citrate synthase: IEscherrchia coli) (Robinson, MS. (154) 51) 
&Endotoxin; Toxin gene, Plasmid curing; Insecticide; (Bacillus 
thuringierws var. israelensrs) (Ward. E.S. (158) 45) 
Ti plasmid 
Asparagmopine; Glutammopine: Crown-gall tumor; (Agrobac- 
lerium tume/Lzclensi (Chang. C-C. (162) 432) 
Plasmid curing 
B-Endotoxm: Toxin gene; Plasmid: Insecticide; (Bacrllus thur- 
mgiensis var ~sraelensis) (Ward, ES. (158) 45) 
( Thermus thrrmophrlus. Thermusflavus) (Vasquez, C. (158) 339) 
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Chloroplast; Cytochrome b; Electron transfer: Ferredoxm 
(O’Keefe. D.P. (162) 349) 
Platelet 
Trifluoperazine. Phorbol ester; Diacylglycerol: Protein kinase 
C: CaZ + (Sanchez, A. ( 164) 43) 
Platelet activation 
Platelet-activatmg factor; Poly-phosphoinositide; Phosphatidic 
acid; Phosphomonoesterase; Phosphoinositide (Mauco, G 
(153) 361) 
Platelet-activating factor 
Platelet activation, Poly-phosphoinositide; Phosphatidic acid; 
Phosphomonoesterase: Phosphomositide (Mauco. G. (153) 361) 
Calmodulin antagonist; W7: W5; Trifluoperazme: Platelet 
aggregation (Levy, J.V. (I 54) 262) 
Macrophage; Prostanoid; Superoxide; Spreadmg; Calmodulin 
antagomst: W-7 (Hartung. H.-P. (160) 209) 
Plasmin 
Translation inhtbition: Transcription inhibition; Transcrtptton- 
translation coupling; (Bovine semmal plasma) (Rao. V.N. (152) 
6) 
Plasmin digestion 
Growth hormone: Monoclonal antibody; Radioimmunoassay: 
Immunological epitope; (Human) (Walhs. M. (159) 241) 
al-Plasmin inhibitor 
Fibrin; Factor XIII; Transglutammase; Cross-hnking; Gluta- 
mine substrate (Ichinose, A. (153) 369) 
Plasminogen 
Kringle 4; NMR: (Human) (Trexler. M. (154) 311) 
Plasminogen activator 
Chymotrypsm; Trypsin; Computer modeling; Sequence align- 
ment, ,&Structure formation: Urokinase (StraBburger. W. (157) 
219) 
Synthetic fluorogemc substrate: 3-Amino-9-ethylcarbazole: Se- 
rum substitute: (BHK 21 C 13 cell) (Obrenovitch, A. (157) 265) 
Plasmoidal lysate 
Hybrid selection; mRNA: mRNA purification; Poly(A)+ 
mRNA; (Physurum) (Cox. R.A. (I 55) 73) 
Plastocyanin 
Heterocyst: Photosystem I; Reconstitution; Cytochrome; (Ana- 
baenu) (Hawkesford, M.J. (159) 262) 
Heterocyst; Cytochrome f; Cytochrome c-553; Photosynthesis; 
Electron transfer: f Anabuena) (Houchins. J.P. (159) 267) 
2D Fourier transform NMR: Electron transport; Photosynthe- 
SIS; Histidine: Copper ligand (Kojiro. C.L. (162) 52) 
Plastoquinone 
Photosynthesis; Fluorescence yield; Kinetics; Two-electron gate, 
Semiqumone (Robinson, H.H. (153) 221) 
Photoaffinity label; Cytochrome b,-f complex; Electron-trans- 
port; Inhibitor; Rieske Fe-S protein; Cytochrome b6 (Oettmeier, 
W.(155)241) 
Reductton potential; Methoxy-l.4-benzoquinone; Ubiquinone; 
Menaquinone (Prince, R.C. (160) 273) 
Platelet aggregation 
Platelet-activating factor: Calmoduhn antagonist; W7: W5: 
Trifluoperazine (Levy, J.V. (154) 262) - 
Monoclonal antibody; Leukemia, Ca*+ (Boucheix, C. (161) 
289) 
Collagen; Thrombin; I-O-)Alkyl-2-acetyl-sn-glyceryl-3-phos- 
phorylcholine; Lysophosphatidic acid; Desensittzation (Hallam. 
T.J. (162) 142) 
Vasopressin; Adenylate cyclase: Receptor (Vanderwel, M. (164) 
340) 
Platelet contractile protein 
Calmoduhn; Calmoduhn-binding protein; Actin bmding; 
Smooth muscle contractton; Flip-flop mechanism (Kakiuchi, R. 
(154) 351) 
Platelet-derived growth factor 
Protein phosphorylation: S6 protein; Ribosomal protein (Nishi- 
mura, J. ( 156) 130) 
Ribosome; Phosphorylation; (3T3 fibroblast) (Wettenhall, 
R.E.H. (162) 171) 
Platinum reagent 
Affinity modtfication: Cross-linking; Oligonucleotide (Vlassov, 
V.V. (162) 286) 
Platinum(Il) complex 
Liqmd crystalline mtcrophase; DNA; Secondary structure (Aki- 
menko, N. (156) 58) 
Pleomorphism 
Growth hormone; Prolactin; Immunochemistry; Electrophore- 
sis; (Human pituitary) (Meuris, S. (154) I1 I) 
PN ZOO-110 
d-cis-Diltiazem; Target size; Ca* + channel; Molecular mass; 
(Skeletal muscle) (Gall, A. (157) 63) 
Polarization 
Tubulin; Colchicme; Fluorescence: Bindmg parameter; (Brain) 
(Choudhury, G.G. (161) 55) 
Poliovirus 
Interferon; Protein synthesis; Z-5’ A synthetase: RNA degrada- 
tion (Muiioz. A. (160) 87) 
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PoIy(A) 
Beet necrotic yellow vein virus; Tobacco virus: RNA; Cap 
structure (Putz. C. (I 56) 41) 
Poly(A)-binding protein 
Cytoplasmic repression. mRNA translation: Messenger sup- 
pression, Protem synthesis: (Duck erythroblast) (Akhayat. 0. 
(162) 25) 
Poly(A) * mRNA 
Plasmoidal lysate: Hybrid selection; mRNA. mRNA purifica- 
tion, (Phr.yurunl) (Cox, R.A. (155) 73) 
Poly(A) polymerase 
Poly(A)’ RNA; Auxm: Gibberellic acid; (Pea epicotyl) (Berry, 
M (154) 139) 
Poly(A)-protein 
Messenger rtbonucleoprotein, 48 S mltiation complex (Schmid, 
H-P (157) 105) 
Poly(A) + RNA 
maternal mRNA; Repetitive sequence; MicroinJection; Oocyte; 
Maturation; Annulate lamella; (Amphibtan) (Shiokawa. K. 
(151) 179) 
Poly(A) polymerase, Auxin. Gibberelhc acid; (Pea epicotyl) 
(Berry. M. (154) 139) 
Polyadenylic acid 
Laser scission; Complementary complex; Chromophore exctta- 
tion, Dansylnonathymidylate derivative: Light-Induced diffu- 
sion (Benimetskaya. L.Z. (163) 144) 
Polyamine 
Spermidine synthesis, Aminopropyltransferase; Reaction 
mechanism; Bacterial growth (Pegg. A E. (155) 192) 
Polyarginyl effector 
Protein kmase; Casem kinase: Protem phosphorylation: Auto- 
phosphorylation. (Polyamme) (Meggto. F. (160) 203) 
Polybromobiphenyl 
Porphyria; Uroporphyrin; Aminolevulimc acid; (Chick embryo 
hver) (Sinclair. P.R (I 52) 217) 
Polyld(A-T)) 
Base-base Interaction; Watson-Crick base-pair; Hoogsteen bas- 
e-pair ( RaJagopalan. M (159) 285) 
Poly(dG-dC) Li salt 




Casem kinase-2; Protein kmase: Protem phosphorylatton; Phos- 
phorylation site: Enzyme inhtbttor (Meggio, F. (162) 235) 
POIY(I)poIY(C) 
Encephalomyocarditis virus. 2’,5’-Ohgo synthetase: Sponta- 
neous tumor; Enzyme induction: (C,H mouse) (Galaktidou, G. 
(164) 161) 
Polymerization 
Tubulin; Acetylation; Lysine; Colchicme binding, Conformatio- 
nal change (Dasgupta, D. (152) 101) 
Actm-anttbody interaction; Chemical modification: Antigemc 
site(Benyamin,Y. (160)41) 
Polymixin 
Polypeptide antibiotic; Gramictdin, Guanosme tetraphosphate 
(Cortay, J -C (I 57) 307) 
Poly(dG-dC).poly(dG-dC) 
DNA methvlation: 4-Nttroqumohne l-oxide; DNA (cytosine-5-) 
methyhransferdse: Chemical carcmogen; (Brain) (Pfohl-Lesz- 
kowtcz. A (163) 85) 
Polyethylene glycol 
Fusogen: Membrane structure; Spm label; ESR (Surewicz. 
W K. (151) 228) 
Polyethylene glycol fractionation 
Glycerate kinase; Respiration; Photosynthesis: (Spznacen olera- 
tea L.) (Kleczkowski. L.A. (158) 313) 
Polymorphism 
C4d; Amino acid sequence, (Human serum) (Chakravarti. D.N 
(I 54) 387) 
Polymorphonuclear leukocyte 
Respiratory burst: Oxygen affinity; Chemotactic peptide: Cyto- 
chaiasin B (Edwards. SW. (161) 60) 
Polymyxin B 
Compound 48/80; Membrane permeabthty; Liposome: Ion-se- 
lective electrode: K+ marker (Katsu. T. (151) 219) 
Polypeptide 
Growth factor; Adipocyte precursor: (Pituitary) (Lau. D.C.W 
(153) 395) 
33-kDa polypeptide 
Oxygen evolution. Photosystem II; Photosynthesis: (Spinach 
chloroplast) (Miyao. M (164) 375) 
Polypeptide antibiotic 
Polymixin, Gramictdin; Guanosme tetraphosphate (Cortay. J 
c. (157) 307) 
Polypeptide synthesis 
Exonuclease V: Zubay system, recB Mutant: DNA, (E co/r) 
(Jackson. M. (163) 221) 
Polyphasic kinetics 
Acidic phosphohpid; Mitochondnal membrane (Speck, S.H. 
(164) 379) 
Polyphenol oxidase 
Rtfamycin B oxidase. Antibiotic; Rifamycin (Han. M.H. (151) 
36) 
Catechol oxidation. Quinone formation: Tanning mechanism, 
Quinone methide generation; Arylation; (Insect cuticle) (Sugu- 
maran. M (155) 65) 
Polyphenylalanine synthesis 
Archaebacteria: Elongation factor, Ribosome specificity; ( Ther- 
moplasma acidophdum, Methanococcus vannielir) (Khnk, F 
(155) 173) 
Polyphosphoinositide 
cycbc AMP, Protein kinase, Membrane phosphorylation: Phos- 
phatidylinositol metabolism; Lymphocyte (Sarkadi, B (152) 
195) 
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Platelet actlvatlon. Platelet-activating factor; Phosphatidic acid; 
Phosphomonoesterase; Phosphomosltide (Mauco, G. (153) 361) 
cyclic AMP; Protein kinase; Membrane phosphorylatlon; Phos- 
phatidyhnositol metabolism; 24 kDa phosphoprotein (Enyedi, 
A. (161) 158) 
Caz+mobilization; Formylmethionylleucylphenylalanine; Neu- 
trophll; (Rabbit) (Yano. K. (161) 296) 
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Polyprenol 
Heptaprenyl pyrophosphate synthetase; Polyprenyl pyrophos- 
phate; Prenyltransferase; (Bacillus subfilis) (Fujii, H. (161) 257) 
Polyprenyl pyrophosphate 
Heptaprenyl pyrophosphate synthetase; Prenyltransferase; 
Polyprenol. (Bacillus subfrlis) (FUJII. H. (161) 257) 
Polyprotein 
Plcornavirus: Encephalomyocarditls virus; Translation, Post- 
translational processing; Cleavage map (Kazachkov, Yu.A. 
(154) 161) 
Polyrihosome 
Histone synthesis: (Mqurnus /ossdis) (Strelkov. L.A. (155) 
296) 
Polyribosome binding 
Iodmation; Messenger ribonucleoprotein; Translation (Butcher, 
P.D. (153) 119) 
Polysaccharide resin 
Llgand bindmg. I-Cyano-4-dlmethylammopyrldinium tetraf- 
luoroborate (Kohn, J. (154) 209) 
Polysialoganglioside 
Chorlocarcmoma, Chromatography; (Human, BeWo cell) 
(Friedman. S.J (152) 175) 
Polysome 
Bottromycin; Acceptor site; Protein synthesis; Aminoacyl- 
tRNA (Otaka, T. (153) 53) 
Membrane binding; Protein syntheses; Immunopreclpitation; 
Tubuhn (Barahona, I. ( 158) 27 1) 
Poly(U) misreading 
Translation accuracy: isoacceptor tRNALeu; Aminoacyl-tRNA 
competltlon (El’skaya. A.V. (164) 93) 
Polyurethane foam 
Cell Immobdization; Secondary metabohte production, Cell dif- 
ferentlation: (C’U~SICUI)~ fiute.wx~ Mill., Daucus carofa L.) 
(Lindsey, K. (155) 143) 
Pore size 
Glycophorm; Dloleoylphosphatidylcholine; Lipid vesicle; 
Bilayer permeabdlty (Van Hoogevest. P. (157) 41) 
Porin 
Pro-OmpC protein; Ammo acid sequence; OmpC gene; Pro- 
moter region; DNA sequence; (Escherichia coli) (Mizuno, T. 
(151) 159) 
Porpbobilinogen synthase 
Succmylacetone. Heme: Cytochrome P450. &AmmoIevuhnate 
synthase: Tyrosmemia. (Hepatocyte culture) (Giger, U. (153) 
335) 
Porphyria 
Uroporphyrin; Polybromobiphenyl; Ammolevulimc acid; 
(Chick embryo liver) (Sinclair, P R. (152) 217) 
Heme: N-Methylprotoporphyrin; 5-Ammolevulinic acid syn- 
thase; 3,5-Diethoxycarbonyl-l,4-dihydrocollidine: (Liver) (De 
Matteis, F. ( 159) 127) 
Positional specificity 
Lipoxygenase; Reticulocyte; l5-Hydroperoxy~cosatetraenolc 
acid; l2-Hydroperoxyicosatetraenoic acid; Arachldonic acid 
(Kiihn. H. (I 53) 353) 
Postnatal development 
Brush-border enzyme; Isoelectric focusing: pl change; Sialic 
acid, (Rat small Intestine) (Kraml. J. (151) 193) 
Post-transcriptional regulation 
Endoribonuclease VI; Development; Transcription inhibitor: 
Translation inhibitor; (ArfemiaI (Quintanilla. M. (155) 93) 
Post-translational modification 
Simian virus 40, Cell fractionation: Protem acylatlon: Mem- 
brane-protein association; large T antigen (Klockmann, U. 
(151) 257) 
Post-translational processing 
Picornawrus, Encephalomyocarditis virus; Translation; Poly- 
protein; Cleavage map (Kazachkov, Yu.A. (154) 161) 
Post-translocation state 
Electron microscopy; Ribosome; Subunit orientation; Pre- 
translocation state (Vasiliev. V.D. (I 55) 167) 
Potato spindle tuber viroid 
U3B snRNA; Sequence homology (KISS. T (163) 217) 
PlJ+ 
Ion transport: Hypoglycemic sulfonylurea; Llposome (Deleers. 
M. (151) 269) 
Precursor protein 
Haptoglobin: Cell-free translation; Signal sequence (Chow, V 
(153) 275) 
Preferential oxidation 
Respiration; Glycme oxidation; Substrafe competition; Mifo- 
chondruz. (Pisum safivum) (Dry, I.B. (158) 154) 
Pregnancy 
Epidermal growth factor; Growth; Differentiation; Milk protem 
synthesis; (Mouse mammary gland) (Taketam, Yu. (152) 256) 
Pre-melting shift 
NMR; Hydrogen bond length (Glessner-Prettre, C (153) 329) 
Prenyltransferase 
Heptaprenyl pyrophosphate synthetase. Polyprenyl pyrophos- 
phate; Polyprenol; (BaciNu.7 subfilis) (Fujri. H. (161) 257) 
Pre-penicillinase 
Globomvcin: Lmid moddication: Sumal ueutidase: /Bucrllus 
IicheniJo~mis, E.&herichra coli) (Husiain,‘M’ (I 57) 31) 
b-Lactamase I; Secretion; Signal sequence: (Bacillus cereus, 
Escherichrn co/i) (M&es. P.S.F. (161) 195) 
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Prepeptide 
rx,-Antitrypsin. Edman degradation; Translation. Primary cul- 
ture; Deglycosylation. (Rat hepatocyte) (Gross, V. (151) 201) 
Presteady-state kinetics 
tRNA. Aminoacylatron; Aminoacyl-tRNA synthetase (Treze- 
guet.V (157)210) 
Presynaptic inhibition 
Acetylchohne: Synaptosome; Muscarimc acetylcholine receptor; 
i 7’q,wdo J (Luz. S. (I 64) 9) 
Pre-translocation state 
Electron microscopy; Rtbosome; Subumt orientation: Post- 
translocation state (Vasihev. V.D. (155) 167) 
Primary culture 
r,-Antttrypsin; Edman degradatton: Translation: Prepeptide; 
Deglycosylation: (Rat hepatocyte) (Gross, V. (151) 201) 
B-Adrenergic receptor: Adenylate cyclase: Actmomycin D; Cyc- 
loheximtde. (Rat hepatocyte) (Refsnes. M. (164) 291) 
Primary donor 
Triplet state: ADMR; ESR: (Cli/orofle.ru,s aurunf~acus i (Den 
Blanken. H.J. (161) 185) 
Primary reaction 
Photosynthesis; Photosystem II; Fluorescence. Charge recombi- 
nation: Luminescence; Energy transfer (Breton. J. (I 59) I ) 
Primary structure 
Amylasc: Ammo acid sequence (Friedberg, F. (152) 139) 
Mitochondria, mitochondrial tRNA’>‘; tRNA, Evolution: 
(Yeast) (Stbler. A -P. ( 152) 153) 
Elongation factor. Sequence homology, Protein evolution; 
(Artemia salina) (Amons. R (I 53) 37) 
Nucleosome. DNA conformation: DNA bend; Nucleosome 
phasing: DNA periodtcity (Zhurkm, V.B (I 58) 293) 
Lipoprotein, r-Helix: Thermodynamics; Protein structure; 
Membrane structure (Pownall, H J (159) 17) 
Primary structure determination 
Leukemia virus, Retrovtrus. Nucleic acid-bmdmg protem. MIC- 
rosequencmg (Copeland. T.D. (156) 37) 
Imtiation factor 3. Protein synthesis. Sequence comparison; 
f Bucrllus .~/curoth~~m~o~hrltls I (Kimura. M. (160) 78) 
Human T-cell leukemia virus. Retrovirus. Nucleic acid-binding 
protein: Microsequencmg (Copeland. T.D (162) 390) 
Processing 
r,-Antttrypsm. Translation. (Human liver); mRNA (Bathurst, 
1.c (153) 270) 
Transfcrrin receptor: Translation, Transmembrdne integration. 
RNA, (Human placenta) (Schneider, C. (158) 259) 
Proinsulin. Carboxypeptidase; Secretory granule. Insulmoma; 
Prohormone (Dochcrty. K. (162) 137) 
Procollagenase 
Heparin: Anglogenesis, Lymphoma. (Endothelial cell, Fibrob- 
last) (Weiss. J.B (163) 62) 
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Product activation 
Alcohol dehydrogenase; Iron (II): Cobalt; (Z~momonu.~ mohh) 
(Scopes, R.K. (156) 303) 
Prohormone 
Promsulin, Processmg; Carboxypeptidase, Secretory granule, 
Insulinoma (Docherty, K. (162) 137) 
Prohormone association 
Neuropepttde hormone; Neurophysm; Hormone-protein mter- 
action. Affinity chromatography (Chaiken, I.M. (164) 361) 
Proinsulin 
Processmg; Carboxypepttdase, Secretory granule: Insuhnoma: 
Prohormone (Docherty. K (162) 137) 
Prolactin 
Growth hormone; Pleomorphism: Immunochemistry. Electro- 
phoresis: (Human pituitary) (Meurts. S. (I 54) I I I ) 
Prolactin action 
Protein synthesis; mRNA: Gene transcription: Sodium butyr- 
ate, Casem (Martel. P. (I 54) 55) 
Prolactin receptor 
CHAPS: Solubthzation. Estradiol: Cryptic site unmasking 
(Gavish. M. (154) XI) 
Prolactin secretion 
Dopamine; Thyroliberm, cytoplasmtc Ca’ +. CaL + level: (Anter- 
ior pituitary) (Schofield, J G. (159) 79) 
Proliferation 
Membrane dynamics; Fluorescence polarization. pH effect; Pro- 
tem modtfication: Diphenylhexatriene: (Leukemic cell) (Billard. 
c (158) 229) 
Proline 
Synaptosome: Neurotransmitter: High-affimty transport 
(Hauptmann. M. (161) 301) 
Proline enrichment 
Protein sequence; /I-Crystalhn; N-terminal extension: Domain 
structure. Alanme enrichment; (Bovine lens) (Berbers. G A.M. 
(161) 225) 
Proline isomerization 
Diphtheria toxin, Fragment B; Amphtpathic region: Lipid-asso- 
ciating domain: Voltage-dependent conductance (Deleers, M 
(160) 82) 
Prolipoprotein signal peptidase 
Cloning; Temperature senstttvity. (E c,olr outer membrane) 
(Yamagata, H (158)301) 
Promoter lac CJV5 
Actmomycm D: DNA-hgand mteraction, Footprmting. DNase 
I (Scamrov. A.V. (164) 97) 
Promoter region 
Pro-OmpC protein. Amino actd sequence; OmpC gene: Porm: 
DNA sequence; ( E.vcherrc~h~u c,olr 1(Mizuno. T ( I5 I ) 159) 
Citrate synthase gene, DNA sequence; (E.tchrrrc/zrcr co/r) (Hull, 
E P. ( 156) 366) 
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Pronase 
Electrofusion; Sterility. (Myeloma cell, Hybridoma cell) (Vien- 
ken, J. (163) 54) 
Proneurophysin 
Vasopressm; Neurophysin: Intragranular processing (North, 
W.G. (152) 29) 
Proofreading mechanism 
Enzyme specificity: Bindmg site Interaction: Ammoacyl-tRNA 
synthetase; Tryptophanyl-tRNA synthetase (Degtyarev, SK. 
(154) 293) 
Pro-opiomelanocortin 
Maturation enzyme; Enzyme specificity; HPLC; Microse 
quence: (Pituitary granule) (Seidah. N G. (159) 68) 
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Propeptide cleavage 
~Glutamyltranspeptldase. Brush border membrane. Amphi- 
pathlc hydrolase; Oligosaccharide processmg: (Kidney proximal 
tubule) (Capraro. M.A. (157) 139) 
Propionyl-CoA carhoxylase 
Blotin. Carboxylase; Carboxyl-group transfer; Pyruvate carbox- 
ylase; Reaction mechamsm (Goodall. G J (163) 6) 
N-Propylhydroxylamine 
ATP-synthesis mhibitlon; H+ Jump; Proteohpid modification 
(Skrzlpczyk. H J (I 57) 343) 
Proreceptor 
Insulin binding; Tyrosme kinase; Insulin receptor; Autophos- 
phorylatlon: (Liver membrane) (Blackshear, P.J. (I 58) 243) 
Prostaglandin 
Myoglobin: Arachldonate. Lipid peroxide; Oxidation; (Heart) 
(Walters, F.P (163) 292) 
Prostaglandin E, 
Fluorescence; Chlortetracycline; Neutrophil; Cyclic nucleotide 
(Smolen, J.E (163) 119) 
Differentlatlon: ‘H-NMR; Glutamine; Theophylhne; Spm echo; 
(Neuroblastoma x glioma cell) (Navon. G. (162) 320) 
Prostaglandin Ez 
Macrophage: Thromboxane Bz; Glucan: Periodontal disease 
(Ablko. Y. (154) 297) 
Prostaglandin synthetase 
5-Lipoxygenase, Leukotrlene inhibitor; Caffeic aad; Llpoxyge- 
nase (Koshlhara. Ya. (158) 41) 
Prostanoid 
Platelet-activatmg factor: Macrophage: Superoxide; Spreading; 
Calmoduhn antagonist. W-7 (Hartung. H.-P (160) 209) 
Protease 
Serme endopeptidase, Chymotrypsm; Evolution; Amino acid 
sequence. (Invertebrate) (Jany. K -D. (I 58) 98) 
Myosm-S, heavy chain, Connector segment; Peptide structure 
(Chaussepled. P. (I 61) 84) 
Dexamethasone: Myoblast. (Cardiac muscle, Skeletal muscle) 
(Mayer. M. (161) 239) 
CII protein 
LexA repressor; OOP-RNA; SOS box; Competitive transcrip- 
tion; Development; Bacteriophage A. (Spnzhitsky. Yu.A. (160) 
7) 
0-0 protein 
Protein-DNA Interaction; NMR; a-Hehx: Oligodeoxynucleo- 
tide (Mayer, R. (I 53) 339) 
Repressor; Secondary structure, Denaturatlon; CD (Bolotina, 
I.A. (155) 291) 
ner Protein 
Phage Mu; Repressor; DNA-binding assay; Repressor binding 
site (Barlach. S. (157) 119) 
OmpF protein 
TolC protein: Signal sequence; Cohcin El; DNA sequencmg. (E 
coli outer membrane) (Hackett, J. (I 56) 307) 
Pro-OmpC protein 
Ammo acid sequence; OmpC gene; Promoter region; Porm; 
DNA sequence: (Escherrchiu co/i/ (Mizuno, T. (I 5 I) 159) 
S6 protein 
Platelet-derived growth factor; Protein phosphorylatlon; Ribo- 
somal protein (Nishlmura. J. (I 56) 130) 
S-100 protein 
Microtubule; Microtubule assembly; Affinity chromatography: 
CaZ+ (Endo, T (161) 235) 
Microtubule protein: Ca*+: Kf, Microtubule (Donato. R. (162) 
310) 
Cal+ effect; Znz+ effect: CD (Mani, R.S (163) 282) 
MIcrotubule assembly, Tubuhn: Calmoduhn: Zn’+ regulation 
(Deinum. J (163) 287) 
Acidic brain protein: Glutamlc acid enrichment: Proteolysls: 
Intermediate filament; Neurofilament (Weber, K. (164) 129) 
TolC protein 
Signal sequence; Colicin El; DNA sequencing, OmpF protein, 
(E. co11 outer membrane) (Hackett, J. (156) 307) 
32 kDa protein 
Mitochondna; (Brown adipose tissue) (Freeman, K.B (158) 
325) 
33-kDa protein 
Oxygen evolution: Salt washing, Photosystem II: EPR: Mn- 
binding (Ono, T.-A. (164) 255) 
43 kDA protein 
Membrane-associated enzyme: Acetylchohne receptor; Mem- 
brane protein; Creatine k&ase: Pro&n function (Barrantes. F.J. 
(152)270) 
Protein A 
Tunicamycm; Carbohydrate; Aglycosylatlon: Secondary func- 
tion; lmmunoglobulin G: (Mouse) (Leatherbarrow. R.J. (164) 
227) 
Protein A-gold comolex 
H-2 antigen: (Blastbcyst outgrowth, Trophoblastlc cell) (Lechp- 
teux, T (I 57) 277) 
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Protein acylation 
Simian virus 40: Cell fractionation; Post-translational moddica- 
tion; Membrane-protem association; large T antigen (Klock- 
mann. U. (151) 257) 
Protein aromatic residue interaction 
Nuclease NMR; Photo-CIDNP; Phosphonate; (Staphyllococ- 
cus) (Cozzone, P J (I 55) 55) 
Protein assembly 
Ca* + activation: Calciprotem; Enzyme regulation; (Plant) (Cra- 
ziana. A (163) 306) 
Protein-associated DNA break 
Nickmg-closing enzyme; Intercalatmg agent, Macromolecular 
synthesis inhibitor; Frameshift mutation; Recombmation 
(Fihpski. J. (159) 6) 
Protein carboxymetbylation 
Chemotaxis: Fo11c acid: Monapterm: lDic@osrelium disror- 
daunt. D~ct~ostel~um IacteumI (Van Waarde. A. (161) 45) 
Protein characterization 
Lectm. Immunological cross-reaction. f Lathyrw tmg~tunus) 
(Rouge. P ( 157) 257) 
Protein comparison 
Ribosomal protein Sl: Internal repeat: Computer analysis. 
Gene evolution: Protein homology (Wittmann-Liebold, B. (I 54) 
31) 
Protein conformation 
r-Helix; Chemiosmosis; Protein transport; Proton gradient; 
Proton pump (Marvin. D.A. (156) I) 
Protein cross-linking 
Chromatin structure; Histone H 1 : Histone locatton (Dashke- 
vich, V.K (158) 376) 
Chromatin structure, Histone HI arrangement; Chymotryptic 
digestton (Nikolaev. L.G (163) 66) 
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Tissue-type plasmmogen activator: Fibronectm; Fibrin-bmdmg 
domain (Banyai. L. (163) 37) 
Protein folding 
Disulfide; Kinetic Intermediate; Lysozyme; Renaturation: (Hen 
egg white. Human) (Perraudin. J.-P. (153) 349) 
Protein function 
43 kDA protein; Membrane-associated enzyme, Acetylcholine 
receptor; Membrane protein; Creatine kinase (Barrantes, F.J. 
( 152) 270) 
Protein heterogeneity 
Proteolysis; Protein processmg; Amino acid sequence analysis 
(Jiirnvall. H. (156) 47) 
Ammoacyl-tRNA synthetase; Isoelectric focusing (Lorber, B. 
(156) 209) 
Protein homology 
Amino actd sequence, Molecular mass; Secondary structure, z- 
Helix; /Bacillus stearothermop/~ilus) (Yaguchi. M. (I 54) 21) 
Ribosomal protem Sl; Internal repeat; Protem comparison. 
Computer analysis: Gene evolution (Wittmann-Liebold. B. 
(154) 31) 
Protein kinase 
cyclic AMP: Phosphorylation: Isocttrate dehydrogenase: 
(Escherichlu cob. Mutant) (Malloy. P.J. (I 51) 59) 
cychc GMP. cyclic AMP; Autophosphorylation, Heat stabihty: 
Inhtbitor protein (Hofmann. F. (151) 71) 
Chloroplast: Light-harvesting complex; Thylakoid membrane; 
Electron transport; Chlorophyll fluorescence (Horton. P. (152) 
47) 
cychc AMP; Membrane phosphorylation: Polyphosphomosit- 
ide; Phosphatidylinositol metabolism: Lymphocyte (Sarkadi. B. 
(152) 195) 
Phosphofructokinase: Phosphorylation: Peptide mappmg: 
CAMP dependence (Brand, 1.A (154) 65) 
Insuhn; Protein phosphorylation. Amiloride (Holland. R ( 154) 
269) 
Ontogenesis: Sarcoplasmic reticulum: Cal+ transport. Phospho- 
lamban; (Cardiac muscle) (W111. H. (155) 326) 
Ca’ ‘. Membrane bmding: Phosphohpid: (Liver mtcrosome) 
(Sommarin. M. (156) 231) 
Membrane protein; Iron; Threonine phosphorylation, (Mouse 
hver) (Loeb, J E. (156) 316) 
Calmoduhn, Protein phosphorylatton: CaL +: Ionophore 
A23187: (Carrot) (Graziana. A. (156) 325) 
Ca’+. Calmoduhn; Phosphorylase (Palfrey. H.C (157) 183) 
CaL+: Phospholipid: Protein synthesis; Eukaryotic mltiation 
factor 2: p-Subumt (Schatzman. R.C (159) 167) 
Casem kmase: Protem phosphorylation: Autophosphorylation: 
Polyargmyl effector; (Polyamine) (Meggio. F (160) 203) 
cychc AMP; Membrane phosphorylation; Polyphosphoinosit- 
ide; Phosghatidyhnositol metabohsm: 24 kDa phosphoprotem 
(Enyedi. A (IhI) 158) 
Phosphoenolpyruvate; Skeletal muscle); Phosphoprotem: Phos- 
phorylation: Regulation (Khandelwal. R.L. (162) 127) 
Protein denaturation 
Ribosomal protem; Protein renaturation. NMR; CD (Tuma- 
nova. L.G (157) 85) 
Cytochrome c. Protem side cham mobility. NMR; Viscosity 
(Ohgushi. M. (164) 21) 
Protein design 
Secondary structure prediction; Model building, Insecticide- 
bmdmg polypeptide: Crystallization. Synthetic polypeptide 
(Moser, R (157) 247) 
Protein-DNA interaction 
UYJ protein; NMR; r-Helix, Ohgodeoxynucleotide (Mayer, R. 
( 153) 339) 
Protein dynamics 
Epidermal growth factor; ‘H-NMR. Photo-CIDNP; Aromatic 
residue (De Marco. A. (159) 201) 
Protein evolution 
Elongation factor: Primary structure. Sequence homology; 
(Artemia sahna) (Amons, R. (153) 37) 
Crystallm: Lens protem: Immunoblottmg. (Lamprey) (Stapel, 
S 0. (162) 305) 
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Cytosol: 120Tetradecanoyl phorbol 13-acetate bmding; 
(Chick oviduct) (Gschwendt, M. (162) 147) 
Neurofilament; Casem kmase: (Rat brain) (Toru-Delbauffe. D. 
(162) 230) 
Casein kmase-2; Protein phosphorylation; Polyglutamate; Phos- 
phorylation sate: Enzyme inhtbttor (Meggto. F. (162) 235) 
Cyclic AMP dependence; Phosphorylase; Glycogen synthase. 
Fructose-1.6-bisphosphatase; (Yeast) (Wingender-Drtssen. R 
(163) 28) 
Phosphorylase. Phosphorylase kinase. cyclic AMP dependence; 
(Yeast) (Wmgender-Drtssen, R (163) 33) 
Autophosphorylatton: 8-Benzylammo cyclic AMP; cyclic GMP 
dependence, W-Monohur_yyl cyclic GMP (Hofmann. F. (164) 
350) 
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Calmodulin; Protein kinase; Ca 2+ lonophore A23187; (Carrot) , 
(Graziana. A. ( 156) 325) 
Surface potenttal; Monoamine oxtdase; Mitochondria: Mem- 
brane protein; cyclic AMP (Famulskt. KS. (157) 124) 
Protein kmase; Casem kmase; Autophosphorylation: Polyargi- 
nyl effector; (Polyamine) (Meggto, F. (160) 203) 
Ca’ +; Calmoduhn-dependence; Protein kinase; Glycogen syn- 
thase: (Brain) (Iwasa, T. (161) 28) 
Lutropm regulation. Sterotdogenesis, (Leydig cell) (Bakker, 
G.H. (161) 33) 
Vanadium; Lymphocyte; Membrane protem; Tyrosme-specific 
kinase (Earp. H.S. (161) 180) 
Photosynthesis, Chloroplast; Thylakotd; Photosystem II: Chlor- 
ophyll fluorescence (Horton, P. ( 162) 8 1) 
Cazf: Calmoduhn (McGumness. T.L. (163) 329) 
Casein kmase-2; Protem kinase: Polyglutamate: Phosphoryla- 
tion site: Enzyme Inhibitor (Meggto, F (162) 235) 
Protein processing 
Proteolysis; Protein heterogenetty, Ammo acid sequence analy- 
sis (Jiirnvall. H (I 56) 47) 
Protein kinase C 
Ca’ +: Exocvtosis; Secretton: Catecholamme: Phorbol ester 
(Knight, DE. (160) 98) 
Trtfluoperazme. Phorbol ester; Dtacylglycerol; CaZ+; Platelet 
(Sanchez, A. (164) 43) 
Protein-lipid interaction 
Chloroplast; Heat stress: Membrane hptd; Hexagonal phase; 
Galactohptd (Gounarts, K. (153) 47) 
Protein L16 
tRNA, RNA-protem interaction (Remme, J (153) 267) 
Protein maturation 
Phosphorylation; Phosphatase; Enzyme activity; Nucleolus, 
(Chinese hamster ovary cell) (Bourbon, H. (155) 218) 
Protein modification 
Mitosis; Vtmentm. 3D gel electrophoresis; Keratm (Fey, S.J. 
(157) 165) 
Membrane dynamics: Prohferatton: Fluorescence polartzation, 
pH effect: Diphenylhexatriene; (Leukemic cell) (Btllard, C. (158) 
229) 
Ammoacyl-tRNA synthetase; Aspartyl-tRNA synthetase: Gly- 
cosylation (Colas, B. (163) 175) 
Protein-nucleic acid interaction 
Substrate spectficity: Base recognition; Charge complementar- 
tty: X-ray diffraction; Conformational flexibility (Borkakott, N. 
(162) 367) 
Protein phosphorylation 
Tropomyosm isotype, Cross-innervation; (Rabbit skeletal mus- 
cle) (Heeley. D.H (152) 282) 
Stimulus-secretion coupling; cyclic AMP dependence; Ca2+ 
dependence. (Exocrine gland) (Jahn, R. (I 53) 71) 
Ca’ +: Phosphohpid: Neurotoxin (Kuo, J.F. (153) 183) 
Insuhn. Amtloride; Protem kinase (Holland. R. ( 154) 269) 
Rtbosomal protein: Phosphoprotein: f Dicr.wsrelium drscm 
deum) (Juhani. M.H (154) 400) 
Muscarimc receptor: lnositol phospholipid, Phosphatidate; Sec- 
retion: (Avian salt gland) (Fisher, S.K (155) 43) 
Platelet-derived growth factor; S6 protem; Ribosomal protein 
(Nishtmura. J. (156) 130) 
Protein p21 
Enidermal erowth factor recentor. Harvev virus. Knsten virus. 
Oncogene: Phosphothreonine; Phosphotyrosme (Baldwin, G.S. 
(153) 257) 
Protein p53 
DtlTerentiation; Cell cycle, Interferon, Protein syntheses: (Friend 
cell) ( Ben-Dart. R (I 62) 384) 
Protein renaturation 
Ribosomal protein. Protein denaturation; NMR: CD (Tuma- 
nova. L G. (I 57) 85) 
Protein-RNA interaction 
7 S Ribonucleoprotem: 5 S RNA; Chemtcal modificatton. 
(Xenopus /rerls/ (Peeler. T (157) 283) 
Protein rotation 
Pyridoxal 5’-phosphate: Rotattonal dtffuston; Flash photolysts: 
Micelle rotation (Cornish. T.J. (154) 378) 
Protein secretion 
Calmoduhn CaZ’ regulation. Trifluoperazme: (Lacrimal gland) 
(Mauduit. P. (152) 207) 
Forskolin: p-Adrenergic receptor (Mauduit. P. (153) 21) 
Protein sequence 
p-Crystalhn: N-terminal extenston, Prohne enrichment, Domain 
structure; Alanine enrtchment; (Bovine lens) (Berbers. G.A.M. 
(161) 225) 
Protein side chain mobility 
Cytochrome c; Protein denaturatton: NMR: Viscosity 
(Ohgushi. M (164) 21) 
L7/L12 protein stalk 
Ribosome shape: Ribosomal subunit coupling; tRNA site, 
Elongation factor; tRNA site protem (Spnm. A.S (156) 217) 
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Protein structure 
Secondary structure prediction. Ammo acid sequence (Kabsch. 
w (155) 179) 
Membrane protein; Thylakotd membrane, Rhodopsin: Bacter- 
iorhodopsin: Helix (Rao. J.K.M. (156) 165) 
Epoxtde hydrolase. Monoclonal anttbody: Membrane topology; 
Enzyme-linked immunosorbent assay (Wolf, C R (157) 271) 
Ltpoprotein; T-Helix: Thermodynamtcs. Membrane structure; 
Primary structure (Pownall, H.J. (I 59) 17) 
Mutation: Deletion: Insertton (Kolchanov, N.A (161) 65) 
DNA sequence: a-Crystallm; Evolutton; Ophthalmology; (Eye 
lens) (Tomarev. S I. (162) 47) 
Inter-n-trypsm mhtbttor, Serum protease; mRNA translatton; 
Enzyme mhtbttor, (Baboon) (Bourgutgnon, J. (162) 379) 
Protein synthesis 
Bottromycin. Polysome: Acceptor site. Ammoacyl-tRNA 
(Otaka. T. (153) 53) 
Luffin; Protein synthesis mhtbttton; Cytotoxtcity; (Lufu c.GI- 
dru roenz. Rahh~c ref~uloc~~e ltwte/ (Ktshida, K. (153) 209) 
Elongatton factor Tu, Ammoacyl-tRNA: Ethylmtrosourea 
(Riehl. N (154) 42) 
mRNA. Gene transcrtptton; Sodtum butyrate: Prolactm actton; 
Casem (Martel, P. ( 154) 55) 
Rtbosome: Translocation. Antibiotic: Rtbosomal A site (Hor- 
mg. H (156)311) 
Glucose transport; Glucose regulatton, 3-Isobutyl-l-methylxan- 
thme: (Human erythrocyte. Human pancreatic islet) (Biekkes- 
kov,S (157)331) 
Polysome, Membrane bmdmg, Immunoprecipttatton, Tubuhn 
(Barahona. I (158) 271) 
CaZ+ Phosphohptd: Protein ktnase. Eukaryottc mtttation factor 
2. p-Subumt (Schatrman. R C ( 159) 167) 
Imtiation factor 3; Primary structure determinatton: Sequence 
compartson, i Badus .r/ecrrothermoph/lus) (Ktmura. M. (160) 
78) 
Interferon. Pohovtrus. 2’ -5’ A synthetase; RNA degradation 
(Murioz, A. (160) 87) 
Aging, Elongatton; Elongatton factor I, Pepttdyl transferase 
(Gabtus. H.-J. (160) 115) 
Hemm, Translattonal control. Deacylatton; Met-tRNA; (Rett- 
culocyte Iysate, Rabbit) (Gross, M. (160) 249) 
Cytoplasmtc repression. Poly(A)-bindmg protein; mRNA trans- 
latton. Messenger suppresston, (Duck erythroblast) (Akhayat, 
0.(162)25) 
Imttatton. mRNA translatton. mRNP formation (Thomas, 
N S B (16’) 33) 
Dtffcrenttatton: Cell cycle; Interferon; Protein ~53: (Frtend cell) 
( Ben-Dori, R ( 162) 384) 
Guanine nucleottde-bmdmg protean: Adenylate cyclase: ADP- 
riboaylatton. Tubuhn, Vtsual transductton (Hughes. S M (164) 
1) 
Protein synthesis control 
Vaccmia core, Cell-free translatton system; Elongation mhibt- 
tton (Tab. P W.L. (153) 427) 
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Protein synthesis inhibition 
Luflin; Protein synthesis; Cytotoxtctty: (Luffa cyhndrm roem. 
Rahhrt reficulocyle lysare) (Ktshtda. K. ( 153) 209) 
Cordycepm; (3’~5’)0hgoadenylate: Endonuclease: Enzyme actt- 
vatton; Calcium phosphate coprectpttation (Lee, C (157) 205) 
Translation; Imttatton; Protein synthesis inhtbttor: Cell-free sys- 
tem, (Escherrchia ~011) (Skelly. SM ( 162) 16) 
Protein synthesis inhibitor 
Translation: Imtiation: Protein synthesis mhtbttton: Cell-free 
system, (Escherrch~a co/r/ (Skelly, S M. (162) 16) 
Protein S6 
Phosphopeptide pattern; Secretagog: cyclic AMP: Ca2+ sttmu- 
latton; (Guineaptg parottd gland) (Padel. U. (I 59) I 12) 
Protein translocation 
Phosphatidylchohne synthesis, (Rat hepatocyte) (Pelech. S.L 
(I 58) 89) 
Protein transport 
z-Helix: Chemtosmosts: Protein conformatton, Proton gradient. 
Proton pump (Marvm. D.A (156) 1) 
Protein turnover 
Vimentin: Intermediate filament. Ca’+ acttvatton; Protemase 
(McTavtsh, C.F. (154) 251) 
Proteinase 
Vtmentin: Intermediate filament: Protein turnover: Ca’+ acttva- 
tton (McTavtsh, C.F. (154) 251) 
Mitochondrta; (Vacuole, Yeast, Cytoplasm) (Schwencke. J 
( 156) 274) 
Lmked enzyme assay procedure, Enzyme activity (Taylor. M.D. 
(157) 200) 
a,-Proteinase; Enzyme inhibitor 
Acute-phase protein: Cell-free translation: zz-Macroglobulm, 
cc,-Acid glycoprotein: Transferrin; (Rat serum albumin) (North- 
emann, W (161) 319) 
Proteoglycan 
Sulfatton: (Chondrocyte) (Vtttur, F. (153) 187) 
Acetylchohnesterase: Heparm, Basal lamma; (Neuromuscular 
junction. Rat diaphragm muscle) (Torres, J.C. (I 54) 265) 
Proteolipid modification 
ATP-syntheses inhibition; N-Propylhydroxylamtne: H ’ Jump 
(Skrztpczyk, H.J. (157) 343) 
Proteoliposome 
Cytochrome-c oxtdase: Proton pumping; Chemtosmosts, i Ther- 
mu.c rhcrmophdus. Nrtrohacter ugdu / (Sane. N ( 155) 150) 
Doxorubtcm, Phosphate carrier, Bromodaunomycm. Mito- 
chondrta (Cheneval. D. (159) 123) 
Transhydrogenase: NAP-taurme, Photochemical modification. 
Topography (Pennmgton. R M (164) 345) 
Proteolysis 
Citrate synthase; Subtthsm, Cooperattvtty: Enzyme regulation, 
( Acuzelohacfer caicoacetrcus) (Mttchell. C G (I 5 I ) 265) 
Crystallography. Metalloprotemase. Snake venom (Bode, W 
(I 54) 274) 
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Chromatin; Core histone; Hlstone HI; Trypsm; Electrophoresis 
(Harborne. N. ( 155) 88) 
Protem processmg; Protein heterogeneity: Ammo acid sequence 
analysis (Jdrnvall. H. (I 56) 47) 
Thyroglobuhn, Hormonogenic site; Thyroxine-contaming pep 
tide: Iodmation; (Human) (Lejeune, P.-J. (156) 77) 
Retlculocyte: Puromycin; Phenylhydrazme; Heinz body 
(Daniels. R.S. C 156) 145) 
1.3~/I-DGlucan; Callose; Ca 2+’ Phosphohpld-inhlbitor interac- . 
tion; (Soybean) (Kauss. H. (158) 84) 
ATP dependence; Mitochondria; Ca2+ effect; (Rat liver) (Rapo- 
port. S (160) 134) 
Bacterial photosynthesls: Pigment-protem complex; Reaction 
center, Reaction center protein, (Rhodospirdlum ruhrum) 
(Glm&ez-Gallego, G (I 62) 9 I ) 
Methylatlon: DNA: Methylase (Adams. R.L.P (163) 194) 
Acidic brain protem; Glutarmc acid enrichment; IntermedIate 
filament: Neurofilament: SIOO protein (Weber. K. (164) 129) 
C4b-blndmg protein, Active fragment; Subunit chain structure 
(NagasaWa, S. (164) 135) 
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Proteolytic fragment 
Mvosin lieht chain kmase: Calmodulin, Structural model 
(Gayr. G:W (I 57) 225) 
Ca” +, CaL + dependence: Calmodulin; Hydrophobic interaction 
chromatography; Troponin C (Vogel. H.J (157) 241) 
Proton channel 
Hydrophobic labelmg; Nltrene, Membrane protein (Hoppe, J. 
(160) 239) 
Proton conductance 
Uncoupling protem. Mitochondria: Radloimmunoassay; GDP 
bmdmg; (Brown adipose tissue) (Ashwell. M. (161) 108) 
Mitochondrla; Purme nucleotlde: Swellmg, Purine nucleotlde 
bmdmg. (Brown fat) (Rial, E. (161) 284) 
Proton ejection 
Cvtochrome oxldase vesicle; Redox-lmked proton pump; 
Redox-lmked deprotonation; DCCD sensi&ty; Phosphatldyl- 
serine-cvtochrome c complex, Redox pulse (Mitchell, P (151) 
167) ’ 
Proton electrochemical gradient 
Fluorescent probe (Parsonage, D. (I 53) 108) 
Proton flux 
Ethylene synthesis, I-Ammocyclopropane-I-carboxylic acid; 
Membrane potential (John, P. (152) 141) 
Proton gradient 
Leukocyte, Respiratory burst: Cytotoxiclty; Membrane enzyme; 
NADH oxidoreductase: NADPH oxidoreductase (Schirmer, 
R.H (154) I) 
Electron transfer: Phosphorylation; Membrane topography; 
Mlcrochemlosmosls: Thylakold (Haraux. F. (155) 248) 
a-Helix. Chemlosmosls; Protem conformation; Protein trans- 
port. Proton pump (Marvm. D.A. (156) I) 
Proton pump 
Bacteriorhodopsin; Liposome; Synthetic lipid (Pabst. R. (I 54) 
5) 
Purple membrane; Light-dark adaptation; Light energy conver- 
sion: Phospholipld vesicle; (Halobacterium halobum) (Mura- 
din-Szweykowska, M. (I 54) 180) 
Pyrophosphatase: Liposome; Reconstitution: ATPase; ATP 
synthesis (Nyren. P. (155) 125) 
cc-Helix; Chemiosmosis: Protem conformatlon: Protem trans- 
port: Proton gradient (Marvm. D.A. (156) I) 
Cytochrome oxldase vesicle. Proton translocatlon; Redox- 
linked process; Deprotonation: Salt-bridge protolytic rupture 
(Papa. S (I 57) 7) 
Proton pumping 
Cytochrome-c oxldase; Reconstituted vesicle: Chemtosmosls; 
Energy coupling (Casey, R.P (154) 237) 
Cytochrome-c oxidase; Chemiosmosls: Proteoliposome: I Ther- 
mus thermophrlus. Nrrrohacter agks i (Sane, N. (I 55) 150) 
Cytochrome-c oxidase; Reconstituted vesicle; Chemlosmosls. 
Antibody (Chan, S.H.P. (162) 344) 
Proton translocation 
Electrogenic transport; ATPase; Transport energization; (Yeast 
vacuolar membrane) (Okorokov. L.A. (155) 103) 
Cytochrome oxldase vesicle: Proton pump; Redox-hnked pro- 
cess; Deprotonation: Salt-bridge protolytlc rupture (Papa, S. 
(157) 7) 
Cytochrome oxidase, N,N.N’.N’-Tetramethyl-p-phenylened~a- 
mme oxidation; Cytochrome oxidation: Hydrogenated donor 
oxidation. Redox-linked process (Papa, S (I 57) 15) 
Membrane vesicle; ATPase; Vanadate sensltrvity: Nitrate sensit- 
Ivlty: Acridine orange; pH gradlent; (Radish) (De Michehs. 
M.I. (162) 85) 
Uncoupling protein; Reconstitution: Phosphohpld vesicle. 
Freeze-fracture microscopy; Mitochondrla; (Brown adipose tls- 
sue) (Bomllaud, F. (164) 272) 
Proton transport 
ATPase; Plasma membrane; Enzyme regulation: Enzyme mter- 
conversion: (Yeast) (Serrano, R. (156) I I) 
Protonmotive force 
Cotransport; Galactoslde; Llgand bmdmg: Lactose permease; 
Uncoupler (Yamato, I (151) 102) 
H+-ATPase: Phosphorylatlon potential; Anaeroblosis. Stoi- 
chlometry; (Escherichra cob/ (Kashket. E.R. (154) 343) 
pH gradient: H+-ATPase: ATP synthesis; Cytoplasmlc mem- 
brane: (Anacystis mduluns) (Muchl, R. (164) I 16) 
Protoplast 
Electrofusion; Spark discharge. Electromagnetic waves: Evolu- 
tion. Membrane (Kiippers. G. (164) 323) 
Pseudogene 
5 S RNA gene; RNA; Oocyte; (Xenopus mutation) (Andersen, 
J. (153) 243) 
Corticotropin-/I-lipotropm precursor gene: recombmant DNA: 
DNA sequence: Exon: Intron. Direct repeat: (Mouse) (Notake. 
M. (156) 67) 
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cis-Pt(Il) 
Hlstone; Non-hlstone; (Nucleus) (Flhpskl. J (152) 105) 
Pulse radiolysis 
Superoxide: Fenton reaction: Hydroxyl radical; Haber-Weiss 
reaction, Iron complex; Spm trapping (Buettner. G.R. (158) 
143) 
Purine nucleotide 
Mitochondna; Proton conductance; Swellmg; Purine nucleotlde 
binding: (Brown fat) (Real, E (161) 284) 
Purine nucleotide binding 
Mltochondrla; Purme nucleotlde. Proton conductance; Swell- 
ing. (Brown fat) (Rial, E (161) 284) 
Purine-pyrimidine alternation 
Z-DNA-B-DNA transitlon: Netropsm; Dlstamycin-3; Small 
groove-binding antlbiotlc: DNA conformation; Antibiotlc-poly- 
deoxynucleotlde Interaction (Zlmmer, C. ( 154) 156) 
Puromycin 
Retlculocyte, Proteolysis; Phenylhydrazme; Heinz body 
(Damels. R.S. (156) 145) 
Purple membrane 
Light-dark adaptation; Light energy converslon; Proton pump; 
Phospholipld vesicle: iHrr/ohuctertunr hulohiunr) (Muradin- 
Szweykowska. M ( 154) 180) 
Bacterlorhodopsm: Membrane surface potential; Chromo- 
phore-protein mteractlon: Molecular dye probe; Resonance 
Raman spectroscopy (Ehrenberg. B (164) 63) 
Pyridoxal S-phosphate 
AMP, Aspartate ammotransferase (DI Donato. A (153) 98) 
RotatIonal dlffuslon; Protein rotation; Flash photolysis; Mlcelle 
rotation (Cormsh. T J. (154) 378) 
D-Glucosammate dehydratase: r,p-Ehmmation reaction; ‘H- 
NMR: Stereochemtstry. ~Agrohoc~terium radiohurter) (Iwa- 
moto. R. (156) 33) 
4-Ammobutyrate ammotransferase. 3’P-NMR. Nanosecond 
fluorescence spectroscopy (Churchlch. J E (160) 221) 
Pyrilamine 
Histamine: cychc AMP: Clmetldine: Dlphenhydramme; (Retl- 
nal pigment eplthehum) (Koh. S -W M. (164) 277) 
Pyrimidine 
Dlhydroorotate dehydrogenase; Enzyme conversion; Orotate: 
Mltochondria: Cytosol effect (Dlleepan. K.N (153) I) 
Pyrophospbatase 
Llposome; Reconstltutlon: ATPase: ATP synthesis: Proton 
pump (NyrPn. P (155) 125) 
Pyrophosphate 
Amlnoacql-tRNA synthetase, Enzyme pyrophosphorylatlon 
(Kovaleva. G K (151) 79) 
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Pyruvate dehydrogenase 
%,-Adrenergic receptor, Glucagon: Ca’ + : Ionophore A23 187: 
(Liver) (Asslmacopoulos-Jeannet. F. (I 59) X3) 
Pyruvate dehydrogenase complex 
Branched-chain 2-oxoacld dehydrogenase complex. Multi-site 
phosphorylatlon; Enzyme inactIvatIon; (Bovine kidney cortex) 
(Cook, K.G. (157) 59) 
Pyruvate kinase 
Thlol transferase; Glutathione; Enzyme protection: Oxldatlve 
inactivation (Axelsson. K. (152) 114) 
Pyropbosphate-fructose&phosphate phosphotransferase 
Phosphofructokmase. Fructose-1.6-blsphosphatase; Glycolys~s; 
Gluconeogenesls: (Castor bean) (Kruger. N.J. (153) 409) 
Pyrurate carboxylase 
Blotm. Carboxylase: Carboxyl-group transfer; Proplonyl-CoA 
carboxylase. Reaction mechamsm (Goodall. G.J. (163) 6) 
Pyruvate kinase A 
Genetic mapping: Pyruvate kinase F: (E.sc/wd~ru &I K- 12) 
(Garndo-Pertlerra, A. (162) 420) 
Pyruvate kinase F 
Genetic mapping, Pyruvate kmase A. (E&crrcllra c,o/l K- 12) 
(Garrido-Pertlerra. A. (162) 420) 
Pfi80’ 
Photosystem II; Oxygen evolution; Cytochrome b-559. Signal 
II,,: Chloroplast (Ford. R C (160) 159) 
P-loo 
Kinetics: Fluorescence mductlon: Phosphorylation: State transl- 




Electron-transfer Inhibitor; Superoxide generation: Resplrdtory 
chain: Mitochondrla: Cvtochrome hc, site: Center o: Ublseml- 
quinone: Auto-oxidation (Ksenzenko, M. (155) 19) 
Cytochrome h; Spectral shift, 2-(nNonyl)-4-hydroxyqumohne 
N-oxide (Kunz. W.S. (152) 53) 
Quasi-elastic light scattering 
Cholesterol; Bile salt. Phosphohpld (SomJen. G.J (I 56) 265) 
Quinacrine 
Neutrophll: Depolarlzatlon. Phosphohpld: Respiratory burst 
(Tauber. A.I. (156) 161) 
Quinolizidine alkaloid 
Induction: Cell suspension culture: Alkaloid synthesis gene 
(Wink, M. (159) 196) 
Quinone diimine intermediate 
Photoaffinity labelmg; ATP. y-p-Aztdoamhde, Arylazlde 
(Badashkeyeva. A.G. (155) 263) 
Quinone formation 
Catechol oxidation; Tanning mechamsm. Qumone methide 
generatIon. Arylatlon. Polyphenol oxidase. (Insect cuticle) 
(Sugumaran, M. (155) 65) 
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Quinone methide generation 
Catechol oxtdation: Qumone formation; Tanning mechamsm; 
Arylation. Polyphenol oxidase; (Insect cuticle) (Sugumaran, M. 
(155) 65) 
Quinuclidinylbenzilate 
Muscarimc receptor; Methylscopolamme: Desensitization; 




/i-Glucostdase: Gaucher disease (Maret, A (160) 93) 
Radiobinding assay 
/$Endorphm precursor, p-Lipotropm: Monoclonal antibody; 
Immunoblottmg: Affimty chromatography (Thorpe, R (151) 
105) 
Radioimmunoassay 
Tauro-P-murtchohc acid; Taurochenodeoxychohc acid; Bile 
acid. (Isolated hepdtocyte. Rat liver) (Botham, K.M (151) 19) 
Ecdysone, Ecdysterone: HPLC; (Sch~~/osoma mansom, Fasciola 
heparrca J (Nude. P. ( 151) 223) 
Leukotrtene Cd, 6-Sulfidopeptide; Leukocyte: Ionophore 
A23187: Leukotriene Ca formation (Lmdgren, J.A (152) 83) 
Calcitonm. mRNA: Translation, (Chicken, Ultimobranchial 
gland) (Lasmolcs. F. (I 57) 100) 
Head activator. Trttiation; Neuropeptide: HPLC; (Hydra) 
(Bodenmt’iller. H. (I 59) 237) 
Growth hormone; Monoclonal antibody, Plasmm digestton; 
Immunological epitope: (Human) (Walhs, M. (159) 241) 
Abscisic acid. Monoclonal antibody; Plant growth regulator 
(Mertens. R. (160) 269) 
Uncoupling protem: Mttochondrra; GDP bmding; Proton con- 
ductance; (Brown adipose tissue) (Ashwell. M. (161) 108) 
Uncouphng protein. Mitochondria, Antiserum: (Infant, Brown 
adipose tissue) (Lean. M E.J. (163) 235) 
Radiolabeling 
Antigen, Lymphocyte. 2D gel electrophoresis: Electroblottmg; 
Peptide analysis; (Spleen) (Reske. K ( 159) 153) 
Radius of gyration 
Arginine kmase. Hinge bending: X-ray scattermg (Dumas, C 
(153) 12X) 
Raman spectroscopy 
5 S rRNA; Ribosomal protein L5: RNA-protein complex; (Rat 
liver) (Fabian, H. (155) 285) 
Hemoglobin: Subunit heterogeneity (Scott, T.W. (158) 68) 
Acetylcholine receptor: Lipid-protein interaction (AsIaman, D 
(164) 393) 
Rapid scanning absorption spectroscopy 
Cytochrome P450; Camphor monoxygenase; Peroxygenase 
reaction (Wagner, G.C (156) 244) 
Reaction center 
Photosystem II. Electron-transfer Inhibition. EPR (Ghanotakis. 
D.F. (153) 231) 
Photosynthesis; Picosecond spectroscopy; Photosynthettc bac- 
teria (Kirmater. C. (158) 73) 
Picosecond spectroscopy; Electron transfer; Bactertochloro- 
phyll; Bacteriopheophytin (Shuvalov. V.A (I 60) 5 I ) 
Bactertal photosynthests; Pigment-protein complex; Reaction 
center protein: Proteolysts: / Rhodospirillum ruhrum) (Gtmenez- 
Gallego. G. (162) 91) 
Reaction center protein 
Bacterial photosynthests; Pigment-protein complex; Reaction 
center, Proteolysis; (Rhodosprrdlum rubrum) (Gtmenez-Gallego, 
G. (162) 91) 
Reaction mechanism 
Spermidine synthesis; Polyamine. Ammopropyltransferase: 
Bacterial growth (Pegg. A.E. (155) 192) 
Biotin: Carboxylase, Carboxyl-group transfer. Pyruvate carbox- 
ylase; Propionyl-CoA carboxylase (Goodall. G.J. (163) 6) 
Reaction sequence 
Ceruloplasmin; Saturation rate; Dtferric transferrm; (Human 
serum) (Chtdambaram. M V (I 59) 137) 
Enzyme reactivation 
Superoxide radical: Nitrate reductase: Cyanide (Jawah. N. (158) 
213) 
Branched-chain 2 oxoactd dehydrogenase: Dephosphorylation. 
Branched-chain dehydrogenase phosphatase: Mg2+ activation; 
Enzyme complex; (Ox kidney) (Fatania, H.R. (158) 234) 
Phosphate carrier; Cardiohpin. Triton X-100, Acttvation 
(Mende. P. (158) 331) 
Receptor 
Oxtdase acttvtty: Phagocytosts: (Human neutrophtl) (Hed. J. 
(152) 212) 
a-Pheromone-binding protein; r-Pheromone; Agglutination; 
(Saccharom~~s cerevisiae) (Fujimura, H ( 153) 16) 
Angiotensin II; Adenylate cyclase: Adrenal cortex (Marie, J 
(159) 97) 
Chemotactic peptide; Lysosome. Enzyme release: Deutermm: 
Hydrogen bondmg (Wu, A. (I 59) 150) 
N-Acetyl-D-glucosamine: Bacterial adhesion; Endo-fi-galactosi- 
dase; Erythrocyte: Hemagglutinatton (Vaisinen-Rhen, V. (I 59) 
233) 
Excitatory ammo acid; Endogenous hgand; Neurotransmttter: 
(Brain) (Lmm. A. (161) 153) 
Phosphattdylinosttol: a-Adrenergic stimulation; Muscarmic 
agomst; (Rat parotid) (Lupu. M. (162) 133) 
Insulin; Diabetes; Obesity: Insulin reststance (Kobayashi, M. 
(163) 50) 
Phosphorus depletion: I .25-dthydroxyvitamm D,. Receptor 
affinity; (Chick, Intestine) (Bar, A. (163) 261) 
I42 
Eptdermal growth Factor: Ca*+; (Pancreas) (Logsdon, C D. 
(164) 335) 
Vasopressm: Adenylate cyclase: Platelet aggregatton (Vander- 
wel. M (164) 340) 
Receptor activation 
Estrogen receptor; Hydrophobicity: Receptor-binding factor; 
Sterotd hormone; Hormone action (Murayama, A (158) 255) 
Receptor affinity 
Phosphorus depletion; I .25-dthydroxyvitamin D,, Receptor; 
(Chtck, Intestine) (Bar. A (163) 261) 
Receptor binding 
Cholecystokimn: (Pancreas) (Sakamoto. C. (151) 63) 
Pepttde regulator: Neurotensm: Conformattonal analysts, 
Energy calculatton. (Mast cell) (Podmsh. L.U. (153) 25) 
Receptor-binding factor 
Estrogen receptor, Hydrophobtcity; Sterotd hormone, Hor- 
mone action: Receptor acttvatton (Murayama, A. (I 58) 255) 
Receptor coupling 
Adenylate cyclase: Glucagon; Mn’ +: Guamne nucleottde 
(Houslay, M.D. (155) 311) 
Receptor solubilization 
Membrane receptor, Interferon rx. / Hun~un iymphoid cdl) (Eid. 
P (156) 157) 
Recognition site 
Restrtctton endonuclease. Oligonucleottde: Site spectficity 
(Zmovtcv. V V. ( 154) 282) 
Recombination 
DNA unwindmg. DNA dependence, ATPase: ATP dependence, 
DNase (Ohlbaum. A. ( 158) 63) 
Ntckmg-closing enzyme; Intercalattng agent; Protein-assoctated 
DNA break, Macromolecular synthesis inhibttor: Frameshift 
mutatton (Fthpskt. J (159) 6) 
Unwinding, ATPase. DNase (Banfalvt, G. (164) 28) 
Reconstituted vesicle 
Cytochrome-c, oxtdase. Proton pumpmg: Chemtosmosts: 
Energy couplmg (Casey. R P (154) 237) 
Cytochrome-c oxtdase, Proton pumpmg: Chemtosmosts; Antt- 
body (Chan. S H.P. (162) 344) 
Reconstitution 
Glutamate synthase; Chloroplast: 2.Oxoglutarate; Enzyme actt- 
vatton: Mg’+ (Dry. 1.B (151) 31) 
Photosystem II. Cytochrome c’,, Cytochrome h (Lam, E (152) 
89) 
Pyrophosphatase, Ltposome: ATPase. ATP syntheses: Proton 
pump (Nyren, P. (155) 125) 
Htstone, Octamer (Lmdsey, G.G. (155) 301) 
(Na + + K / )-ATPase: Trypsm treatment: Na+ flux. Membrane 
leak. K+ flu\. Bar model (Anner, B M (158) 7) 
Oxygen evolution: Photosynthesis; Water sphtting. Thylakoid 
protean; Photosystem II (Fukutaka, E (I 58) 217) 
Chromatm. Nucleosome. /&Globin: DNA (Nose, K (159) 251) 
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Heterocyst; Photosystem I: Cytochrome, Plastocyanm; i Anu- 
haena) (Hawkesford. M.J (159) 262) 
p-Cresol methylhydroxylase; Flavocytochrome: Cytochrome c : 
Redox potenttal (Hopper. D.J. (161) 100) 
Trtcarboxylate carrier: Mttochondrta: Hydroxyapattte: Mem- 
brane transport (Sttpani, 1. (161) 269) 
Mtcrosome, Monooxygenase. Cytochrome P450. Enzyme acttv- 
tty: Acetylatton (Kunz. B C. (IhI) 311) 
Ohgomycm senstttvtty; ATPase; F,-ATPase; F, subumt. Ohgo- 
mycm-senstttvtty conferring protem. Trypsm dtgestton (Hundal. 
T. (162) 5) 
Lactate dehydrogenase. Assoctatton tntermedtate (Gng. R. 
(163) 132) 
Adenylate cyclase; Forskohn: GTP-bmdmg protein. Guamne 
nucleottde (Pfeulfer. T. (I 64) 154) 
Uncouplmg protein: Proton translocation. Phosphohpid vestclc. 
Freeze-fracture mtcroscopy: Mttochondrta. (Brown adipose tts- 
sue) (Boutllaud. F. (164) 272) 
Recovery 
“‘P-NMR, Heart metabolism: High-energy phosphate. Anoxta 
(Neurohr, K.J. (159) 207) 
Red-edge effect 
Ltposome; Merocyamne dye. Phosphohptd: Gangliostde GM, 
Fluidtty (Raudino. A. (159) 43) 
Redox-linked deprotonation 
Cytochrome oxtdase vestcle: Redox-lurked proton pump; 
DCCD sensittvtty; Phosphattdylserine-cytochrome c complex: 
Redox pulse. Proton eJectton (Mttchell. P. (151) 167) 
Redou-linked process 
Cytochrome oxtdase vestcle: Proton translocatton, Proton 
pump: Deprotonatton: Salt-bridge protolyttc rupture (Papa, S 
(157) 7) 
Cytochrome oxtdase, Proton translocatton: N.N.N.N’-Tetra- 
methyl-p-phenylenedtamme oxtdatton; Cytochrome oxtdatton; 
Hydrogenated donor oxtdatton (Papa. S (I 57) 15) 
Redox-linked proton pump 
Cytochrome oxtdase vesicle: Redox-hnked deprotonatton. 
DCCD aensittvtty: Phosphattdylserme-cytochrome c complex. 
Redos pulse: Proton election (Mitchell. P ( I51 ) 167) 
Redox modulation 
Glucose-6-phosphate dehydrogenase. Hysteretic enzyme: Pen- 
tose phosphate pathway, (.4nacr.v(r.v nrdu/un\ I (Udvardy. J 
(152) 97) 
Redox poising 
Low-potential c-type cytochrome: Cytochrome (,-549: Cychc 
photophosphorylatton: Ferredoxm; Cyanobacterta. I .-lncrcr.str\ 
nidulunsi (Ktenzl, P.F. (163) 76) 
Redox potential 
Cytochrome h,; Cytochrome b,f complex; Chloroplast: Electron 
transport: Low-temperature difference spectroscopy. (Cyano- 
bacteria) (Hurt, E.C. (153) 413) 
NMR: Ferredoxm. Iron-sulfur cluster (Nagayama. K (15X) 
208) 
p-Cresol methylhydroxylase, Flavocytochrome; Cytochrome c. 
Reconstttutton (Hopper. D J (161) 100) 
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Respiratory cham. Cytochrome 6; 2-Alkyl-4-hydroxyquinoline 
N-oxide. Fumculosin; Myxothiazol (Kunz. W.S. (I 55) 237) 
Cytochrome; Conformational change; Electrostatic interaction 
(Moore, G.R. (161) 171) 
Redox potentiometry 
Hydroxylamine oxtdoreductase: Cytochrome: ihrirrosomonas) 
(Prince, R.C. (163) 25) 
Redox pulse 
Cytochrome oxidase vesicle; Redox-linked proton pump; 
Redox-linked deprotonation; DCCD sensitivity; Phosphatidyl- 
serine-cytochrome c complex: Proton ejection (Mitchell. P. 
(151) 167) 
Redox-sensitive dithiol 
Pepttde transport; Sulfnydryl-dependent transport; (Germmat- 
ing barley) (Walker Smith. D.J. (160) 25) 
Redox titration 
Pheophytm; Semiquinone-iron complex; Photosynthests. EPR: 
Electron donor (Rutherford, A.W. (I 54) 328) 
Reduction potential 
Methoxy- I .4-benzoquinone; Ubtqumone; Plastoqumone; 
Menaqumone (Ponce. R.C. (160) 273) 
Reductive activation 
DNA damage; Nttrotmidazole: Ornidazole, Nucleic acid (Dec- 
lerck. P.J. (164) 145) 
Reductive metabolism 
I,?-Dibromoethane: Free radical, Spin trapping: Hypoxia; 
Cytochrome P450 (Tomasi. A. (160) 191) 
Reductive titration 
Coenzyme Q; Complex III: ESR (De la Rosa, F F. (163) 140) 
Regeneration 
Rhodopsin: Visual pigment: Retinal; Isorhodopsm; Vitamin A 
(Crouch. R. (I 58) 139) 
Tubuhn sequence; TAU factor (Neumann, D. (162) 270) 
Regulation 
Bacteriochlorophyll; Pigment-protein complex, (Rhodopseudo- 
monas cuprularu) (Dierstem, R. (160) 281) 
Protem kmase. Phosphoenolpyruvate; Skeletal muscle); Phos- 
phoprotein; Phosphorylatton (Khandelwal, R.L. (162) 127) 
Relaxation time 
Cruciform structure; Inverted repeat; Palindrome; superhehcal 




Protem folding; Disulfide; Kinetic intermediate; Lysozyme; 
(Hen egg white, Human) (Perraudin, J.-P. (153) 349) 
Reoxidation 
Hydrogenase, Oxygen stability; (Desulfovibrlo vulgaris) (Van 
DtJk. C. (I 56) 340) 
Repetitive fragment 
DNA; a-DNA-type sequence, Sequence analysts: (Rat) (Gupta. 
R C. (164) 175) 
Repetitive sequence 
maternal mRNA: Poly(A)+ RNA; MicroinJection; Oocyte: 
Maturation; Annulate lamella; (Amphibian) (Shiokawa, K. 
(151) 179) 
Repressor 
cro protein; Secondary structure; Denaturation: CD (Bolotma, 
I.A. (155) 291) 
Phage Mu; nrr Protein; DNA-binding assay; Repressor binding 
site (Barlach. S (157) 119) 
LexA Repressor 
CII protein. OOP-RNA. SOS box, Competittve transcription; 
Development, Bacteriophage A. (Sprizhitsky. Yu.A (160) 7) 
Repressor binding site 
Phage Mu; Repressor; ner Protem; DNA-binding assay (Bar- 
lath. S. (157) 119) 
Reserpine 
Synaptic vesicle; Dopamine uptake (Near, J.A. (158) 31) 
Resonance assignment 
Lysozyme; NMR: Secondary shift: Ring current shift (Redfield. 
C. (159) 132) 
Resonance Raman spectroscopy 
Iron-sulfur protein. Ferredoxm. Iron-sulfur cluster (Ozakt, Yu. 
(I 52) 236) 
Myoglobm; Ferrous mtrosyl myoglobm; pH effect: (Sperm 
whale) (Mackm. H C. (158) 199) 
Ferredoxin; Iron-sulfur protein. Iron-sulfur cluster (Lutz, M. 
(163) 212) 
Purple membrane; Bacteriorhodopsin. Membrane surface 
potenttal, Chromophore-protein Interaction: Molecular dye 
probe (Ehrenberg. B. (164) 63) 
Respiration 
Oxidattve phosphorylatton, Control strength; Adenme nucleo- 
tide translocator: Computer simulatton. (Rat liver mttochon- 
dria) (Tager, J.M. (151) I) 
ATP syntheses. ADP stimulation; Ca* + effect; Mn* + antago- 
nism; ATPase-inhibitor protein; Enzyme inhibitor protein 
(Brain mitochondria) (Hillered. L. (154) 247) 
Glycine oxtdation; Substrate comperirzon; Preferential oxida- 
tion: Mltochondrra. (Plsum safwml (Dry, I.B. (158) 154) 
Glycerate kinase: Photosynthests; Polyethylene glycol fractiona- 
tion; (Spinaceu oleracea L.) (Kleczkowskt. L.A. (158) 313) 
Diazepam: Mitochondrial reticulum; Cell culture; Membrane 
potential; Fluorescent probe (VorobJev. I A. (163) 31 I) 
Respiration rate 
Ohgomycin: Respiratory state; Membrane potential; Mitochon- 
dria; (Rat liver) (Masim. A. (160) 137) 
Resuiratorv burst 
Leukocyte; Cytotoxicity; Membrane enzyme, NADH oxidore- 
ductase; Proton gradient; NADPH oxidoreductase (Schumer, 
R H. (154) I) 
Dicyclohexylcarbodiimide; Superoxide. Neutrophil (Aviram, A 
(155) 205) 
Neutrophil; Depolarization; Phosphohpid: Quinacrme (Tauber, 
A.I. (156) 161) 
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Polymorphonuclear leukocyte, Oxygen affinity; Chemotacttc 
peptide; Cytochalasm B (Edwards, SW (161) 60) 
Respiratory chain 
Cytochrome-c owtdase, Oxygen acttvatton (Brunori, M. (I 52) 
75) 
Electron-transfer Inhibitor: Superoxide generation, Mttochon- 
dria; Cytochrome hc, site. Q cycle: Center o: Ubisemiquinone: 
Auto-oxidation (Ksenzenko. M (155) 19) 
Cytochromecoxidase o: Methanol, Cytochrome’-oxidase; 
I Mecllyluphdus mrthylorrophus) (Carver. M A (I 55) 187) 
Bactertal membrane: Anionic phosphohpid; (Eschmc~hrcr cd) 
(Demant, E.J.F (155) 197) 
Cytochrome h; Redox titmtton; 2-Alkyl-4-hydroxyqumoline N- 
oxide. Fumculosm; Myxothiazol (Kunz. W.S (155) 237) 
Adrtamycm: 5-Immodaunorubtcrn, Cardrotoxtcity, Mitochon- 
drial membrane; Liposome (Pollakts, G. (155) 267) 
Dtbromothymoqumone. Ubtqumolcytochrome-c oxidoreduc- 
tase. Cytochrome /)c, complex: Mttochondria: Iron-sulfur pro- 
tem (Esposti, M D. (156) 15) 
Respiratory state 
Ohgomycm. Respiration rate, Membrane potential, Mttochon- 
drta: (Rat hver) (Masini, A (160) 137) 
Restriction endonuclease 
Chartreusm; Antitumor anttbtottc; Topoisomerase I; Nuclease 
S,, DNA-specdic bmdmg (Uramoto. M. (153) 325) 
Ohgonucleottde. Site specifictty; Recogmtion site (Zmoviev. 
vv (154)283) 
Isoschtzomer, 3’.Termmal extension; Ligation (Khosaka. T. 
(163) 170) 
Restriction endonuclease digestion 
Leukemia: Chromatm, DNA (Chen, S. (161) 217) 
Restriction mapping 
Site spectficity; DNA sequencing: Molecular cloning, DNA 
methylatton: DNA-protem recognition (Whitehead. P.R (I 55) 
97) 
Reticulocyte 
Lipoxygenase, Positional specificity; 15-Hydroperoxytcosate- 
traenoic acid; I2-Hydroperoxyicosatetraenotc acid, Arachidomc 
acid (Kuhn. H ( 153) 353) 
Proteolysis, Puromycm: Phenylhydrazine, Hemz body (Damels. 
R.S. (156) 145) 
Retinal 
Rhodopsm, Visual ptgment, Isorhodopsin: Regeneration; Vtta- 
mm A (Crouch, R. (158) 139) 
Cataract, y-Crystalhn: Schtff base; Structural model: (Eye lens) 
(Wistow. G. (161) 221) 
Retrovirus 
Leukemia virus; Nucleic acid-binding protem; Microsequenc- 
mg: Primary structure determmation (Copeland, T.D (156) 37) 
Human T-cell leukemia virus; Nucletc acid-bmding protein; 
Microsequencmg; Primary structure determination (Copeland. 
T.D. (162) 390) 
Volumes 151~164(1983) 
Reverse transcriptase 
Spm label: Enzyme mhtbttton. DNA polymerase: 2’-Deoxyuri- 
dine 5’-tnphosphate (Warwtck-Koochaki. P.E (I 52) 157) 
Template bmdmg: DNA synthesis (Parnaik, V K. (161) 145) 
Reversed micelle 
Enzymatic steroid conversion: NADH regeneration (Hilhorst. 
R. (159) 225) 
Rhodanese 
Phenylglyoxal; Cyamde: Thiosulfate; Superoxide radical. Hy- 
drogen peroxide (Canella. C. (162) 180) 
Rhodopsin 
Membrane protem. Thylakotd membrane; Protem structure 
Bactertorhodopsm; Helix (Rao, J.K M. (156) 165) 
Visual ptgment; Retinal. Isorhodopsm: Regeneration. Vitamin 
A (Crouch, R. (158) 139) 
Photoconverston: Liquid hehum temperature Irradiation. Hyp- 
sorhodopsm (Yoshizawa. T. (163) 165) 
9-/l-D-Ribofuranosylzeatin 
Chemical iomzation mass spectrometry; Cytokmm nucleottde 
(Summons. R E. (151) 122) 
Ribonuclease inhibitor 
RNA; Human placental lactogen; Translation. Choriogonado- 
tropin; (Wheat germ Human placenta) (Hiranyavastt. W. (152) 
35) 
Ribonucleoprotein 
small nuclear RNA; Agarose gel electrophorests: (Rat hver) 
(Gutahs. A (151) 127) 
7 S Ribonucleoprotein 
5 S rRNA; Chemical modification; Protein-RNA mteractton: 
(A’enopus laws/ (Pieler. T. ( 157) 283) 
Ribonucleotide reductase 
Thymidylate synthase: Fluorodeoxyurtdme, Hydroxyurea: Cell 
cycle; (Green algae) (Bachmann. B. (152) 247) 
Ribonucleotide reduction 
Cell cycle: Anaerobiosts, Deoxyrtbonucleotide pool (Liiffler, M 
( 156) 72) 
Ribosomal A site 
Rtbosome: Translocation: Protein synthesis: Anttbtotic (Hor- 
nig.H.(156)311) 
Elongation factor 2: Guanosme nucleottde; Sulfhydryl group; 
N-Ethylmaletmide: Ammo group-spectfic reagent (Nurten. R. 
(154) 391) 
Ribosomal particle 
Three-dimensional crystal; Unit cell dimensions: Electron mtc- 
roscopy; Computed contoured image (Yonath. A (163) 69) 
Ribosomal protein 
Synthetic polynucleotide; RNA-protein complex; tRNA selec- 
tion: (E. co/i) (Sarapuu. T ( 152) 291) 
tRNA photoreactive derivative; Affimty labeling: Ribosome; 
tRNA-bmding site; Photocross-hnking (Babkina, G.T. (153) 
303) 
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Protem phosphorylatton. Phosphoprotein: (D~ryostelium dw 
cwrdeumj (Juliam. M.H. (154) 400) 
Platelet-derived growth factor; Protem phosphorylation; S6 
protem (Nishtmura, J. (156) 130) 
Protein denaturatton; Protein renaturation, NMR; CD (Tuma- 
nova. L G. (I 57) 85) 
Thermophile; Crystal structure (Appelt, K. (160) 72) 
Three-dimensional crystal; X-ray diffraction; (Buci//us stearoth- 
ermophdu\) (Appelt. K. (160) 75) 
Small-subumt, X-ray analysts (White, SW. (163) 73) 
Ribosomal protein L5 
5 S rRNA; RNA-protem complex: Raman spectroscopy; (Rat 
liver) (Fabian. H (155) 285) 
Ribosomal protein L6 
Ribosomal protem S 17: Immunoelectron microscopy: Antt- 
body: Fluorescence anisotropy, Fluorescence quenchmg 
(Stoffler-Methcke, M. (163) 94) 
Ribosomal protein Sl 
Internal repeat; Protein comparison; Computer analysis; Gene 
evolutton; Protein homology (Wittmann-Ltebold. B. (154) 31) 
Ribosomal protein Sl7 
Immunoelectron mtcroscopy; Anttbody; Fluorescence amso- 
tropy. Rtbosomal protein L6: Fluorescence quenching (Stiiffler- 
Meihcke, M ( 163) 94) 
Ribosomal repeat 
RNA gene. 5.8 S RNA: Rtbosomal DNA: DNA sequence; 
(lupmus lutrusi (Rafalski. J.A. (152) 241) 
Ribosomal subunit coupling 
Ribosome shape; tRNA site; Elongation factor; L7/Ll2 protein 
stalk; tRNA site protein (Spirm, A.S (156) 217) 
Ribosome 
Degranulation; Endoplasmic rettculum; Carcmogen; Micro- 
some (Poole. T W. (151) 27) 
Tetracyclme, Antrbiottc resistance (Mtkulik. K. (152) 125) 
5 S RNA-protein complex: Subunit association; Affimty chro- 
matography; (E. co/i/ (Metspalu, E. ( 153) 125) 
Hyperthermta: Phosphorylation; Translatton: (Human, Tumor 
cell) (Rtchter. W W. (I 53) 262) 
tRNA photoreacttve derivative; Affinity labehng: tRNA-bind- 
mg sue: Ribosomal protein; Photocross-linking (Babkina, G T. 
(I 53) 303) 
Crystal form: Dtffraction pattern; Electron microscopy: (Bacrl- 
lu.r .\teororhemloph~lus) (Yonath. A. (154) 15) 
Electron microscopy: Subunit orientatton; Pre-translocation 
state; Post-translocatton state (Vasiliev, V.D. (155) 167) 
Translocatton; Protem synthesis; Antibtotic: Rtbosomal A site 
(Hornrg. H. (156) 311) 
Nucleoprotem: Chaotropic salt: Dissociation; (Yeast) (Damo- 
daran. S. (158) 53) 
tRNA: Ultraviolet irradiation. (Rat liver) (Reboud, A.M. (158) 
285) 
Guanosine 3’,5’-polyphosphate. Tetracycline (Behtsma. N V. 
( 162) 39) 
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Platelet-derived growth factor; Phosphorylatton: (3T3 fibrob- 
last) (Wettenhall. R.E.H. (162) 171) 
80 S ribosome 
Lycorine; Association constant, Peptidyltransferase center 
(Kukhanova, M. (160) 129) 
Ribosome exit site 
deacylated tRNA-rtbosome Interaction: Antibiotic; Tetracyc- 
hne; Edeine; Intersubunit site dtstrtbution (Ktrillov, S.V. (157) 
91) 
Ribosome-inactivating protein 
Sendai virus; Toxm; MicroinJection: Fusion (Sargtacomo, M. 
(157) 150) 
Ribosome shape 
Ribosomal subunit coupling; tRNA site: Elongation factor: L7/ 
Ll2 protein stalk: tRNA site protein (Spirin. AS (156) 217) 
Ribosome specificity 
Archaebacteria. Elongation factor. Polyphenylalanine synthe- 
sis; ( Thermoplasma ucldophilum. Methanococcus rannielii) 
(Khnk. F. (155) 173) 
Ribulose-biphosphate carboxylase 
cDNA; Nucleottde sequence; (Ntcorlanai (Pmck, L. ( 154) 145) 
Ribulose-1,5-bisphosphate carboxylase 
Ca’ + activation; h-Phosphogluconate; Oxyamon effector 
(Parry, M.A.J. (159) 107) 
Ribulosebisphospbate carboxylase/oxygenase (Spinach, Rhodos- 
pirillum rubrum) 
Computer analysts; Sequence comparison. Sequence homology 
(Reeck. G.R (154) 134) 
Ricin 
A chain; Targeting; B cham: Ftbrosarcoma (McIntosh. D.P 
(164) 17) 
Rieske Fe-S protein 
Photoaffinity label: Cytochrome h,-f complex; Electron-trans- 
port; inhibitor; Plastoqumone: Cytochrome h, (Oettmeter. W. 
(155) 241) 
Rifamycin 
Polyphenol oxidase: Rifamycin B oxidase; Antibiotic (Han. 
M.H. (151) 36) 
Rifamycin B oxidase 
Polyphenol oxidase: Anttbiotic; Rtfamycm (Han, M.H. (151) 
36) 
Ring current shift 
Lysozyme, NMR; Secondary shift, Resonance asstgnment 
(Redfield. C. (159) 132) 
RNA 
Ribonuclease inhibitor, Human placental lactogen; Translatton: 
Chortogonadotropin: (Wheat germ Human placenta) (Htranya- 
vasit, W. (152) 35) 
5 S RNA gene: Pseudogene: Oocyte. (Xmopus mutation) 
(Andersen, J (I 53) 243) 




Protem Ll6. tRNA (Remme. J. (153) 267) 
Western blotting; Ultrawolet cross-hnkmg; RNA polymerase. 
Subumt function; DNA-protem interaction (Gundelfinger, E D. 
(157) 133) 
RNA sequencing 
Lucerne transient streak virus: circular RNA: Vlrusoid struc- 
ture (Keese, P. ( 159) 185) 
RNA polymerase: Transcrlptlon: Elongation mhlbltlon: Actl- 
nomycm D: Bmding specificity; (E co/ii (Aivasashvilh. V.A. 
(160) 1’4) 
RNA synthesis 
3’-Deoxy-3’.ammonucleoside 5’-triphosphate: Synthesis terml- 
nator; DNA-dependent RNA polymerase: i Eschmchiu colr / 
(Kutateladze, T. (I 53) 420) 
RNA 5’-triphosphatase 
Capping enzyme. Enzyme-GMP Intermediate. IS wrer~siuc~ J 
(ltoh. N (155) 161) 
circular RNA 
Lucerne transient streak wus: Vlrusoid structure, RNA 
sequencing (Keese, P ( 159) 185) 
OOP-RNA 
CII protein; LexA repressor; SOS box. Competltlve transcrlp- 
tion: Development: Bacteriophage h (Sprlzhitsky. Yu.A (160) 
7) 
small nuclear RNA 
Agarose gel electrophoresls, Rlbonucleoprotein: (Rat hver) 
(Gmalis, A. (151) 127) 
23 S RNA 
Photoaffinity labeling; Benzophenone derlvatwe: Cross-linking: 
Peptidyltransferase; (E roll ribosome) (Barta. A. (163) 319) 
5.8 S RNA 
RNA gene: Rlbosomal repeat; Ribosomal DNA. DNA se- 
quence; (Lupinus luteus/ (Rafalskl, J.A (I 52) 241) 
virion RNA 
Barley stripe mosaic virus: Translation (DolJa. V V. (I 5 1) 215) 
5 S RNA gene 
Pseudogene. RNA; Oocyte: (Xenopus mutation) (Andersen. J. 
(153)243) 
5 S RNA-protein complex 
Subunit assoaation, Affinity chromatography: Rlbosome: i E. 
cd) (Metspalu, E (153) 125) 
mRNA 
z,-Antltrypsm. Translation; Processing. (Human liver) (Bath- 
urst. 1.C (153) 270) 
S-Admosylmeth~onrne synthetase isozyme; Cell-free transla- 
tlon, Enzyme regulation: (Ehrhch ascites tumor cell, Mouse 
hver) (Sato. F. (151) 148) 
Chrome stlmulatlon; Trdnslatlon; Myosm hght cham; (Rabbit 
muscle) (Heilig. A (151) 21 I) 
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Beet necrotic yellow vem wrus; Tobacco wrus; Cap structure: 
Poly(A) (Putz. C. (156) 41) 
Apohpoprotem B: Translation, LDL: (Human hver) (Olofsson, 
S.-O (156) 63) 
Transferrm receptor; Translation, Processing; Transmembrane 
integration; (Human placenta) (Schneider. C. (158) 259) 
RNA chain elongation 
RNA polymerase; Monoclonal antibody; Immunoblotting 
(Niklforov. V.G ( 158) I 13) 
RNA degradation 
Interferon: Poliovirus. Protein synthesis; 2’-5’ A synthetase 
(Mufioz. A (160) 87) 
RNA fragment 
5 S RNA; NMR; Imino proton, RNase A; Domain structure 
(Klme. M.J (153) 199) 
RNA gene 
5.8 S RNA; Ribosomal repeat; Rlbosomal DNA; DNA se- 
quence. (Lupnu.s lureusl (Rafalski. J.A (152) 241) 
RNA polymerase 
Stringent control: Nonsense suppresslon (Nene, V (153) 307) 
Actmomycm D: Carcmogen: Chromatm; nucleolar DNA; RNA 
polymerase I. (E. co11 I (Yu. F.-L. (156) 83) 
Western blotting, UltravIolet cross-hnkmg; Subunit function: 
DNA-protem Interaction: RNA-protein mteractlon (Gundelf- 
mger. E.D. ( 157) 133) 
RNA chain elongation, Monoclonal antibody. Immunoblotting 
(Niklforov. V G. (158) 113) 
Chromatin: Histone acetylatlon: n-Butyrate. Nuclease dIgestIon 
(Yukloka, M. (I 58) 281) 
Monoclonal antibody: Subumt function (Vllamltjana, J. (158) 
343) 
Transcrrptlon. Elongation InhIbItIon: Actmomycm D; Bmdmg 
speclficlty. RNA sequencmg: (E. colij (Alvasashvllli. V.A. (160) 
124) 
Chromatin; Nucleosome. TranscrIption: DNA topology; Supra- 
nucleosomal orgamzatlon (Grigoryev, S.A. (162) I) 
RNA polymerase I 
Actlnomycm D. Carcmogen: Chromatm; nucleolar DNA; RNA 
polymerase; (E colr) (Yu, F -L (I 56) 83) 
RNA processing 
18 S rRNA sequence, (Mouse) (Raynal. F (161) 135) 
RNA processing complex 
RNase E; me Mutant, Gel electrophoresw Deletion mutant 
(Gurevltz. M (I 59) 180) 
RNA-protein complex 
Synthetic polynucleotlde: Rlbosomal protein; tRNA selection, 
f E co/ii (Sarapuu, T (152) 291) 
5 S rRNA. Ribosomal protem L5; Raman spectroscopy; (Rat 
hver) (Fabian, H. (155) 285) 
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Protein synthesis, Gene transcription: Sodtum butyrate; Prolac- 
tm action: Casem (Martel, P. (I 54) 55) 
Plasmotdal lysate: Hybrid selection; mRNA purification: 
Poly(A)’ mRNA; (Physarum) (Cox. R.A. (155) 73) 
Calcitonm; Translation: Radioimmunoassay; (Chicken, Ulttmo- 
branchtal gland) (Lasmoles, F. (157) 100) 
cDNA hbrary. Gene organization: Tissue specificity; Ovariec- 
tomy: Mammary carcinoma (Nakhasi, H.L. (164) 281) 
Chromogranm: Chromaffin: Antibody (Ktlpatrick, L. (164) 
383) 
mRNA purification 
Plasmotdal lysate. Hybrid selection, mRNA. Poly(A)+ mRNA; 
~Ph~~rum/ (Cox. R A (155) 73) 
Glutamme synthetase: Translation; Nodulin; Symbtosts; IPhu- 
seolus wl~uri.~I (Culhmore. J.V. (I 58) 107) 
mRNA translation 
Cytoplasmtc represston; Poly(A)-binding protein; Messenger 
suppresston: Protein synthesis: (Duck erythroblast) (Akhayat, 
0 (162)25) 
Imttatton; Protem syntheses. mRNP formation (Thomas, N.S.B. 
(162) 33) 
Inter-r-trypsm mhtbttor, Serum protease: Protein structure; 
Enzyme mhtbttor; (Baboon) (Bourgutgnon, J. (162) 379) 
maternal mRNA 
Poly(A)’ RNA: Repetitive sequence; Mtcromjection, Oocyte. 
Maturation: Annulate lamella; (Amphibtan) (Shiokawa. K. 
(151) 179) 
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Thermophtle: Thermostabthty; NMR, 2-Thioribothymidine: 2- 
Thiopyrtmidine polyribonucleottde (Yamamoto. Yu. (157) 95) 
Ammoacylatton: Ammoacyl-tRNA synthetase: Presteady-state 
kinetics (Trezeguet, V. ( 157) 2 10) 
Ribosome; Ultraviolet trradtatton; (Rat hver) (Reboud. A.M 
(158) 285) 
Phage spectfictty; c b7hrro cholerae) (Ghosh. R K (162) 177) 
tRNA-binding site 
tRNA photoreacttve derivative: Affinity labeling: Rrbosome, 
Rtbosomal protein. Photocross-hnkmg (Babkina, G.T. (153) 
303) 
5 S rRNA 
NMR. Imtno proton; RNase A: Domain structure; RNA frag- 
ment (Kime. M J. (153) 199) 
7 S Rtbonucleoprotetn; Chemtcal modtfication, Protem-RNA 
mteractton. /.I’~,~Io)/x~.F Iuet7r.r i (Pieler, T (157) 283) 
Nucleottde sequence: Secondary structure: Phylogeny; (ASCI- 
dtan. Hak~~rnrhrtr roretci) (Kumazakt. T. ( 155) 8 I ) 
Rtbosomal protem L5: RNA-protem complex; Raman spectros- 
copy, (Rat liver) (Fabian, H. (155) 285) 
18 S rRNA sequence 
RNA processing, (Mouse) (Raynal. F. (161) 135) 
sRNA binding 
Jatrophone: Ultraviolet spectroscopy; CD; ‘H-NMR 
( D’Alagm. M ( 164) 5 I ) 
U3B snRNA 
Potato spindle tuber virotd; Sequence homology (Kiss, T. (163) 
217) 
tRNA 
Mttochondrta. mitochondrtal tRNA’y’. Primary structure; Evo- 
lution: (Yeast) (Stbler, A -P (152) 153) 
Protem Ll6. RNA-protem tnteractton (Remme, J. (153) 267) 
tRNA’“’ gene; (Wheat chloroplast) (Goidztcka-Jozefiak, A. 
(156) 51) 
tRNA gene 
Bacteriophage T5; Hybridtzatton: DNA sequencing; isoaccep- 
tor tRNA (Kryukov. V M. (158) 123) 
tRNA photoreactive derivative 
Affinity labelmg; Rtbosome; tRNA-binding sue: Ribosomal 
protein; Photocross-linking (Babkina, G T (153) 303) 
tRNA selection 
Synthetic polynucleottde. Rtbosomal protein; RNA-protein 
complex; (E co/i) (Sarapuu. T. (152) 291) 
tRNA site 
Ribosome shape; Rtbosomal subunit couplmg: Elongation fac- 
tor: L7iLl2 protein stalk; tRNA site protein (Sperm. AS. (156) 
217) 
tRNA site protein 
Ribosome shape; Ribosomal subunit coupling; tRNA sue: 
Elongation factor: L7iL12 protein stalk (Sperm. A.S. (156) 217) 
tRNAv” gene 
tRNA. (Wheat chloroplast) (Goidztcka-Jhzefiak. A (156) 51) 
initiator methionioe tRNA 
Mttochondria; Endosymbiont hypothests, (Wheat) (Gray. 
M W (161)323) 
isoacceptor tRNA 
Bacteriophage T5; tRNA gene: Hybrtdization: DNA sequenc- 
ing (Kryukov, V.M (158) 123) 
isoacceptor tRNAku 
Translation accuracy: Poly(U) misreading; Ammoacyl-tRNA 
competrtton (El’skaya. A V. (164) 93) 
Met-tRNA 
Hemm: Protein synthests. Translational control; Deacylation. 
(Rettculocyte lysate. Rabbit) (Gross, M. (160) 249) 
mitochondrial tRNAT?’ 
Mitochondria: Primary structure; tRNA; Evolution: (Yeast) 
(Sibler. A.-P. ( 152) 153) 
deacylated tRNA-ribosome interaction 
Rtbosome exit site; Anttbtottc: Tetracyclme, Edeme: Intersubu- 
nit site distribution (Ktrillov. S V (157) 91) 
RNase 
Evoluttonary rate: Stgnal sequence; Stop codon; (Rat pancreas) 
(Bemtema, J.J. (159) 191) 
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X-ray diffraction; Three-dimensional structure; (Bucdlus mler- 
n~rrhus i (Pavlovsky. A.G. (I 61) 167) 
RNase A 
5 S RNA: NMR: Imino proton; Domain structure: RNA frag- 
ment (Kime. M.J. (153) 199) 
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Sarcolemma-myofibril interaction 
Vmculin. Sarcolemma: Immunofluorescence: (Cardiac muscle 
(Kotehansky. V.E. ( 159) 158) 
Sarcoplasmic reticulum 
Calmodulin; (Ca” +Mg2+)-ATPase: Erythrocyte: Immuno- 
chemistry. (Smooth muscle) (Wuytack, F (154) 191) 
Ontogenesis, Ca * + transport; Phospholamban, Protein kmase. 
(Cardiac muscle) (Will. H ( 155) 326) 
CaZt-ATPase: Energy transduction: Phosphorylation: Water 
activity. Fluorescence (DuPont. Y (156) 93) 
Membrane protem. Chronic stimulation; (Muscle fiber) 
(Wtehrer. W. (158) 317) 
Phospholamban. Calmoduhn: cyclic AMP: Phosphorylation. 
(Heart) (Chiesi. M. (160) 61) 
transport ATPase; Energy transduction, Water. Cal+: Phos- 
phorylatton (DuPont. Y. (161) 14) 
CaZ + release; Malignant hyperthermia: Ca’ *: Halothane: Dan- 
trolene (Ohmshi. S.T. (161) 103) 
Saturation rate 
Ceruloplasmin, Reaction sequence, Diferrtc transferrm; (Hu- 
man serum) (Chidambaram. M V ( 159) 137) 
Scanning electron microscopy 
Muscular dystrophy; Erythrocyte: Membrane protein. 7D gel 
electrophoresis: (Hamster) (Pimphkar. SW. (156) 141) 
Scbilf base 
Cataract, ;s-Crystallm; Retmal. Structural model, (Eye lens) 
(Wistow, G. (161) 211) 
Sciatin 
Muscle development, Acetylchohne receptor, Cell culture; 
Transferrm (Stamatos. C. (I 53) 387) 
Secondary function 
Protein A. Tumcamycm. Carbohydrate; Aglycosylation: Immu- 
noglobulin G, (Mouse) (Leatherbarrow, R.J. (164) 117) 
Secondary metabolite production 
Cell immobilization: Cell differentiation. Polyurethane foam. 
(Cupsrcum /ru/csrcns MIII.. Daucus ~LITOIII L ) (Lindsey. K ( 155) 
143) 
Secondary shift 
Lysozyme: NMR. Ring current shift: Resonance assignment 
(Redfield. C. (I 59) 132) 
Secondary structure 
Ammo acid sequence; Molecular mass: r-Hehx. Protem homo- 
logy; (Bucr/h strarothermoph~lu~~ (Yaguchi. M. ( 154) ?I ) 
5 S rRNA: Nucleotide sequence; Phylogeny. (Ascidian. ffdo- 
c,yzrhio rorrtzii (Kumazaki. T ( 155) 81) 
u-o protem: Repressor; Denaturation: CD (Bolotina. 1 A (155) 
291) 
Liquid crystalhne microphase; DNA. Platmum(I1) complex 
(Akimenko. N (156) 58) 
mtraphage DNA: Bromoacetaldehyde. DNA. Phage j.: Bacter- 
iophage h (Shurdov, M A (I 58) 389) 
RNase Cr 
Ammo acid sequence; (Asper,qdius clavatus I (Bezborodova. S.1 
(159)256) 
RNase E 
me Mutant; Gel electrophoresis, Deletion mutant; RNA pro- 
cessing complex (Gurevitz, M. (I 59) 180) 
RNase S-peptide 
‘H-NMR: Peptide foldmg; Hehcal structure; Side chain interac- 
tion (RICO, M (167) 314) 
mRNP formation 
Initiation: Protem synthesis, mRNA translation (Thomas. 
N.S.B. (162) 33) 
Rotational diffusion 
Carhocyanine dye; Fluorescent probe: Triplet state: Liposome; 
Membrane lipid (Johnson, P. (153) 391) 
Pyridoxal 5-phosphate: Protein rotation: Flash photolysis: 
Micellc rotation (Cormsh. T J (154) 378) 
Rudimentary gene 
Aspartate transcarbamylase: N-Phosphonoacetyl-L-aspartate 
resistance. Enzyme overproduction. Gene amplification: (Dro- 
.sophrkr mduno,~us~rr i (Giorgi, D ( 167) 374) 
Ruthenium red 
Mitochondria, Cal + eMux: t-Butyl hydroperoxide; Swelling 
(Moore, G A (153) 289) 
Ruthenium red sensitbity 
Ca’+ transport: Mitochondria: (White adipocyte, Rat liver) 
(Epping. R.J (158)21) 
S 
Salt washing 
Oxygen evolution. Photosystem II: EPR. Mn-bmdmg: 33-kDa 
protem (Ono. T -A (164) 155) 
Salt-bridge protolytic rupture 
Cytochrome oxidasc vesicle; Proton translocatton: Proton 
pump. Redox-hnked process, Deprotonation (Papa. S (157) 7) 
Sandwich complex 
CD. Ionophore X537A; Conformattonal analysis; Carrier iono- 
phore. Ion transport (Vishwanath. C K. (153) 320) 
Sarcolemma 
Vmcuhn, Immunofluorcscence: Sarcolemma-myofibril mterac- 
tion. (Cardiac muscle (Koteliansky, V E (I 59) 158) 
Phospholamban. Ca’+ channel. Phosphorylation; cychc AMP, 
(Cardiac muscle) (Huggins. J P (163) 297) 
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Secondary structure prediction 
Amino acid sequence, Hydrophilicity index; Pihn, (Pseudomo- 
nas aerugmosa~ (Sastry. P.A. (151) 253) 
Protem structure; Ammo acid sequence (Kabsch. W. (155) 179) 
Model building. Protein design; Insecticide-bmdmg polypep- 
tide; Crystallization; Synthetic polypeptide (Moser, R (I 57) 
247) 
Secondary structure stability 
Signal sequence (Finkelstem. A.V. (161) 176) 
Secretagog 
Protein S6; Phosphopeptide pattern; cyclic AMP, Ca’+ stimula- 
tion: (Guineapig parotid gland) (Padel, U (159) 112) 
Secretin 
VIP receptor, Epithehal membrane; Adenylate cyclase, GRF; 
PHI, (Intestine) (Laburthe. M. (159) 89) 
Secretion 
Muscarimc receptor; Inositol phosphohpid, Phosphatidate; 
Protein phosphorylatton: (Awan salt gland) (Fisher. SK. (155) 
43) 
Ca: +: Exocytosis; Catecholamine; Phorbol ester: Protein kinase 
C (Knight. D.E. (160) 98) 
p-Lactamase I, Prcpemcillinase: Signal sequence; (Bucillus cer- 
eus. Escherichru colr i (Mezes. P.S.F (161) 195) 
Neutrophil; cytosohc pH: cytosolic Mg2+. Ionophore A23187. 
cytosohc CaZf (Virgilio. F.D. (163) 315) 
Secretory granule 
Cytochrome h-561; Chromaffin granule; Plasma membrane; 
Dehydrogenase, Antimycin: Spectral shift (Malviya, A.N. (160) 
153) 
Promsulin. Processmg: Carboxypeptidase; Insuhnoma; Prohor- 
mone (Docherty, K. (162) 137) 
Secretory mutant 
j$Glucanase. Endoplasmic reticulum: Enzyme precursor, 
Enzyme activation; f Sacchurom.vces cerevisiue) (Hernandez. 
L M (161) 190) 
Sedimentation equilibrium 
Coupling factor I. M,; Light scattering; Subunit stoichiometry; 
Chloroplast (Moroney. J.V. (158) 58) 
Seed development 
Ammoacyl-tRNA: Free ammo acid: Sulfur deficiency, / Puum 
.~cmrun~~ (Macmcol, P.K (156) 55) 
L-Selenocysteine 
Tryptophan synthase (Esaki. N. (161) 207) 
Semiquinone 
Photosynthesis; Fluorescence yield; Kinetics. Plastoquinone; 
Two-electron gate (Robmson, H H. (153) 221) 
Cytochrome bp/, EPR, Bis-histidine hgation, 5-Undecyl-6-hyd- 
roxy-4,7-dioxobenzothiazole; (Spinach) (Salerno, J.C. (162) 
157) 
Semiquinone-iron complex 
Pheophytm; Redox titration. Photosynthesis; EPR. Electron 
donor (Rutherford, A.W. (154) 328) 
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Sendai virus 
Fluorescence photobleachmg recovery; Virus-cell fusion (Hems. 
Y.I. (151) 134) 
Ribosome-Inactivating protein; Toxin: MicroinJection: Fusion 
(Sargiacomo. M. (157) 150) 
Sephadex binding 
Sepharose binding. Immunoglobuhn; (Bovine plasma) (Shi- 
mada. H. (156) 123) 
Sepharose binding 
Sephadex binding: Immunoglobulin; (Bovine plasma) (Shi- 
mada, H. (156) 123) 
Sequence alignment 
Plasminogen activator; Chymotrypsm. Trypsm; Computer 
modeling; B-Structure formation: Urokinase (StraDburger, W 
(157) 219) 
Sequence analysis 
Ca’+-induced folding; Calmodulm: Troponm C (Gariepy. J 
(160) 1) 
DNA: Repetitive fragment; E-DNA-type sequence; (Rat) 
(Gupta. R.C. (164) 175) 
Sequence comparison 
Ribulosebisphosphate carboxylaseroxygenase (Spinach. Rho- 
dospirdlum r&rum): Computer analysis: Sequence homology 
(Reeck. G.R. ( 154) 134) 
Initiation factor 3. Primary structure determmatton. Protem 
synthesis; (Bucrllus steurothermophrlus) (Kimura. M. (160) 78) 
Sequence conservation 
Histone H3; Acetylation site; Acetyllysme. i Physurumpolyce- 
phulumi (Waterborg, J.H. (162) 416) 
Sequence homology 
Bifunchonal enzyme Inhibitor; Ammo acid sequence; r-Amy- 
lase; Trypsm; (Ragi seed) (Campos. F.A.P. (I 52) 300) 
Elongation factor; Primary structure: Protein evolution: (Arte- 
mia salina) (Amons. R (I 53) 37) 
Ribulosebisphosphate carboxylase/oxygenase (Spmach, Rho- 
dosprrdlum rubrum). Computer analysis; Sequence comparison 
(Reeck, G.R. (154) 134) 
Potato spmdle tuber viroid; U3B snRNA (Kiss. T. (163) 217) 
Ammo acid sequence: Conformation prediction: Phosphohpase 
AZ (DiJkstra. B.W. (164) 25) 
Sequence specificity 
Endonuclease; (Gluconohucrer .suho.uyduns 1 (Janulaitis. A. ( I5 I ) 
243) 
Serine 
Amino acid sequence: Acyl transferase: Fatty acid synthase 
(McCarthy, A.D. (160) 296) 
Serine endopeptidase 
Chymotrypsm; Protease: Evolution; Ammo acid sequence; 
(Invertebrate) (Jany, K.-D. (I 58) 98) 
Serum-activated transport 
intracellular Ca* +: Glucose uptake; Membrane transport; 
(Muscle cell) (Khp. A (162) 329) 
150 
Serum albumin 
14.15Oxide-5.8.10.12-eicosatetraenoic acid; 14. I5-Leukotriene 




TolC protem; Cohcin El; DNA sequencing: OmpF protem. (E 
co11 outer membrane) (Hackett, J. (156) 307) 
RNase; Evolutionary rate; Stop codon. (Rat pancreas) (Bem 
tema. J.J. (159) 191) 
Secondary structure stabihty (Fmkelstem. A.V. (161) 176) 
b-Lactamase I; Secretion. Prepemcillmase. /Baci/luc ww20 
E.tcherichia co/i/ (Mkzes, P S F. (161) 195) 
Simian virus 40 
Adlpogenesls, (3T3-LI preadlpocyte). (GenetIcally obese rodent) 
(LGffler. G. ( 153) 179) 
Serum-free culture 
Thyroid: Thyrotropm. cyc11c AMP; Forskolm; DNA synthesis; 
Cell proliferation (Roger. P.P. (157) 323) 
Serum protease 
Inter-z-trypsin mhlbltor; mRNA translation, Protein structure. 
Enzyme inhibltor, (Baboon) (Bourgmgnon, J (162) 379) 
Serum substitute 
Synthetic fluorogemc substrate; 3-Ammo-9-ethylcarbazole; 
Plasmmogen activator: (BHK 21 C 13 cell) (Obr&owtch. A 
(157) 2653 
Sbikimate pathway 
Glyphosate; Fosfomycm: 5-Enolpyruvylshlklmate-3-phosphate 
synthase. I Neurorporcr crassa. ,4roml (Boocock. M.R. (154) 
127) 
Short-chain alcohol 
Adenylate cyclase; Forskolm. Ethanol; (Rat heart) (Robber- 
echt. P. ( 154) 205) 
Showdomycin 
Chemical modlficatlon. Malelmlde derivative: N-Ethylmalel- 
mlde: SuperoxIde generatlon, NADPH oxidase: Lysozyme re- 
lease, Concanavahn A; (Guinea-pig neutroplnl) (Yamashlta. T 
(164) 267) 
Sialic acid 
Brush-border enzyme; Isoelectric focusmg; p1 change; Postnatal 
development; (Rat small intestine) (Kraml, J (151) 193) 
Ganghoslde. 0-Acetylhematoside; Glycosphmgohpld. Hemato- 
side. (Gumea pig) (Hirabayashi, Y. (161) 127) 
Sialyloligosaccharide 
.\c:r/lo-Inosltol; nlw-Inositol. (Urine) (Parkkmen, J (163) 10) 
Side chain interaction 
IH-NMR: RNase S-peptlde: Peptlde foldmg; Hehcal structure 
(RICO. M. (162) 314) 
Signal Ilf 
Trls washmg, Chloroplast. Photosystem II: pH effect; ADRY 
reagent; Kinetics (Yerkes. C T (158) 359) 
Photosystem II: Oxygen evolution: Amme mhiblton. Cl , Brldg- 
mg hgand (Sandusky, P.O. (I 62) 339) 
Signal II,, 
Photosyqtem II, Oxygen evolution. P680+. Cytochrome b-559: 
Chloroplast (Ford. R C. ( 160) 159) 
Signal peptidase 
Pre-pemclllmase. Globomycln; Lipid modification; (Bml1u.s 
lrchm~forn~r.\, E.schrrrchru colr i (Hussain. M. ( 157) 3 1) 
Signal sequence 
Haptoglobm. Cell-free translation. Precursor protem (Chow. V. 
(153)275) 
Cell fractlonatlon; Post-translational mod+icatlon: Protein acy- 
latlon: Membrane-protem assoclatlon: large T antigen (Klock- 
mann, U. (151) 257) 
Single group rotation 
Acetylcholme receptor, Subunit structure; Tertiary structure. 
Ammo acid hydrophobwy; Ion channel locatlon (Kosower. 
E.M. (155) 245) 
Single-channel conductance 
Membrane reconstitution; Planar membrane; Vesicle spreadmg. 
Surface pressure; Membrane tenslon (Schuerholz. T ( 152) 187) 
Single-group rotation theory 
Batrachotoxin: Na+ channel (Kosower, E.M. (163) 161) 
Singlet oxygen 
Fatty acid: Lipid, Phosphatidylcholme, Lummesccnce. Luml- 
nescence quenching (Jr, A A K (155) 233) 
Monomol emission, Dimol emlsslon: 1.4-Dlazablcyclo[2.2.2]oc- 
tane (Lengfelder, E (164) 366) 
Site specificity 
Restriction endonuclease: Ohgonucleotide: Recogmtlon site 
(Zinowev. V.V. (154) 282) 
DNA sequencing; Molecular clonmg: DNA methylatlon; DNA- 
protein recognition; RestrIctIon mapping (WhItehead. P.R 
(155)97) 
Site-specificity 
Endonuclease: Molecular clonmg. (C’lrrobuctw fieun& I (Janu- 
laltls, A (161) 210) 
Endonuclease; Molecular clonmg. i E. colr / (Janulaltis. A ( I61 ) 
213) 
Small groove-binding antibiotic 
Z-DNA~~ B-DNA transItIon; Netropsm: Dlstamycm-3, Purme- 
pyrlmldme alternation: DNA conformation; Antlblotic-poly- 
deoxynucleotlde interaction (Zlmmer. C. ( 154) 156) 
Small-angle X-ray scattering 
Globulm: Phaseolm: Canavahn: (Phu.wolur ~‘uI,qor~s seed) 
(Phetz. P. (162) 43) 
Small-subunit 
Rlbosomal protein: X-ray analysis (White. S W. (163) 73) 
Smooth muscle contraction 
Calmodulin: Calmoduhn-bmdmg protem; Actm bmdmg. Plate- 




Crystallography. Metalloproteinase: Proteolysls (Bode, W. 
( 154) 274) 
Sodium borohydride 
Homo-aza-steroldal ester; Hydroxyapatlte; Nuclease S,; (Ehr- 
hch ascltes tumor cell) (Papageorgiou. A. (153) 194) 
Sodium butyrate 
Protein synthesis: mRNA. Gene transcrIptIon: Prolactin action, 
Casem (Martel. P (154) 55) 
Solid-phase peptide synthesis 
Antipeptide antIserum, Tobacco mosaic virus: Translation; Lo- 
cal lesion spreading: (Tobacco protoplast) (Kiberstis, P.A. (164) 
355) 
Solubilization 
D2 dopamme receptor; Lysophosphatidylcholme. Splperone; 
(Bovine caudate nucleus) (Wheatley, M. (I 51) 97) 
D-Amino acid dehydrogenase. Membrane-bound enzyme 
(Jones. H. (151) 189) 
Cholecystoklmn C-terminal octapeptlde; Enkephalm; Neuro- 
peptldase. Enkephahnase A; Metalloendopeptidase; Synaptic 
membrane (Deschodt-Lanckman, M. (152) 109) 
Prolactm receptor; CHAPS; Estradlol. Cryptic site unmasking 
(Gavlsh. M. (154) 81) 
Adenosme: Adenosme receptor. Nb-Phenylisopropyladenosine: 
(Rat brain membrane) (Nakata. H. (158) 93) 
Solute transport 
Allosterlc regulation: ConJugatlon: Lactose carrier; (Rhodop- 
.scudonmnus spharrorde~, Eschemhiu coli) (Elfermk. M.G.L. 
(164) 185) 
Somatostatin 
Islet-activatmg protem: Adenylate cyclase. GTPase. Inhibitory 
guamne nucleotide site: (BordereNuperrussrs toxin) (Aktories, 
K. (158) 169) 
SOS box 
CII protein. LexA repressor; OOP-RNA; Competitive tran- 
scription: Development: Bacteriophage h (Sprlzhitsky, Yu.A. 
(160) 7) 
Southern blotting 
Elongation factor Ia. Northern blotting; Gene library; (Arre- 
r?flu/ (Van Hemert, F.J. (157) 295) 
Spark discharge 
Electrofuslon: Electromagnetic waves; Evolution; Membrane; 
Protoplasr (Ktippers. G. (164) 323) 
Spectral shift 
Cytochrome h. Q-cycle , 2-(rzNonyl)-4-hydroxyqumohne N-ox- 
tde (Kunr. W S ( 152) 53) 
Cytochrome h-561: Secretory granule; Chromaffin granule; 
Plasma membrane. Dehydrogenase. Antimycin (Malvlya. A.N. 
(160) 153) 
Spectrin 
Vmculm. Fllamm: z-Actinin: Actm gelation (Kotehansky. V.E. 
(151) ‘06) 
Fodrm: Cytoskeleton: Actin-bmdmg protem. Membrane pro- 
tern (Burns. N R. (I 53) 165) 
I51 
Spermatogenesis 
Histone H2A; Ubiquitin; Chromatin; Hlstone H2A-ubiqmtin 
conjugate (Agell, N. (155) 209) 
Nonhistone protein: High-mobility group protein; Chromatin 
(Chiva. M. (162) 324) 
Spermidine synthesis 
Polyamme; Aminopropyltransferase: Reaction mechamsm: 
Bacterial growth (Pegg, A E (155) 192) 
Spermiogenesis 
Nuclear protein; (Dogfish spermatld) (Chauvlere. M. ( 152) 231) 
Spin echo 
Differentiation: ‘H-NMR; Glutamine: Theophylline. Prostag- 
Ian&n El; (Neuroblastoma x glioma cell) (Navon, G (162) 
320) 
Spin label 
Polyethylene glycol, Fusogen; Membrane structure; ESR (Sur- 
ewicz. W.K. (151) 228) 
Reverse transcriptase: Enzyme mhibltion. DNA polymerase; 2’- 
Deoxyurtdine 5’-tnphosphate (Warwick-Koochakl. P.E. (I 52) 
157) 
Phosphate transport: Mitochondrla: Sulfhydryl group; Malel- 
mide (Houstek. J. (154) 185) 
Spin labeling 
(Nat + Kf)-ATPase, (Electric organ. T. marmoruru); LIpId- 
protein interaction; ESR (Zachowskl. A. (163) 245) 
Spin trapping 
Adrlamycln; Erythrocyte. EPR: Hydroxyl radical (Banmster, 
J.V. (157) 170) 
Superoxide: Hydroxyl radical; Hydroxylatlon. Transferrm: 
EPR (Motohashi, N (157) 197) 
Superoxide; Fenton reaction; Hydroxyl radical, Haber-Weiss 
reaction. Iron complex: Pulse radiolysls (Buettner, G.R. (158) 
143) 
l.2-Dlbromoethane; Free radical; Hypoxia: Reductive metabo- 
lism; Cytochrome P450 (Tomasi. A (160) 191) 
Adriamycin: Daunomycm; Superoxide; 5.5-Dimethyl-l-pyrro- 
line I-oxide; 4-(N-Methylpyridmmm) I-butyl mtrone (Carmi- 
chael, A.J. (164)401) 
Spiperone 
D2 dopamine receptor: Solubihzatlon: Lysophosphatidylcho- 
hne: (Bovine caudate nucleus) (Wheatley. M. (151) 97) 
Spontaneous tumor 
Encephalomyocardltls virus, Poly(I)poly(C); 2’,5’-Ohgo syn- 
thetaw Enzyme mductlon; (C,H mouse) (Galaktidou. G. (164) 
161) 
Spreading 
Platelet-activating factor; Macrophage, Prostanold; SuperoxIde. 
Calmodulin antagonist: W-7 (Hartung. H -P. (160) 209) 
State transition 
P700; Kinetics; Fluorescence Induction; Phosphorylatlon: Thy- 




Metallothtonem. Cu-thtonem: Cu(1) transfer; Copper: (Yeast) 
(Hartmann. H -J. (152) 94) 
Stem-loop 
Chloroplast. rDNA. Transcriptton; Attenuatton. (Higher plant) 
(Briat. J F. (163) I) 
Stereochemistry 
D-Glucosammate dehydratase. r.&Ehmmatton reactton: Pyrt- 
doxal 5’-phosphate: 1 H-NM R; ( Agr~hoc~frrw~ radrohacrer ) 
(Iwamoto. R. (156) 33) 
23.25.26-Trthydroxyvttamm D1: 25-Hydroxyvttamm D2-26,13- 
lactone, Vitamin D, metabolite, HPLC. Metabohc pathway 
(Ishizuka. S. (156) 371) 
Sterility 
Electrofuston: Pranase. (Myeloma cell. Hybridoma cell) (Vten- 
ken, J (163) 54) 
Steroid hormone 
Estrogen receptor: Hydrophobictty; Receptor-bmding factor; 
Hormone action: Receptor activation (Murayama. A. (158) 
255) 
Steroid hormone receptor 
Peptide mapping: Photoaffimty labelmg. Hormone-bindmg do- 
main (Cronemeyer. H. ( 156) 287) 
Steroid hydroxylase 
Cytochrome P450: (Leydig cell. Testis) (Kuhn-Velten. N. (154) 
70) 
Steroid precursor 
Equtlin. Steroidogenesis. (Horse, Fetal gonad) (Tan, A D (153) 
1611 
Steroidogenesis 
Equilin: Steroid precursor; (Horse, Fetal gonad) (Tait, A.D. 
(153) IhI) 
Lutropm regulation. Protein phosphorylatton: (Leydig cell) 
(Bakker. G H. (161) 33) 
Stimulus-secretion coupling 
Protein phosphorylation: cychc AMP dependence. Ca’+ depen- 
dence:(Exocrmegland)(Jahn.R (153)71) 
Stoichiometry 
H+-ATPase. Protonmottve force. Phosphorylatton potential. 
Anaerobiosis, / E.whcric,hlu co/ii (Kashkcl. E R. (I 54) 343) 
Chronic stimulation. Myostn hght chain (Seedorf. K ( 158) 32 I ) 
Stop codon 
RNasr: Evolutionary rate. Signal sequence, (Rat pancreas) 
(Bcmtcma. J.J (159) 191) 
Stopped flow 
Lectin. Carbohydrate. Bmding site; Difference absorption; (Pea- 
nut) (Loontiens, F G. (162) 193) 
Storage protein 
Amino acid sequence, Legumtn, Glutelm, (Orr;eo .rulivu) 
(Zhao. W -M (162) 96) 
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Streptozotocin 
Adenosine deaminase: Diabetes, Glucagon. Lipolysis. (Adtpo- 
cyte) (Chatzipanteli, K. (155) 135) 
Stringent control 
Nitrogen fixation, Nitrogenase: Enzyme regulation. Guanosme 
tetraphosphate. Photosynthetic bacteria, / Rhodop.Fc,udonl,jna\ i 
(Zumft. W.G. (154) 121) 
Stringent control 
RNA polymcrase: Nonsense suppression (Nenc. V (I 53) 307) 
Structural heterogeneity 
Photosynthesis; Chlorophyll fluorescence; Inductton curve. 
Kinetics; Membrane organization (Hodges. M. (160) 177) 
Structural model 
Myosm light chain kinase: Calmoduhn; Proteolytic fragment 
(Mayr. G W. (1.57) 22.5) 
Ptcornavtrus, Foot-and-mouth disease virus: Anttgemc varia- 
tion. Synthettc pepttde (Clarke, B E (157) 161) 
Cataract: y-Crystallin: Retinal, SchttTbase. (Eye lens) (Wtstow. 
G. (161) 231) 
Structural organization 
Ftbronectm, Monoclonal antibody. Immunoblotting (Dziadeh. 
M.(l55)321) 
Structural stability 
Calmodulm: Calmoduhn denaturatton. ‘H-NMR (Guerini. D 
(164) 105) 
Structure determination 
Elongation factor G: Crystalhzatton. X-ray analysis. Transloca- 
tion, i Thcvmu.~ /hermophrlu.\ H&3 J (Reshetmkova, L S ( 154) 
149) 
Ohgosaccharide: (Sheep. Locoweed. Urine) (Sadeh. S ( 163) 
104) 
)-Structure formation 
Plasmmogen activator: Chymotrypsm; Trypsm: Computer 
modehng: Sequence alignment; Urokmase (Stral3burger. W 
(157) 219) 
Structure-activity relationship 
Gramicidin S: Gram-negattve bacteria: Peptide antibiotic. Pep- 
tide syntheses (Ando. S. (161) 89) 
Structure-function 
Phosphorylase a; Enzyme mhibttton: Enzyme acttvation. 
Dimerizatton (Melpidou, A E (I 54) 105) 
Subcellular distribution 
Epoxide hydrolase; Peroxisome (Waechter. F ( 158) 225) 
Submitochondrial particle 
Ethylene, I-Aminocyclopropane-I-carboxyhc acid: Mitochon- 
drta. Nigericm (Vmkler. C (161) 252) 
Substrate competition 
Respiration. Glycine oxidatton: Preferential oxidation. U//o- 
chondriu. (P~vum su~~vtm~ I (Dry. I B ( 158) 154) 
Substrate inhibition 
Fructose-1.6-bisphosphatase. Fructose Z.h-bisphosphatc. ,Y- 
Ethylmaleimide, Allosteric site (Meek. D.W. (160) 105) 
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Substrate specificity 
Base recognition; Charge complementarity; X-ray diffiactlon: 
Conformatlonal flexlbllity. Protem-nucleic acid interactlon 
(Borkakoti. N. (162) 367) 
Subtilisin 
Citrate synthase: Proteolysis; Cooperatwty: Enzyme regula- 
tion; (Acrne~ohacler caicoucetzcus) (Mitchell, C.G. (151) 265) 
j-Subunit 
Ca* +. Phospholipid: Protem synthesis; Protem kinase; Eukar- 
yotlc;nitiatlon factor 2 (Schatzman, R.C. (159) 167) 
Subunit association 
5 S RNA-protein complex; Affinity chromatography; Ribo- 
some; (E. colri (Metspalu, E (I 53) 125) 
Subunit chain structure 
C4b-binding protem. Active fragment; Proteolysis (Nagasawa. 
S. (164) 135) 
Subunit function 
Western blotting: Ultrawolet cross-linkmg, RNA polymerase; 
DNA-protem Interaction: RNA-protein interaction (Gundelf- 
mger. E D. (157) 133) 
Monoclonal antibody. RNA polymerase (Vilamltjana. J. (I 58) 
343) 
Subunit heterogeneity 
Hemoglobm: Raman spectroscopy (Scott, T.W. (158) 68) 
Subunit interaction 
Choriogonadotropm; NMR; Hlstidine: Glycoprotein hormone 
(Frankenne, F (151) 197) 
Subunit orientation 
Electron mlcroscopy: Rlbosome: Pre-translocation state; Post- 
translocation state (Vaslhev. V D. (155) 167) 
Subunit stoichiometrv 
Chloroplast; ATP sqnthetase; Light-harvestmg complex (Siiss, 
K.-H. (153) 134) 
Couplmg factor I: M,; Light scattermg; Sedimentation equili- 
brlum; Chloroplast (Moroney. J V (158) 58) 
Subunit structure 
Acetylcholine receptor: Tertiary structure; Amino acid hydro- 
phobiclty; Ion channel location; Single group rotation 
(Kosower. E.M (I 55) 245) 
Lectin: Ammo acid sequence; (Lath_vrus odoratus) (Sletten, K. 
(156) 253) 
Subzero temperature stopped-flow 
Actomyosin dissociation; Arrhemus plot; Ethylene glycol (MII- 
lar, N.C. (160) 141) 
Succinate oxidation 
UKJ72J: Herbicide: Thlopyrimidme; Mitochondrla; Inhibltion; 
(Plant) (Gauvnt. C. (158) 222) 
Succinate thiokinase 
Citrate synthase; (Thermus aquaticus. Halobacrerium salinar- 
rum) (Weltzman. P.D.J. (154) 369) 
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Succinylacetone 
Heme: Cytochrome P450; &Aminolevulinate synthase, Porpho- 
bilinogen synthase. Tyrosinemla: (Hepatocyte culture) (Glger. 
u. (153) 335) 
Sucrose 
Sucrose-phosphate synthase; Glucose 6-phosphate: lnorgamc 
phosphate; Metabolic regulation; (S~mucea oleraceu L) (Doeh- 
lert. D.C (153) 293) 
Sucrose synthesis 
Fructose 2.6-bisphosphate: Fructose-6-phosphate. 2-kmase. 
Gluconeogenesis: Glycolysw Enzyme regulation (Cskke. C. 
(155) 139) 
Fructose 2.6-biphosphate. Fructose-2,6-blphosphatase: Gluco- 
neogenesw Glycolys~s; Enzyme regulation (Csike. C (162) 103) 
Sucrose-phosphate synthase 
Glucose 6-phosphate, lnorgamc phosphate: Metabohc regula- 
tlon: Sucrose, (Spmrrceu oleruwa L) (Doehlert. D C. (153) 293) 
Sugar transport 
Enterocyte; Ammo acid transport, K’ transport; (Rabbit. 
Small Intestine) (Brown, P.D. (163) 203) 
Sugar transport modulation 
n”-Phenyhsopropyladenosme: Fat cell metabohsm, Insulm. 
Catecholamine (Souness, J.E (153) 103) 
Sulfation 
Proteoglycan; (Chondrocyte) (Vittur. F (153) 187) 
Sulfhydryldependent transport 
Peptide transport; Redox-sensltwe dithiol: (GermmatIng barley) 
(Walker Smith. D J. (160) 25) 
Sulfhydryl group 
Elongation factor 2; Rlbosomal mteractmn; Guanosme nucleo- 
tide; N-Ethylmalelmlde; Ammo group-specific reagent (Nurten. 
R. (154) 391) 
Plasma membrane; Ca’ + translocase; ATPase, Glutathlone: 
(Liver) (Bellomo, G. (163) 136) 
Phosphate transport: Mltochondrla: Malelmlde: Spm label 
(Houstek. J. (154) 185) 
CSulfidopeptide 
Radioimmunoassay: Leukotrlene C,: Leukocyte._lonophore 
A23187. Leukotrlene CJ formatlon (Lmdgren, J.A. (152) 83) 
Sulfoquinivosyldiacylglycerol 
Lipid particle; Liposome; Chloroplast structure. Monogalacto- 
syldiacylglycerol; Digalactosyldiacylglycerol (Sakal. W.S. (I 58) 
203) 
Sulfur deficiency 
Aminoacyl-tRNA, Free amino aad: Seed development; (P/run~ 
.wrmm~ (Macnicol. P.K (156) 55) 
Superhelix density 
Cruciform structure; Inverted repeat; Pahndrome. superhehcal 
DNA; Kmetlcs. Relaxation time (Vologodskil. A.V. (160) 173) 
Superoxide 
Neutrophil; Hydrogen peroxide; Free radical. 5,5’-Dimethyl-l- 
pyrrolme N-oxide: ( Trypanosoma cru:I I (Docampo, R. (I 55) 
25) 
154 
Dicyclohexylcarbodumlde, Respiratory burst; Neutrophll 
(Aviram, A. (155) 205) 
Hydroxyl radical: Hydroxylation; Transferrin; EPR; Spm trap- 
ping (Motohaslu, N (157) 197) 
Fenton reaction; Hydroxyl radical; Haber-Weiss reaction; Iron 
complex; Pulse radlolysis: Spin trapping (Buettner. G.R. (158) 
143) 
Hydroxyl radical, Iron: Haber-Weiss reaction: Chelator; Fenton 
reaction (Flitter. W. (I 58) 310) 
Platelet-activating factor; Macrophage; Prostanoid, Spreading: 
Calmoduhn antagonist; W-7 (Hartung, H.-P. (160) 209) 
Trlphenyltm chloride; Phorbol myrtstate acetate; Neutrophtl; 
NADPH oxtdase (Matsui. H. (164) 251) 
Adrlamycm; Daunomycm; Spm trappmg. 5.5-Dtmethyl-l-pyr- 
reline I-oxide, 4-(N-Methylpyridmium) r-butyl nitrone (Cartn- 
chael, A.J. (164) 401) 
Superoxide dismutase 
Copper; Erythrocyte (Ggrtner. A. (155) 15) 
Cyanobactermm: Nttrogenase. Oxygen, Catalase: Photooxida- 
tlon (Mackey. E J. ( 156) 108) 
Dipole moment; Electrostatic interaction, Ionic strength (Van 
Leeuaen. J.W. (156) 262) 
Superoxide generation 
Phosphohpld transmethylatlon: cychc AMP, Wheat germ agg- 
lutmin: Phorbol myristate (Yagawa. K. (154) 383) 
Electron-transfer inhibltor, Respiratory chain, Mitochondria. 
Cytochrome bc, site: Q cycle; Center o; Ubisemiquinone; Auto- 
oxidation (Ksenzenko. M. (155) 19) 
Chenncal modificatton: Malelmlde derivative; Showdomycin, 
N-Ethylmaleimide. NADPH oxldase; Lysozyme release; Conca- 
navalm A, (Guinea-pig neutroplul) (Yamashita. T. (164) 267) 
Superoxide radical 
Enzyme reactivation; Nltrate reductase, Cyanide (Jawah, N. 
(158)213) 
Rhodanese. Phenylglyoxal, Cyanide; Thiosulfate: Hydrogen 
peroxlde (Canella. C (162) 180) 
Supranucleosomal organization 
Chromatm: Nucleosome: TranscrIption; RNA polymerase; 
DNA topology (Grlgoryev, S.A. (162) I) 
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Swainsonine 
Mannosidosis: Oligosaccharide, Lysosomal glycoprotem. 
(Urme) (Abraham. D.J. (163) 1 IO) 
Swelling 
Mitochondna; Ca’+ efflux; t-Butyl hydroperoxlde: Ruthenium 
red (Moore. G.A. ( 153) 289) 
Mitochondrla: Purme nucleotlde: Proton conductance, Purme 
nucleotide binding; (Brown fat) (Real. E ( 161) 284) 
Symbiosis 
Glutamme synthetase; Translation. mRNA purlficatlon. Nodu- 
hn. (Phuseolus vulgarrsi (Cullimore. J V (158) 107) 
Synaptic membrane- 
Cholecystokinm C-terminal octapeptide; Enkephalm. Neuro- 
peptldase: Enkephalinase A. Metalloendopeptldase: Solubihza- 
tion (Deschodt-Lanckman. M. (152) 109) 
Vasopressm bindmg: Adenylate cyclase: (Hippocampus) (Bar- 
beris. C (162) 400) 
Synaptic vesicle 
Reserpine; Dopamme uptake (Near. J A (158) 3 I) 
Synaptosome 
Lysls; Antiserum; y-Aminobutync acid, Lactate dehydrogenase, 
Glutamate decarboxylase (Docherty, M. (152) 57) 
Choline uptake; Membrane vesicle; Ion gradient: (Insect) 
(Breer. H (153) 345) 
Prohne: Neurotransmitter: Hugh-affimty transport (Haupt- 
mann. M. (161) 301) 
Acetylcholine: Muscarmic acetylcholine receptor: Presynaptlc 
inhlbition, ( Torpedo i (Luz. S. (164) 9) 
Synchronization 
Aphidtcolin, Cell culture; nuclear DNA synthesis: c Duucu.c cur- 
o/u) (Sala, F. (I 53) 204) 
Synchrotron radiation 
Aspartate ammotransferase, Coenzyme bmdmg. solutton X-ray 
scattermg (Vergt. D. ( 154) 277) 
Synthesis terminator 
3’.Deoxy-3’-ammonucleoside 5’-tnphosphate; RNA syntheses, 
DNA-dependent RNA polymerase: (Eschrrichru colri (Kutate- 
ladze. T. (153) 420) 
Synthetic fluorogenic substrate 
3-Amino-9-ethylcarbazole; Plasmmogen activator. Serum sub- 
stitute, (BHK 21 C 13 cell) (Obrt-novitch, A. ( 157) 265) 
Synthetic lipid 
Bacteriorhodopsm; Proton pump: Llposome (Pabst. R ( 154) 5) 
Synthetic oligonucleotide 
DNA binding; CD. cychc AMP receptor protein (Martin, S.R 
(159) 102) 
Synthetic peptide 
CD, Drug binding; Troponin C (Reid. R E. (I 54) 60) 
Plcornavtrus; Foot-and-mouth disease virus; Antlgemc vana- 
tlon; Structural model (Clarke. B.E (157) 261) 
Surface charge 
Ganghoside: LipId bilayer, Membrane capacitance (Usal, C 
(153)315) 
Surface iodination 
Transverse membrane topography, Bacteriochlorophyll-pro- 
tern:: / Rhodopseudomonus cupsularu) (Peters, J.D. (162) 57) 
Surface potential 
Protein phosphorylatlon, Monoamme oxldase. Mltochondna. 
Membrane protein. cyclic AMP (Famulski. K.S. (157) 124) 
Surface pressure 
Membrane reconstitution. Planar membrane; Vesicle spreading; 




Ribosomal protein; RNA-protein complex; tRNA selection; (E 
co/l) (Sarapuu, T. (152) 291) 
Synthetic polypeptide 
Secondary structure prediction; Model buildmg; Protein design; 
Insecticide-bmding polypeptide; Crystalhzation (Moser, R. 
(157) 247) 
SI-S2 junction 




Catechol oxidation; Quinone formation; Qumone methide gene- 
ration; Arylation; Polyphenol oxidase; (Insect cuticle) (Sugu- 
maran, M. (155) 65) 
Target size 
PH]PN 200- 110; d-cis-Diltiazem; Cal+ channel; Molecular 
mass; (Skeletal muscle) (Gall, A. (I 57) 63) 
Targeting 
Ricin: A chain; B chain: Fibrosarcoma (McIntosh, D.P. (164) 
17) 
TAU factor 
Regeneration; Tubulin sequence (Neumann, D. (162) 270) 
Tauro-/?-muricholic acid 
Radioimmunoassay; Taurochenodeoxycholic acid; Bile acid; 
(Isolated hepatocyte. Rat liver) (Botham, K.M (151) 19) 
Taurochenodeoxychoiic acid 
Radioimmunoassay; Tauro-/I-muricholic acid; Bile acid; (Iso- 
lated hepatocyte, Rat liver) (Botham. K.M. (151) 19) 
Taxol 
Antitumor drug; TN-16; Nocodazole: Tubulin; Microtubule as- 
sembly (Arai, T. (I 55) 273) 
Temperature acclimation 
Microsome; Hemoprotein; Glucose-6-phosphatase; (Tetrahy- 
menu) (Fukushima, H. (161) 261) 
Temperature effect 
ATPase, Mitochondria; Conformational change; Kinetics; 
Lipid effect; CD (Curatola, G. (155) 131) 
Temperature sensitivity 
Clonmg: Prolipoprotem signal peptidase; (E. co/i outer mem- 
brane) (Yamagata, H. (158) 301) 
Temperature-sensitive mutant 
Histone H2A; Chromosomal protein; ATP; Ubiquitin; (Mouse) 
(Matsumoto. Y. (151) 139) 
I55 
3’-Terminal extension 
Restriction endonuclease; Isoschizomer; Ligation (Khosaka. T 
(163) 170) 
Terminal transferase 
Translational control; Development, (Skeletal muscle) (Van 
Zijl, L.A. (159) 33) 
Tertiary structure 
Acetylcholine receptor: Subumt structure; Ammo acid hydro- 
phobicity; Ion channel location; Smgle group rotation 
(Kosower. E.M. (I 55) 245) 
Tetracycliw 
Ribosome; Antibiotic resistance (Mikulik, K. (152) 125) 
deacylated tRNA-ribosome interaction; Ribosome exit site: 
Antibiotic: Edeine: Intersubumt site distribution (Kirillov. S.V. 
(157) 91) 
Guanosine 3’.5’-polyphosphate; Ribosome (Behtsma. N.V 
(162) 39) 
12-0-Tetradecanoyl phorbol Bacetate 
Endoplasmic reticulum: Choline incorporation: (C3H/IOT’/, 
libroblast) (Pryme, I.F. (I 52) 17) 
12-O-Tetradecanoyl phorbol lfacetate binding 
Cytosol; Protem kinase; (Chick oviduct) (Gschwendt, M. (162) 
147) 
N.N,N,N-Tetramethyl-p-phenylenediamine oxidation 
Cytochrome oxidase; Proton translocation; Cytochrome oxida- 
tion; Hydrogenated donor oxidation; Redox-linked process 
(Papa, S (157) 15) 
Tetrasaccharide synthesis 
(l-*3)-D-Mannosyltransferase; Dohchyl pyrophosphate (Hers- 
covics, A. (I 56) 298) 
Theophylline 
Differentiation; ‘H-NMR. Glutamine; Prostaglandin E,; Spm 
echo: (Neuroblastoma x ghoma cell) (Navon, G. (I 62) 320) 
Theoretical computation 
Gramicidin A; Energy profile; Na+, Ion channel (Pullman, A. 
(163) 199) 
Thermal stability 
lnositol synthase; NAD bmding; (Mammahan bram, Human 
fetus) (Adhikari, J (163) 46) 
Thermodynamics 
Lipoprotein; a-Hehx; Protein structure; Membrane structure; 
Primary structure (Pownall, H.J. (I 59) 17) 
Thermophile 
tRNA; Thermostability; NMR; 2-Thioribothymidme; 2-Thio- 
pyrimidme polyribonucleotide (Yamamoto, Yu. (157) 95) 
Ribosomal protein: Crystal structure (Appelt, K. (160) 72) 
Thermostability 
tRNA; Thermophile; NMR. 2-Thioribothymidine; 2-Thiopyri- 
midine polyribonucleotide (Yamamoto. Yu. (157) 95) 
Template binding 
Reverse transcriptase; DNA synthesis (Parnaik, V.K. (161) 145) 
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Thiol modulation 
Chloroplast: Couphng factor I: Light activation. Heat activa- 
tlon: ATP hydrolysis: Dlvalent catlon speclficlty (Pick. U. (152) 
119) 
Thiol oxidase 
Glutathlone; ~Glutamyl transferase: Plasma membrane, (Tu- 
bular eplthehum. Renal cell) (Mold&us. P. (162) 41 1) 
Thiol protease 
Neutral protease. Ammo acid sequence: Actlve site; Carboxy- 
methylatlon: Calpain; Ca2 + activation (Suzuki, K (152) 67) 
Thiol transferase 
Glutathlone; Pyruvate kmase; Enzyme protection; Oxidative 
inactivation (Axelsson, K. (152) 114) 
Thiopyrimidine 
UKJ72J. Herbicide. Mltochondrla: Succmate oxldatlon; Inhlbl- 
tion: (Plant) (Gauvrit, C (158) 222) 
Z-Thiopyrimidine polyribonucleotide 
tRNA; Thermoplule: Thermostablhty: NMR. 2-Thionbothymi- 
dine (Yamamoto. Yu. ( 157) 95) 
Thioredoxin 
Active site: PeptIde &sulfide, Fluorescent peptlde; Tryptophan 
fluorescence (Klshore. R. (159) 221) 
2-Thioribothymidine 
tRNA: Thermophile, Thermostability; NMR, 2-Thlopyrimldme 
polyribonucleotlde (Yamamoto, Yu (157) 95) 
Thiosulfate 
Rhodanese; Phenylglyoxal. Cyamde; Superoxide radical; Hy- 
drogen peroxlde (Canella. C. (162) 180) 
Three-dimensional crystal 
Ribosomal protein; X-ray drffractlon; (Bocillu.r .stearothermo- 
phdusi (Appelt. K (160) 75) 
Ribosomal particle, Umt cell dimensions; Electron mlcroscopy. 
Computed contoured Image (Yonath, A. (163) 69) 
Threedimensional structure 
X-ray diffraction: RNase: (B~rcd/us wtlmw~ediu.v) (Pavlovsky. 
A.G. (162) 167) 
Threonine phosphorylation 
Membrane protein: Protein kinase. Iron; (Mouse liver) (Loeb. 
J.E. (156) 316) 
Thrombin 
a2-Macroglobulin; Antlthrombm. Chymotrypsin (Pochon, F 
(161) 51) 
Platelet aggregation: Collagen: I-O-)Alkyl-2-acetyl-sn-glyceryl- 
3-phosphorylcholine; Lysophosphatldlc acid; Desensitization 
(Hallam, T.J. (162) 142) 
Thrombin specificity 
Hirudin; Tyrosine sulfate; Micro sequencmg (Chang, J.-Y. (164) 
307) 
Thromboxaoe A2 
12-Hydroxy-5.8,10,14-lcosatetraenoic acid; Arachldomc acid; 




Macrophage: Prostaglandm E:: Glucan: Periodontal disease 
(Ablko. Y. (154) 297) 
Thylakoid 
Electron transfer; Proton gradlent; Phosphorylatlon. Mem- 
brane topography; Microchemiosmosls (Haraux, F (155) 248) 
Chloroplast; Manganese; EPR: Oxygen evolution. Zmc treat- 
ment (Miller. M (155) 331) 
Photosynthesis; Chloroplast, Protem phosphorylatlon. Photo- 
system II; Chlorophyll fluorescence (Horton. P. (162) 81) 
Thylakoid lipid 
Photosystem II: Oxygen evolution; Trlton X-100 fragmentation, 
Lipid content, Photosynthesis (Gounarls. K (163) 230) 
Thylakoid membrane 
Chloroplast: Protein kmase; Light-harvestmg complex; Electron 
transport. Chlorophyll fluorescence (Horton. P ( 152) 47) 
Chloroplast. Hypotomc treatment: Immoblhzed enzyme. 
Occluded nucleotide, Diffusion control; Photophosphorylatlon 
mhibltor (Aflalo, C (154) 175) 
Membrane protein: Rhodopsm: Protem structure. Bactenorho- 
dopsm: Helix (Rao. J.K.M. (156) 165) 
Umparental Inheritance: Herblctde resistance. Herbicide bmd- 
mg. 3-(3.4-Dlchlorophenyl)- I. 1-dimethylurea: (Chlum~domonu.~ 
rrmhardii) (Tellenbach. M. (158) 147) 
P700; Kmetlcs; Fluorescence Induction, Phosphorylatlon. State 
transition: (Spinach chloroplast) (Haworth. P (160) 277) 
Thylakoid organization 
Chloroplast lipid: Lipld asymmetry: Membrane lateral hetero- 
geneity; Phase partitioning, Thylakold subfractionation (Gou- 
narls. K. (156) 170) 
Thylakoid protein 
Reconstltutlon; Oxygen evolution; Photosynthesls: Water spht- 
ting; Photosystem II (Fukutaka, E. (158) 217) 
Thylakoid subfractionation 
Chloroplast lipid. Llpld asymmetry; Membrane lateral hetero- 
geneity; Phase partltloning: Thylakoid organization (Gounans. 
K. (156) 170) 
Thymidine incorporation 
Neurotrophic factor; Transferrm; Myogenesis. Peptlde frag- 
ment; Growth factor (Beach. R.L. (156) 15 I ) 
Thymidine kinase 
Interferon; Ohgo@ 5’ A) synthetase (Mengherl. E (157) 301) 
Glucocortlcold: Development; Nucleoside phosphotransferase: 
(Retina) (Tesoriere. G. (164) 166) 
Thymidylate synthase 
Rtbonucleotide reductase. Fluorodeoxyurldme. Hydroxyurea; 
Cell cycle; (Green algae) (Bachmann. B. (I 52) 247) 
Thymine nucleotide 
DNA polymerase. DNA precursor-synthesizmg enzyme; Corn 




Ca* +; intracellular pH; Antigenic stimulation; Fluorescence 
microscopy: (2H3 cell) (Rogers, J. (161) 21) 
Thyroglobulin 
Hormonogenic site; Thyroxine-contaming peptide; Proteolysis; 
Iodination; (Human) (Lejeune, P.-J. (156) 77) 
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Thyroid 
Thyrotropm; cyclic AMP; Forskolin; DNA synthesis; Cell pro- 
liferation; Serum-free culture (Roger, P.P. (157) 323) 
Thyroliberin 
Carboxy-terminal amide; Amidation; (Bovine pituitary) 
(Husain, I. (152) 277) 
Dopamine; Prolactm secretion; cytoplasmic CaZ +; Ca2+ level. 
(Antenor pltmtary) (Schofield. J.G. (159) 79) 
Thyrotropin 
cyclic AMP; Phosphodlesterase; Calmodulin: Carbamylcholine; 
(Dog thyroid) (Miot, F. (151) 273) 
Epidermal growth factor: Epldermal growth factor receptor; 
(Porcine thyroid) (Atkmson, S. (153) 88) 
Thyroid; cyclic AMP; Forskolin; DNA synthesis; Cell prolife- 
ration: Serum-free culture (Roger, P.P. (157) 323) 
Thyroxine 
Myosin; Isozyme. Myosm transition: Denervation: Hormone 
control (Gambke. B. (I 56) 335) 
Myoglobm. Immunoanalysis; ATP; Luciferase; Luminescence 
(Grachev. M.A (162) 266) 
Thyroxine-containing peptide 
Thyroglobulin; Hormonogenic site; Proteolysls; Iodination; 
(Human) (LeJeune. P.-J. (156) 77) 
Tissue specificity 
mRNA, cDNA hbrary. Gene organization; Ovariectomy; 
Mammary carcinoma (Nakhasi. H.L. (164) 281) 
Tissue uptake 
Drug delivery; Modified liposome; Plasma-induced leakage; 
Lipid transfer; Blood clearance (Bali, A. (I 54) 373) 
Tissue-type plasminogen activator 
Fibronectin, Protein evolution; Fibrin-binding domain (BBnyai, 
L (163)37) 
TLC 
Acetaldehyde, Ethanol, Glycerophosphohpid; Membrane lipId; 
(Rat) (Ailing. C. (I 52) 24) 
TN-16 
AntItumor drug, Nocodazole; Taxol; Tubulin; Mlcrotubule as- 
sembly (Aral. T. (155) 273) 
Tobacco mosaic virus 
Antipeptide antIserum; Solid-phase peptIde synthesis; Transla- 
tion; Local lesion spreading; (Tobacco protoplast) (Kiberstis. 
PA. (164) 355) 
Nucleotlde sequence; 5’-Noncodmg region; Heterogeneity 
(Meshi. T. (162) 282) 
Beet necrotic yellow vein Virus: RNA; Cap structure; Poly(A) 
(Putz, C (156)41) 
Toluene treatment 
Caffeine; DNA synthesis; DNA enzyme; (E. colr ) (Sandlie, I 
(151) 237) 
Topography 
Transhydrogenase; NAP-taurme; Photochemical modification; 
Proteoliposome (Pennington. R M (164) 345) 
Topoisomerase 
DNA fragmentation; 4’-[(9-Acridinyl)ammo]methanesulfon-m- 
anisidide (Marshall, B. (161) 75) 
Topoisomerase I 
Chartreusm; Antitumor antIbiotic: Nuclease S,; Restriction 
endonuclease; DNA-specific binding (Uramoto. M. (153) 325) 
Toxin 
Ribosome-inactivating protein; Sendal virus, MicromJection: 
Fusion (Sargiacomo, M. (I 57) 150) 
Toxin action 
Phosphomositol metabolism; Phosphatichc acid; Leukocidin; 
(Pseudomonas oeruginosa. Rabbit leukocyte) (Hirayama. T. 
(157) 46) 
Toxin gene 
&Endotoxin; Plasmid. Plasmid curing; Insecticide; (Bacillus 
rhuringiensis var. israelensis) (Ward, ES. (158) 45) 
Transcription 
RNA polymerase: Elongation inhibition; Actinomycm D; Bmd- 
ing specificity; RNA sequencing; (E. cob) (Aivasashvllh. V.A. 
(160) 124) 
Chromatin; Nucleosome; RNA polymerase; DNA topology, 
Supranucleosomal organization (Grigoryev. S A. (162) 1) 
Chloroplast; rDNA, Stem-loop; Attenuation, (Higher plant) 
(Brlat. J.F. (163) 1) 
Transcription inhibition 
Plasmin; Translation inhibition; Transcription-translation cou- 
pling; (Bovine seminal plasma) (Rao, V.N. (152) 6) 
Transcription inhibitor 
Endoribonuclease VI; Development; Translation Inhibitor; 
Post-transcrlptlonal regulation; fArfemla) (Qumtanilla. M. 
(155)93) 
Transcription-trawlation coupling 
Plasmin; Translation inhibition; Transcription inhIbition; (Bo- 
vme seminal plasma) (Rao, V.N. (152) 6) 
Transferred NOE 
‘H-NMR; Mastoparan-X; Membrane-bound conformation. 
Perdeuterated phosphatidylcholine; PhysIologically active pep- 
tide (Wakamatsu. K. (162) 123) 
Transferrin 
Muscle development; Acetylcholine receptor; Cell culture; Scia- 
tin (Stamatos, C. (153) 387) 
Neurotrophic factor; Myogenesis; Peptide fragment; Thymidine 
incorporation; Growth factor (Beach, R.L. (I 56) I5 I) 
Superoxide; Hydroxyl radical; Hydroxylatlon; EPR; Spin trap- 
ping (Motohashi, N. (157) 197) 
Endocytosrs; Acidic compartment; Monensin; NH,CI; (K562 
cell) (Rao. K. (160) 213) 
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Acute-phase protem: Cell-free translation: cc:-Macroglobuhn; 
3,.Acid glycoprotein; ?i-Protemase; Enzyme inhtbitor; (Rat se- 
rum albumin) (Northemann. W. (161) 319) 
Oligosacchartde conformation; Nuclear Overhauser effect; two- 
dtmensional NMR: (Human serum) (Homans, S W (164) 231) 
Transferrin receptor 
Translation; Processmg, Transmembrane Integration; RNA; 
(Human placenta) (Schneider, C (158) 259) 
Transformation 
Alkalophile, DNA; Alkalophilicity, (Bucdlus suhfdis) (Takt- 
rushi. H. (154) 201) 
Transglutaminase 
a?-Plasmin Inhibitor; Ftbrin, Factor XIII; Cross-hnkmg; Gluta- 
mme substrate (Ichmose. A (153) 369) 
Phospholipid vesicle, Phase transition; Enzyme-phospholiptd 
recombinant: Enzyme mhibition (F&is. L. (155) 1) 
Transhydrogenase 
NAP-taurme: Photochemical modificatton; Topography; Pro- 
teoliposome (Pennington, R.M (164) 345) 
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Anttpepttde antiserum, Solid-phase pepttde synthesis: Tobacco 
mosaic virus: Local leston spreading: (Tobacco protoplast) 
(Ktberstts. P.A. (164) 355) 
Translation accuracy 
Poly(U) misreading: tsoacceptor tRNALe”. Ammoacyl-tRNA 
competition (El’skaya. A.V (164) 93) 
Translation inhibition 
Plasmm: Transcription Inhibition; Transcription-translation 
coupling, (Bovine semmal plasma) (Rao, V N. ( 152) 6) 
Translation inhibitor 
Endoribonuclease VI; Development; Transcrtptton mhtbttor: 
Post-transcriptional regulation. / Artemiu) (Qumtamlla. M. 
(155) 93) 
Translational control 
Termmal transferase, Development, (Skeletal muscle) (Van Zi~l. 
L.A. (159) 33) 
Hemin; Protein synthesis; Deacylation; Met-tRNA, (Reticulo- 
cyte lysate, Rabbit) (Gross, M. (160) 249) 
Translocation 
Elongation factor G; Crystallizatton; X-ray analysts: Structure 
determmatton; ( Thermus thermoph&~ HBX) (Reshetmkova, 
L s (154) 149) 
Rtbosome: Protem synthesis: Antibiotic; Ribosomal A site 
(Hornig. H. (I 56) 3 I I) 
Transmembrane integration 
Transferrm receptor; Translation; Processmg: RNA. (Human 
placenta) (Schneider, C. (158) 259) 
Transmembrane ion gradient 
Plant growth regulator; Cell wall acidificatton; cytoplasmtc 
Ca2+, cytoplasmtc pH: Membrane potential (Brummer. B (161) 
9) 
Trans-inhibition 
Membrane transport; Amino actd transport; Membrane vesicle; 
Amino acid supplementation; (Muscle cell, Myoblast) (Klip. A 
(152) 171) 
Translation 
a-Macroglobuhn, Deglycosylation. (Rat hepatocyte) (Andus. T. 
(151) IO) 
a,-Antttrypsin; Edman degradation; Prepeptide; Primary cul- 
ture; Deglycosylatton; (Rat hepatocyte) (Gross, V. (151) 201) 
Chrome stimulation. mRNA; Myosm light chain; (Rabbit mus- 
cle)(Heilig.A. (151)211) 
Barley strtpe mosaic virus; vtrion RNA (DolJa, V V. (151) 215) 
RNA; Ribonuclease inhibitor; Human placental lactogen; 
Choriogonadotropm; (Wheat germ Human placenta) (Htranya- 
vasit. W. (152) 35) 
Iodmation; Messenger ribonucleoprotem; Polyribosome bmd- 
ing (Butcher, P.D. (153) 119) 
Hyperthermia; Phosphorylation: Rtbosome, (Human, Tumor 
cell) (Richter, W W. (I 53) 262) 
a,-Antitrypsm; Processmg; (Human liver); mRNA (Bathurst. 
I.C. (I 53) 270) 
Ptcornavtrus: Encephalomyocarditis virus, Post-translational 
processmg; Polyprotem; Cleavage map (Kazachkov, Yu.A. 
(154) 161) 
Apohpoprotem B: RNA: LDL; (Human liver) (Olofsson, S.-O 
( 156) 63) 
Calcitomn; mRNA; Radioimmunoassay; (Chicken, Ulttmo- 
branchtal gland) (Lasmoles, F. (I 57) 100) 
Glutamine synthetase; mRNA purification, Nodulin; Symbto- 
SIS; (Phuseolus vulgaris) (Cullimore. J.V. (158) 107) 
Transferrin receptor; Processing, Transmembrane integration; 
RNA; (Human placenta) (Schnetder. C. (158) 259) 
Initiation; Protein synthesis mhibitor; Protein synthesis mhibi- 
non: Cell-free system; (Escherichia coli) (Skelly, SM. (I 62) 16) 
Transmitter release 
CazC channel; Dihydropyrtdine; Cal+ uptake: Ligdnd bmdmg: 
Molecular probe (Takahashi, M. (152) 191) 
Transport energization 
Electrogenic transport; ATPase; Proton translocation: (Yeast 
vacuolar membrane) (Okorokov. L.A. (155) 102) 
Transport inhibition 
ADP,ATP transport; 2,4.6-Trmttrophenyl derivative: (Rat liver 
mttochondria) (Schlimme. E (I 55) 6) 
Transport kinetics 
Btcarbonate transport; Photosynthests; Carbon dioxide: iCh/u- 
mydomonus) (Spaldmg. M.H (154) 335) 
Transport model 
ADP.ATP transport; Mitochondria; Metalloprotem; Catalysts 
(Boos. K.-S. (160) I I) 
Transposable element 
Circular extrachromosomal copy: (Yeast) (Ballarto, P. (155) 
225) 
DNA rearrangement: DNA fracttonation, rDNA. DNA-DNA 
hybridization; (Yeast) (Oyen. T.B. (161) 201) 
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Transverse membrane topography 
Bactertochlorophyll-protein; Surface iodmatlon; / Rhodopseudo- 
nwna.~ cup.tulufaI (Peters, J.D. (162) 57) 
Triacylglycerol 
Oleoylanihde; Lmoleylamhde: Phosphohpid; Arachldonic acid; 
Neutrophil; (Human) (01, M.G. (162) 151) 
Tricarltoxylate carrier 
Mitochondria: Hydroxyapatlte; Reconstitution; Membrane 
transport (Stipani. 1. (161) 269) 
Tricarboxylic acid cycle 
Anaplerotlc reactIon; Glycolysls; Heterocyst, (Vegetative cell, 
Anahaenu cylindncu) (Neuer. G. (I 58) 79) 
Trichloromethyl radical 
Carbon tetrachloride; Covalent bindmg; Lipoprotem secretIon: 
(Isolated hepatocyte. Fatty hver) (Poli, G. (160) 187) 
Trifluoperazine 
Calmodulin, Ca* + regulation; Protein secretlon; (Lacrimal 
gland) (Maiduit. P. (152) 207) 
Platelet-activating factor, Calmoduhn antagonist: W7; W5. Pla- 
telet aggregation (Levy, J V ( 154) 262) 
Calmodulin; lPF-NMR: CD (Shlmizu, T. (160) 182) 
Ca2+ uptake: Cell cycle; (Yeast) (Saavedra-Molina. A. (160) 
195) 
Chlorpromazme: LDL catabolism; Fibroblast; (Human) 
(Maziere, J.C. (162) 396) 
Phorbol ester, Diacylglycerol; Protein kmase C; CaZt; Platelet 
(Sanchez, A. (164) 43) 
Triglyceride 
Lipase; Bile salt: Phosphohpid; Enzyme activation; (Pancreas) 
(Erlanson-Albertsson. C. (162) 225) 
23,25,26_Trihydroxyvitamin D3 
25-Hydroxyvltamm D,-26.23-lactone. Vitamin D3 metabolite; 




Chloroplast; Photosystem II: Signal IIf; pH effect; ADRY rea- 
gent; Kinetics (Yerkes, C.T. (158) 359) 
Tritiation 
Radioimmunoassay; Head activator; Neuropeptide: HPLC; 
(Hydra) (Bodenmiiller, H. (I 59) 237) 
Triton model 
Actin; Capping protein; Cal+; Cytoskeleton; (Bovine brain) 
(Isenberg. G. (163) 225) 
Triton X-100 
Phosphate carrier; Cardlohpin; Activation; Reactivation 
(Mende, P. (158) 331) 
Erythrocyte membrane; Band 3 protein. Association equili- 
bnum; PeroxIde (Schubert, D (163) 81) 
Triton X-100 fragmentation 
Thylakoid hpid; Photosystem II; Oxygen evolution, Lipid con- 
tent; Photosynthesis (Gounans. K. (163) 230) 
Tropomyosin 
Troponin I-like factor; Actm-linked regulation; Calmoduhn. 
CaL+ sensitivity; (Pig platelet) (Der Terrosian, E. (I 52) 202) 
F-Actm; Filamin; (Skeletal muscle, Bovine brain) (Koteliansky, 
V.E. (155) 85) 
Partial peptide mapping: p-Tropomyosin difference peptide 
(Kardami. E. (163) 250) 
Tropomyosin binding 
Calmodulin; Actin binding: Actomyosm: ATPase; Ca* ’ regula- 
tion (Stewart, D.1.H (157) 129) 
p-Tropomyosin difference peptide 
Tropomyosin: Partial peptide mapping (Kardami. E. (163) 250) 
Tropomyosin isotype 
Protein phosphorylation, Cross-mnervatlon: (Rabbit skeletal 
muscle) (Heeley, D.H (152) 282) 
Troponin 
Troponm T. Actomyosm, ATPase: Enzyme inhlbition; Tropo- 
nin I, (Rabbit skeletal muscle) (Chong, P.C.S. (153) 372) 
Troponin C 
Malignant hyperthenma; Peptide mappmg; Calmoduhn; Tryp- 
sin; (Pig) (Lorkin, P A. (153) 8 I) 
CD; Calmodulin: Heat stability; (Skeletal muscle) (Brzeska, H. 
(153) 169) 
CD; Drug binding; Synthetic peptide (Reid, R.E. (154) 60) 
Ca2+; Ca”+ dependence; Calmoduhn; Hydrophobic Interaction 
chromatography; Proteolytic fragment (Vogel, H J. (157) 241) 
CaZ+-induced folding; Calmodulin; Sequence analysis (GariCpy, 
J. (160) 1) 
Troponin I 
Troponin T; Actomyosm; ATPase; Enzyme Inhibition; Tropo- 
nin; (Rabbit skeletal muscle) (Chong, P.C.S. (I 53) 372) 
Troponin I-like factor 
Actm-linked regulation, Calmodulin; Tropomyosm; CaZ’ 
sensitivity; (Pig platelet) (Der Terrosian, E. (I 52) 202) 
2,4,6_Trinitrophenyl derivative 
ADP,ATP transport; Transport InhibitIon; (Rat liver mitochon- 
dria) (Schlimme. E (155) 6) 
Trioxodinitrate 
Cytochrome d, Agf : Nitrate. Nitrite; (Escherichla coli) (Hub- 
bard, J.A M (164) 241) 
Triphenyltin chloride 
SuperoxIde: Phorbol myristate acetate; Neutrophil; NADPH 
oxidase (Matsul. H. (164) 251) 
Triplet state 
Carbocyanine dye; Fluorescent probe; Liposome; Rotational 
diffusion; Membrane lipid (Johnson, P. (153) 391) 
Photosystem II. ADMR; ESR; Absorbance difference spectros- 
copy (Den Blanken, H.J. (157) 21) 
Photosystem II; Electron acceptor; Iron-quinone; Pheophytin; 
iPhormrdrum lammosum) (At&son, Y.E. (159) 141) 
ADMR; ESR; Primary donor; (Chloro~¶exus auranfiacus) (Den 
Blanken. H.J. (161) 185) 
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Troponin interaction 
Coiled-coil structure; Contractile protein; Actm bmdmg; (Non- 
muscle tissue) Caz+ regulation (Lewis, W.G. (156) 269) 
Troponin T 
Actomyosin, ATPase; Enzyme mhibition; Troponm I: Tropo- 
nm; (Rabbit skeletal muscle) (Chong. P.C.S (153) 372) 
Trypsin 
Bifunctional enzyme inhibitor, Ammo acid sequence; x-Amy- 
lase; Sequence homology; (Ragi seed) (Campos. F.A.P. (152) 
Mahgnant hyperthermia; Troponm C: Peptide mapping: Cal- 
modulin: (Pig) (Lorkm. PA (153) 81) 
Adenylate cyclase: Cychc AMP; (Bovme thyroid) (Knapp. J. 
(155) 47) 
Chromatin; Core htstone. Htstone HI. Proteolysis: Electrophor- 
esis (Harborne, N. (155) 88) 
Phycobihsome: Billprotein; Fluorescence; (Griffithsia rnond~~. 
Rhodophyta) (Hiller. R G. (156) 180) 
Chromatm. Nucleoprotem: Histone: Erythrocyte; (Liver nuclei) 
(Saccone, G T.P. (I 57) I1 1) 
Plasmmogen activator, Chymotrypsin; Computer modeling; Se- 
quence alignment; B-Structure formation; Urokinase (Stra- 
Bburger. W. (157) 219) 
Trypsin digestion 
Chromatm structure, Histone HI; Histone H3; Immobilized 
enzyme; Collagen membrane (Marion. C. (157) 3 17) 
Ohgomycin sensitivity; ATPase: Fi-ATPase; F, subunit; Ohgo- 
mycin-sensitivity conferring protein; Reconstitution (Hundal. 
T. (162) 5) 
Trypsin Proteolysis 
Myosm: SlS2 junction, Heavy chain fragment (Marianne- 
Pepin, T. (159) 21 I) 
Trypsin treatment 
(Na+ + K *)-ATPase, Reconstitution: Na+ flux: Membrane 
leak. K+ flux, Bar model (Anner, B.M (158) 7) 
Tryptic phosphopeptide 
Branched-chain 2-oxo-acid dehydrogenase, Phosphorylation; 
Phosphorylation site; Phosphorylation inactivation: (Ox kid- 
ney) (Lau. KS (160) 149) 
Tryptophan fluorescence 
Thioredoxin. Active site; Peptide disulfide; Fluorescent peptide 
(Kishore, R. (159) 221) 
Tryptophan synthase 
L-Selenocysteine (Esaki, N. (161) 207) 
Tryptophanyl-tRNA synthetase 
Enzyme specificity: Binding site interactton; Aminoacyl-tRNA 
synthetase: Proofreading mechamsm (Degtyarev. S.K. (154) 
293) 
dTTP 
Deoxyguanosme kmase; Enzyme regulation; dGTP; (Human 
placenta) (Yamada. Ya. (I 57) 51) 
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Tubulin 
Microtubule-associated protem; Acid phosphatase: Alkalme 
phosphatase (Prus. K ( 15 I ) 54) 
Acetylation. Lysme; Colchicme bmdmg. Polymerization. Con- 
formational change (Dasgupta, D (152) 101) 
Antitumor drug; TN-16, Nocodazole; Taxol; Microtubule as- 
sembly (Arai, T. (I 55) 273) 
Microtubule, Carboxypeptidase, Tyrosme carboxypeptidase. 
Detyrosination: Microtubule-associated protem (Arce. C.A. 
(157) 75) 
Polysome. Membrane bmdmg: Protein synthesis: Immunopreci- 
pitation (Barahona. I. (158) 271) 
Colchicine: Fluorescence; Polarization: Bmdmg parameter. 
(Brain) (Choudhury. G.G. (161) 55) 
Microtubule assembly, S-100 protem, Calmodulm, Zn’+ regula- 
tion (Demum. J. (163) 287) 
Guamne nucleotide-bmdmg protem: Protein synthesis. Adeny- 
late cyclase; ADP-ribosylation: Visual transduction (Hughes. 
S.M. (164) 1) 
Actm. Gene expression: Cell cycle (Zimmerman. A.M (164) 
318) 
/I-Tubulin 
Microtubule: IO-nm fiber; Tub&n heterogenetity: (Ehrhch 
ascites tumor cell) (Doenges. K.H. (151) 286) 
Tubulin heterogenetity 
Microtubule: IO-nm fiber; fi-Tubulm; (Ehrlich ascites tumor 
cell) (Doenges. K.H (151) 286) 
Tubulin sequence 
Regeneration: TAU factor (Neumann, D. (162) 270) 
Tunicamycin 
Protein A; Carbohydrate; Aglycosylation: Secondary function. 
Immunoglobulm G; (Mouse) (Leatherbarrow, R J (164) 227) 
Tween 80 
Glucosyltransferase: Glucan. (Streptococcm mu~un.t J (Shima- 
mura. A. ( 157) 79) 
Two-electron gate 
Photosynthesis; Fluorescence yield: Kinetics: Plastoqumone: 
Semiquinone (Robmson. H.H (153) 221) 
Tyrosine 
Cytochrome P-450; Active center; Chemical modification 
(Janig, G -R ( 159) 58) 
Tyrosine carboxypeptidase 
Tubulin: Microtubule; Carboxypeptidase; Detyrosmation: Mic- 
rotubule-associated protein (Arce, C.A. (157) 75) 
Tyrosine kinase 
Insulin binding; Insulin receptor. Autophosphorylation; Prore- 
ceptor, (Liver membrane) (Blackshear, P.J. (158) 243) 
Tyrosine protein kinase 
Insulin receptor; Phosphotyrosme phosphatase; Actm: Vana- 
date (Mach&o, F. (I 63) 76) 
Tyrosine-specific kinase 
Vanadium; Lymphocyte; Protein phosphorylation. Membrane 
protem (Earp. HS (161) 180) 
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Tyrosine sulfate 
Hirudin, Micro sequencing: Thrombm specificity (Chang, J -Y. 
(164) 307) 
Tyrosinemia 
Succinylacetone: Heme: Cytochrome P450; &Aminolevulinate 
synthase; Porphobilinogen synthase; (Hepatocyte culture) 
(Giger. U. (153) 335) 
U 
Ubiquinol-cytochrome c oxidoreductase 
Cytochrome bc, complex; Cytochrome h; Myxothiazol; Antimy- 
tin A: (Rps sphaamdes) (Gabellini. N. (153) 146) 
Cytochrome bc, complex; Cytochrome b; Myxothiazol; Antimy- 
cm A; / Rps. sphaerordes) (Gabellim. N (153) 15 I ) 
Ubiquinol+ytochrome-c oxidoreductase 
Cytochrome bc, complex; Cytochrome b. (Rps. sphnermdes) 
(Gabellini, N. (154) 171) 
Dibromothymoqumone: Cytochrome bc, complex; Mitochon- 
dna; Respiratory cham; Iron-sulfur protein (Esposti. M.D. 
(156) 15) 
Ubiquinone 
Reduction potential: Methoxy-1.4.benzoquinone; Plastoqul- 
none: Menaquinone (Prmce. R.C. (I 60) 273) 
Ubiquitin 
Hlstone H2A, Chromosomal protein, Temperature-sensitive 
mutant. ATP: (Mouse) (Matsumoto. Y. (151) 139) 
Histone H2A: Chromatin; Spermatogenesis; Histone H2A-ubl- 
quitm conJugate (Agell. N. (155) 209) 
Ubisemiquinone 
Electron-transfer inhlbitor. Superoxide generation. Respiratory 
chain; Mitochondria; Cytochrome hc, site; Q cycle, Center o. 




Ya. (151) 15) 
UDP-N-acetylglucosamine 
Galactose-1-phosphotransferase. UDP-galactose, UDP-N-ace- 
tylglucosamine-6-phosphogalactose (Nakamshi, Ya. (151) 15) 
UDP-N-acetylglucosamine-6-phosphogalactose 
UDP-N-acetylglucosamine: Galactose-1-phosphotransferase; 
UDP-galactose (Nakamshl. Ya (151) 15) 
UKJ72J 
Herblclde; Thiopyrlmldine. Mitochondna; Succmate oxidation: 
Inhlbltlon. (Plant) (Gauvrlt. C (158) 222) 
161 
Ultraviolet cross-linking 
Western blotting: RNA polymerase; Subunit function; DNA- 
protein interaction: RNA-protein interaction (Gundelfinger. 
E.D. (157) 133) 
Ultraviolet difference spectroscopy 
Concanavalin A; Lectin; Manganese; Metalloprotem (Young. 
N.M. (161) 247) 
Ultraviolet irradiation 
Rlbosome; tRNA. (Rat liver) (Reboud, A.M. (158) 285) 
Ultraviolet spectroscopy 
15-Hydroxyleukptnene; Llpoxygenase product, HPLC; (Gui- 
nea-pig Ileum) (Ormng, L. (153) 253) 
Jatrophone; sRNA bmding; CD; ‘H-NMR (D’Alagni. M. (164) 
51) 
Ultraviolet spectrum 
Clathrin-associated protem; Nucleotlde: HPLC; (Bovme brain) 
(Schook. W.J. (164) 303) 
Uncoupler 
Cotransport; Galactoside: Ligand binding; Lactose permease; 
Protonmotive force (Yamato, I (151) 102) 
ATP synthesis; Chemiosmosls; Chromatophore, Photosynthesis 
(Cotton. N.P.J (161) 93) 
Uncoupling protein 
Mltochondna: Radloimmunoassav; GDP bmdmg; Proton con- 
ductance; (Brown adipose tissue) (Ashwell. M (161) 108) 
Mitochondria; AntIserum; RadioImmunoassay: (Infant. Brown 
adipose tissue) (Lean. M.E.J. (163) 235) 
Reconstitution; Proton translocation; Phosphohpid vesicle: 
Freeze-fracture microscopy; Mitochondria: (Brown adipose tis- 
sue) (Bouillaud. F. (164) 272) 
5-Undecyl-6-hydroxy-4,7-dioxobenzothiazole 
Cytochrome b+,f EPR. Semiquinone: Bls-hlstldme ligation. 
(Spinach) (Salerno, J C. (162) 257) 
Unfolding 
Fibrinogen; X-fragment; Aa-cham: Domam interactlon: Calorl- 
metry (Medved. L V. (160) 291) 
Uniparental inheritance 
Herbicide resistance: Herbicide bindme; Thvlakoid membrane, 
3-(3.4-Dlchlorophenyl)-1. I-dlmethylurea. (~hlam~domonas 
rernhardrri (Tellenbach, M. (158) 147) 
Unit cell dimensions 
Three-dimensional crystal; Rlbosomal particle; Electron mlcros- 
copy; Computed contoured image (Yonath. A. (163) 69) 
Unwinding 
Recombmatlon; ATPase: DNase (Banfaivi, G (164) 28) 
Urea synthesis 
Mltochondna; Argmme; Cyclohexlmlde; Carbamoyi-phosphate 
synthetase I (Kawamoto. S. (151) 117) 
Carbamoylphosphate synthetase; Carbomc anhydrase; Data in- 
terpretatlon; CO2 equilibration; (Mitochondrla. Rat hepato- 
cyie) (Hems, R (15j) 438) 
Dlchloroacetate; Hydroxypyruvate; mltochondrlal pH gradient: 
Metabohsm; CO2 equilibration (Hems, R. (160) 255) 
162 
Ureogenesis 
Pertussts toxm; a,-Adrenoceptor. /&Adrenoceptor: Glucagon: 
Adenylate cyclase; Enzyme regulation (Pushpendran, C.K. 
(160) 198) 
Uridine 
NMR. p-Methoxyadenosme; Amino-ammo equihbrtum; Hyd- 
roxylamme mutagenesis, Base-pairing shift (Kterdaszuk. B. 
(15X) 128) 
Urinary protein 
Cell-free translation: Isoelectrtc focusmg; recombmant DNA; 
Multigene family. (Rat hver) (Mertens. B. (I 62) 296) 
Urokinase 
Plasmmogen activator. Chymotrypstn: Trypsin; Computer 
modelmg: Sequence alignment. /?-Structure formation (Stra- 
Bburger. W (157) 219) 
Uroporphyrin 
Porphyria; Polybromobiphenyl. Ammolevuhmc acid; (Chick 
emhryo liver) (Smclatr. P R. (I 52) 217) 
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Adenylate cyclase; Receptor. Platelet aggregation (Vanderwcl. 
M. (164) 340) 
Vasopressin binding 
Synaptic membrane. Adenylate cyclase: (Hippocampus) (Bar- 
berms. C. ( 162) 400) 
Vasopressin-neurophysin precursor 
Neurohypophystal glycopepttde sequence: Glycopcptide. Even 
evolution; (Rat) (Chauvet. M.T. (163) 257) 
Vesicle spreading 
Membrane reconstitution: Planar membrane, Surface pressure. 
Single-channel conductance. Membrane tenston (Schuerholz. T 
(152) 187) 
Vimentin 
Intermediate filament, Protem turnover: Cal + acttvation. Pro 
temase (McTavish. C.F. ( 154) 25 I) 
Protein modificatton; Mttosts. 2D gel electrophoresis: Keratin 
(Fey, SJ (157) 165) 
Keratm: Neurofilament: Desmm (Geisler. N ( 163) 72) 
Vinculin 
Filamin. r-Actmm. Spectrin, Actin gelation (Kotehansky, V.E. 
(151)206) 
Sarcolemma. Immunofluorescence: Sarcolemma-myofibrtl mter- 
action. (Cardiac muscle (Koteliansky. V E (I 59) 158) 
Vinblastine 
Autophagocytosis, Glycogen: cychc AMP. (Mouse liver) (Him- 
makt, P (151) 89) 
VIP receptor 
Epithehal membrane; Adenylate cyclase. GRF. PHI. Secretin. 
(Intestine) (Laburthe. M. (159) 89) 
Intestmal epithelial membrane, Adenylate cyclasc. (Gild mon- 
ster venom) (Amtranoff, B. (164) 299) 
Virus growth inhibition 
2 5A. Interferon (Sharma, 0.K (15X) 298) 
Virus-cell fusion 
Sendai virus; Fluorescence photobleachmg recovery (Hems. 
Y.1 (151) 134) 
Virusoid structure 
Lucerne transient streak virus: circular RNA; RNA sequencmg 
(Keesc. P (159) 185) 
Viscosity 
Cytochrome c: Protem denaturatton: Protem side cham mohih- 
ty; NMR (Ohgusht, M (164) 21) 
Visual pigment 
Rhodopsm: Retinal, Isorhodopsm; Regeneration. Vitamin A 
(Crouch, R ( 158) 139) 
Visual transduction 
Guanme nucleottde-bmdmg protem; Protem synthesis, Adeny- 
late cyclase, ADP-rtbosylatton: Tubuhn (Hughes, S M. (164) I ) 
Vitamin A 
Rhodopsin; Visual pigment: Retinal. Isorhodopsm, Regene- 
ration (Crouch. R. (I 58) 139) 
V 
Vaccinia core 
Protem synthesis control; Cell-free translation system: Elonga- 
tion inhibition (Tas, P.W L (I 53) 427) 
Vanadate 
Insulin receptor; Tyrosme protem kmase: Phosphotyrosme 
phosphatase; Actm (Machicao, F (163) 76) 
Vanadate sensitivity 
Membrane vesicle: Proton translocatton. ATPase: Nitrate 
senstttvtty: Acridine orange; pH gradient: (Radish) (De Miche- 
IIS. M I (162) 85) 
Vanadium 
Lymphocyte, Protem phosphorylation, Membrane protem: Tyr- 
osme-specific kmase (Earp. H.S. (161) 180) 
Variant surface glycoprotein 
Immunological cross-reactton: Phosphorylated glycopepttde: 
(Trypanosome) (Baltz, T ( 15X) 174) 
Vasopressin 
Neurophysin, Proneurophysm; Intragranular processmg 
(North. W.G. (152) 29) 
Desenstttzation; r-Agonist: Hepatocyte: Ca’+, (Perfused rat 
liver) (Klemeke, J (I 53) 174) 
Ionophore A23187. Angiotensin II. Hypothyroidism. Glycoge- 
nolysis. (Rat hepatocyte) (Corvera, S (153) 366) 
Hepatocyte; cyclic AMP; Adenylate cyclase; Glucagon; Ca’ ’ 
(Morgan. N G. (163) 277) 
Hormone Precursor; Neurophysin, Glycopepttde; Peptide syn- 
thesis. Hormone Intermediate (Gordon-Weeks. R (163) 324) 
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Vitamin B12-factor III 
Co-methyl-5-hydroxybenzinudazolylcobamide: Methanogene- 
sis: Methanol: Archaebacterium; I Methanosarcma harkeri) 
(Hiillriegl. V. (151) 156) 
163 
Wheat germ agglutlnin 
Phospholipid transmethylatlon; cyclic AMP; SuperoxIde gene- 
ration; Phorbol myristate (Yagawa, K. (154) 383) 
Vitamin C 
Lipld peroxldatlon, Glutathlone: Iron (II); MIcrosome: (Rat 
liver) (Haenen. G.R.M.M. (159) 24) 
Vitamin D 
(Na+ + K ‘)-ATPase; Cell proliferation; Ca*’ transport, Na+ 
dependence, (Embryonic intestine) (Cross, H.S. (153) 141) 
Vitamin D3 metabolite 
23,25.26-Trihydroxyvitamm D1; 25-Hydroxyvltamm D3-26.23. 
lactone. Stereochemistry; HPLC: Metabolic pathway (Ishizuka, 
S. (156) 321) 
Vitamin K 
Carboxylase; Phosphoserme. Peptlde substrate; ;s-Carboxyglu- 
tamic acid (Rich. D.H. (152) 79) 
Vitellogenin 
Oocyte. Lipovltellm; Calmoduhn. (Xenopus) (Molla, A. (I 54) 
1011 
Voltage-dependent conductance 
Dlphtherla toxm, Fragment B, Amplupathlc region, Lipld-asso- 
elating domain. Prohne isomerization (Deleers. M. (160) 82) 
Von Willebrand factor 
Factor VIII; N-Glycosidic glycan (Debeire, P. (I 51) 22) 
W 
Water 
transport ATPase; Energy transduction; Sarcoplasmlc reticu- 
lum: Ca*+. Phosphorylation (DuPont, Y. (161) 14) 
Water activity 
Sarcoplasnuc reticulum; Ca Zf-ATPase; Energy transduction; 
Phosphorylatlon: Fluorescence (DuPont, Y. (156) 93) 
Water splitting 
Reconstltutlon: Oxygen evolution; Photosynthesis: Thylakoid 
protein, Photosystem II (Fukutaka. E. (158) 217) 
Watson-Crick base-pair 
Base-base interaction; Hoogsteen base-pair: Poly(d(A-T)] 
(RaJagopalan. M. (159) 285) 
Western blotting 
Ultraviolet cross-linking. RNA polymerase; Subumt function: 
DNA-protein Interaction; RNA-protein interaction (Gundelf- 
mger. E.D (157) 133) 
w5 
Platelet-actlvatmg factor, Calmodulin antagonist, W7: Trifluo- 
perazme; Platelet aggregation (Levy. J.V. ( 154) 262) 
WI 
Platelet-activating factor; Calmodulm antagonist; W5: Tnfluo- 
perazine: Platelet aggregation (Levy, J.V. (154) 262) 
Platelet-activating factor; Macrophage: Prostanold; SuperoxIde; 
Spreading; Calmodulin antagonist (Hartung. H.-P. (160) 209) 
X 
X-fragment 
Fibrinogen; Au-chain: Domain mteractlon: Unfolding; Calon- 
metry (Medved. L.V. (160) 291) 
X-ray analysis 
Elongation factor G; Crystallization: Structure determination; 
Translocation; (Thermus thermophdus HB8) (Reshetmkova. 
L.S (154) 149) 
Lectm; Crystal form; (Peanut) (Salunke. D.M (156) 127) 
Ribosomal protem; Small-subunit (White. S.W. (163) 73) 
Iron(I1); Inosme 5’.monophosphate: Metal binding (Capparelli. 
M.V. (163) 241) 
X-ray diffraction 
Three-dimensional crystal; Rlbosomal protein: (Bacillus steur- 
orhermophilusl (Appelt. K. (160) 75) 
Three-dimensional structure: RNase; (Bacillus mlerrnedu~) 
(Pavlovsky. A.G. (162) 167) 
Substrate specificity, Base recognition, Charge complementar- 
Ity; ConformatIonal flexibility: Protein-nucleic acid Interaction 
(Borkakoti. N. (162) 367) 
X-ray scattering 
Arginme kinase, Radms of gyration: Hmge bendmg (Dumas. C. 
(153) 128) 
solution X-ray scattering 
Aspartate aminotransferase: Coenzyme bmding: Synchrotron 
radlatlon (Verge. D. (154) 277) 
X-ray structure analysis 
Channel-forming ionophore: Decapeptlde; %-Ammoisobutyric 
acid; 3,” helix (Francis, A.K. (155) 230) 
X537A (lasalocid A) 
CD. Ionophore; Conformational analysis; Carrier ionophore. 
Sandwich complex; Ion transport (Vlshwanath. C.K. (153) 320) 
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Zd+ effect 
Z 
s-100 Protein: Cazf effect; CD (Mam. R.S. (163) 282) 
Zn’+ regulation 
Microtubule assembly, Tubulm: S-100 protem: Calmodulm 
Zinc (Demum, J. (163) 287) 
Clq: Immune complex; Complement; Fluorescence (Easter- 
brook-Smith. S.B (162) I 17) Zubay system 
Exonuclease V: rwB Mutant, DNA, Polypeptlde synthew: (E 
Zinc treatment CO/~) (Jackson, M. (163) 211) 
Chloroplast; Thylakold: Manganese: EPR; Oxygen evolution 
(Miller, M ( 155) 33 I ) 
